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1.0 INTRODUCTION 
In the US Environmental Protection Agency’s (EPA’s) Problem Formulation 
(Attachment 2) to the baseline ecological risk assessment (BERA), EPA provided an 
approach for assessing sediment toxicity to benthic invertebrates using laboratory toxicity 
tests and two predictive models. Toxicity test interpretation was modified to incorporate a 
reference envelope approach recommended by MacDonald and Landrum (2008) 
following EPA’s request for an independent review and additional negotiations between 
EPA and the Lower Willamette Group (LWG).  


This attachment presents the results of toxicity tests using Chironomus dilutus and 
Hyalella azteca, an evaluation of the mortality and growth endpoints, and a summary of 
the reference envelope approach used to interpret the toxicity test responses. The 
MacDonald Environmental and Landrum report is provided in Attachment 6.  
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2.0 TOXICITY TEST RESULTS 
Results of the toxicity tests performed with Chironomus dilutus and Hyalella azteca, 
including the outcome of statistical comparisons between test samples and negative 
control samples, are presented in Tables 2-1 and 2-2, respectively. The sampling location, 
either within the Study Area or within the upriver reach (river mile [RM] 15.4 to 
RM 25.5) is also noted. 


Table 2-1.  Results of the 10-Day Chironomus Sediment Toxicity Test  


Station 


Mortality (%) 
Mortality  


(Test/ Control) 


Biomass  
(mean 


mg/individual) 
Biomass  


(Test/ Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


Study Area        


D1-1 15 21.25 92.65 0.89 0.83 93.03 No No 


D2 15 8.75 107.35 0.89 0.99 111.24 No No 


G007-1 15 28.75 83.82 0.58 0.52 89.57 Yes No 


G009 15 17.50 97.06 0.58 0.62 106.21 No No 


G010 15 18.75 95.59 0.58 0.56 95.74 No No 


G011 15 22.50 91.18 0.58 0.68 116.41 No Yes 


G015 15 11.25 104.41 0.58 0.66 112.32 No Yes 


G017 15 35.00 76.47 0.58 0.51 87.53 No No 


G019 15 15.00 100.00 0.58 0.7 119.31 No Yes 


G020 15 13.75 101.47 0.86 0.87 101.77 No No 


G024 15 17.50 97.06 0.86 0.9 104.80 No No 


G025 15 18.75 95.59 0.86 1 117.16 No No 


G026 15 18.75 95.59 0.58 0.58 99.72 No No 


G027 15 12.50 102.94 0.86 1.05 123.10 No Yes 


G033 15 18.75 95.59 0.86 0.81 94.62 No No 


G034 15 16.25 98.53 0.86 1.01 117.57 No No 


G035 15 11.25 104.41 0.86 0.87 101.73 No No 


G038 5 0.00 105.26 0.85 1.04 122.66 Yes Yes 
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Table 2-1.  Results of the 10-Day Chironomus Sediment Toxicity Test  


Station 


Mortality (%) 
Mortality  


(Test/ Control) 


Biomass  
(mean 


mg/individual) 
Biomass  


(Test/ Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G060 15 12.50 102.94 0.58 0.7 119.65 No Yes 


G061 15 12.50 102.94 0.86 0.87 102.25 No No 


G062 15 22.50 91.18 0.86 0.82 95.70 No No 


G064 15 16.25 98.53 0.58 0.66 112.60 No Yes 


G066 15 10.00 105.88 0.58 0.67 115.21 No Yes 


G067 15 10.00 105.88 0.86 0.96 112.30 No No 


G073 15 16.25 98.53 0.86 0.93 108.19 No No 


G074 15 12.50 102.94 0.86 1.03 120.95 No Yes 


G077 10 20.00 88.89 0.85 0.76 89.64 Yes No 


G078 15 17.50 97.06 0.86 0.88 102.82 No No 


G079 15 18.75 95.59 0.86 0.85 99.33 No No 


G080 15 15.00 100.00 0.86 0.96 111.74 No No 


G082 10 13.75 95.83 0.85 0.93 109.99 No No 


G083 15 10.00 105.88 0.86 0.99 115.32 No No 


G085 15 40.00 70.59 0.86 0.33 38.33 Yes Yes 


G086 10 26.25 81.94 0.85 0.68 80.95 Yes Yes 


G088 10 41.25 65.28 0.85 0.56 65.85 Yes Yes 


G089 15 41.25 69.12 0.86 0.52 60.37 Yes Yes 


G090 10 25.00 83.33 0.85 0.55 65.10 Yes Yes 


G091 10 28.75 79.17 0.85 0.63 74.51 No No 


G092 15 100.00 0.00 0.86 0 0.00 Yes Yes 


G093 5 6.25 98.68 1.02 0.8 78.18 No Yes 


G096 10 21.25 87.50 0.85 0.78 91.95 Yes No 


G099 10 30.00 77.78 0.85 0.61 72.67 No Yes 


G103 10 27.50 80.56 0.85 0.7 82.43 Yes Yes 


G105 10 38.75 68.06 0.85 0.52 61.42 Yes Yes 


G106 10 13.75 95.83 0.85 0.79 93.01 No No 


G109 10 21.25 87.50 0.85 0.63 74.85 No Yes 


G111 15 26.25 86.76 0.86 0.81 94.49 No No 
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Table 2-1.  Results of the 10-Day Chironomus Sediment Toxicity Test  


Station 


Mortality (%) 
Mortality  


(Test/ Control) 


Biomass  
(mean 


mg/individual) 
Biomass  


(Test/ Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G112 10 16.25 93.06 0.85 0.71 83.84 No Yes 


G117 10 63.75 40.28 0.85 0.15 18.06 Yes Yes 


G121 10 25.00 83.33 0.85 0.7 83.24 No No 


G122 10 28.75 79.17 0.85 0.59 70.02 Yes Yes 


G123 5 21.25 82.89 0.85 0.77 91.35 Yes No 


G124 7.5 16.25 90.54 0.91 0.92 101.48 Yes No 


G127 10 17.50 91.67 0.97 1.1 113.02 No No 


G130 10 12.50 97.22 0.97 1.11 113.79 No No 


G133 10 26.25 81.94 0.97 0.99 101.72 Yes No 


G136 10 13.75 95.83 0.97 1.06 108.90 No No 


G139 10 12.50 97.22 0.97 1.25 128.65 No Yes 


G142 10 21.25 87.50 0.97 1.18 121.27 No Yes 


G147 10 21.25 87.50 0.97 1.06 108.41 No No 


G155 5 11.25 93.42 0.85 0.61 72.46 No Yes 


G157 5 53.75 48.68 0.85 0.12 14.32 Yes Yes 


G160 5 58.75 43.42 0.85 0.16 19.13 Yes Yes 


G161 5 30.00 73.68 0.85 0.26 30.44 Yes Yes 


G163 5 2.50 102.63 0.85 0.85 100.24 No No 


G164 10 12.50 97.22 0.85 0.88 103.97 No No 


G166 5 5.00 100.00 0.85 0.82 96.92 No No 


G170 10 7.50 102.78 0.97 1.2 123.18 No Yes 


G172 10 16.25 93.06 0.97 0.91 93.89 No No 


G176 10 65.00 38.89 0.97 0.2 20.81 Yes Yes 


G178 10 18.75 90.28 0.85 0.81 95.86 Yes No 


G179 10 71.25 31.94 0.97 0.19 19.61 Yes Yes 


G180 10 17.50 91.67 0.85 0.7 83.32 No Yes 


G182 10 8.75 101.39 0.97 1.24 127.64 No Yes 


G184 10 12.50 97.22 0.97 1.16 118.75 No Yes 


G187 10 32.50 75.00 0.97 0.83 85.29 Yes No 
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Table 2-1.  Results of the 10-Day Chironomus Sediment Toxicity Test  


Station 


Mortality (%) 
Mortality  


(Test/ Control) 


Biomass  
(mean 


mg/individual) 
Biomass  


(Test/ Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G197-1 13.75 15.00 98.55 1.06 1.11 104.79 No No 


G198 5 0.00 105.26 0.85 0.85 99.78 Yes No 


G199 5 5.00 100.00 0.85 0.85 100.58 No No 


G200 5 10.00 94.74 1.02 0.99 96.76 No No 


G202 5 3.75 101.32 0.85 0.91 107.29 No No 


G203-1 15 17.50 97.06 0.58 0.58 99.76 No No 


G204 5 8.75 96.05 0.85 0.76 89.64 No Yes 


G205 6.25 11.25 94.67 0.97 1.17 120.41 No Yes 


G206 5 6.25 98.68 1.02 0.94 91.84 No Yes 


G207 5 13.75 90.79 0.85 0.75 88.38 Yes Yes 


G209 5 5.00 100.00 0.85 0.95 112.56 No Yes 


G210 5 33.75 69.74 1.02 0.63 61.83 Yes Yes 


G212-1 6.25 13.75 92.00 0.97 0.98 100.42 No No 


G213 5 5.00 100.00 1.02 0.86 83.86 No Yes 


G220 15 17.50 97.06 0.58 0.57 98.39 No No 


G221 15 13.75 101.47 0.58 0.63 108.04 No No 


G227 10 18.75 90.28 0.97 1.07 110.42 No No 


G228 10 3.75 106.94 0.97 1.23 126.51 No Yes 


G230 10 17.50 91.67 0.97 1.17 119.79 No Yes 


G231 5 3.75 101.32 0.85 1.01 118.88 No Yes 


G232 8.75 7.50 101.37 0.8 1.08 135.31 No Yes 


G234 5 5.00 100.00 0.85 0.91 107.16 No No 


G235 10 16.25 93.06 0.85 0.68 79.85 No Yes 


G240 10 15.00 94.44 0.97 1.15 117.65 No Yes 


G242 10 17.50 91.67 0.97 1.07 110.06 No No 


G244 5 2.50 102.63 0.85 1 117.87 No Yes 


G245 10 13.75 95.83 0.97 1.12 115.37 No Yes 


G247 5 3.75 101.32 0.85 0.92 108.31 No No 


G254 5 8.75 96.05 0.85 0.74 87.56 No Yes 
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Table 2-1.  Results of the 10-Day Chironomus Sediment Toxicity Test  


Station 


Mortality (%) 
Mortality  


(Test/ Control) 


Biomass  
(mean 


mg/individual) 
Biomass  


(Test/ Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G260 8.75 7.50 101.37 0.87 1.09 124.92 No Yes 


G263 8.75 17.50 90.41 0.8 0.77 95.51 Yes No 


G264 8.75 51.25 53.42 0.8 0.23 32.48 Yes Yes 


G267 8.75 6.25 102.74 0.8 0.9 112.11 No Yes 


G268 8.75 12.50 95.89 0.87 0.94 107.93 No No 


G269 8.75 31.25 75.34 0.8 0.33 41.64 Yes Yes 


G270-1 15 37.50 73.53 0.58 0.32 55.60 Yes Yes 


G273 7.5 13.75 93.24 0.91 0.65 71.91 No Yes 


G274 6.25 32.50 72.00 0.97 0.43 43.66 Yes Yes 


G276 8.75 25.00 82.19 0.8 0.64 79.70 Yes Yes 


G277 7.5 11.25 95.95 0.91 0.92 101.28 No No 


G278 8.75 37.50 68.49 0.8 0.46 56.88 Yes Yes 


G280 7.5 10.00 97.30 0.91 0.9 98.61 No No 


G282 5 10.00 94.74 1.02 0.92 89.99 No Yes 


G283 8.75 96.25 4.11 0.8 0.02 2.06 Yes Yes 


G284 8.75 8.75 100.00 0.8 0.78 96.93 No No 


G288 8.75 100.00 0.00 0.87 0 0.00 Yes Yes 


G292 8.75 17.50 90.41 0.87 0.94 107.33 No No 


G294-1 15 100.00 0.00 0.58 0 0.00 Yes Yes 


G295 7.5 6.25 101.35 0.91 0.93 102.43 No No 


G296 6.25 7.50 98.67 0.97 1.01 103.18 No No 


G298 8.75 100.00 0.00 0.87 0 0.00 Yes Yes 


G301 8.75 7.50 101.37 0.87 0.96 110.31 No Yes 


G302 8.75 100.00 0.00 0.87 0 0.00 Yes Yes 


G303 6.25 11.25 94.67 0.97 1.02 104.93 No No 


G308 8.75 35.00 71.23 0.87 0.54 61.79 Yes Yes 


G311-1 15 86.25 16.18 0.58 0.02 2.85 Yes Yes 


G315 8.75 13.75 94.52 0.87 0.89 102.31 No No 


G316 8.75 12.50 95.89 0.87 0.99 112.89 No Yes 
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Table 2-1.  Results of the 10-Day Chironomus Sediment Toxicity Test  


Station 


Mortality (%) 
Mortality  


(Test/ Control) 


Biomass  
(mean 


mg/individual) 
Biomass  


(Test/ Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G318 8.75 12.50 95.89 0.87 0.84 95.78 No No 


G320 8.75 38.75 67.12 0.87 0.52 59.89 Yes Yes 


G321 13.75 16.25 97.10 1.06 0.85 79.78 No No 


G323 8.75 11.25 97.26 0.87 1.09 124.33 No Yes 


G324-1 15 27.50 85.29 0.58 0.65 111.27 No No 


G327 8.75 17.50 90.41 0.87 0.44 49.95 No Yes 


G329 13.75 5.00 110.14 1.06 1.16 109.66 Yes No 


G331 8.75 5.00 104.11 0.87 0.99 113.49 No Yes 


G333 8.75 13.75 94.52 0.87 0.96 109.84 No No 


G334 15 6.25 110.29 0.58 0.6 102.51 Yes No 


G335 8.75 13.75 94.52 0.87 0.89 101.53 No No 


G336 8.75 18.75 89.04 0.87 0.91 104.32 Yes No 


G339 8.75 22.50 84.93 0.8 0.54 67.63 Yes Yes 


G342 7.5 12.50 94.59 0.91 0.91 99.82 No No 


G345-1 15 17.50 97.06 0.58 0.53 91.11 No Yes 


G346 7.5 10.00 97.30 0.91 0.95 104.62 No No 


G347 7.5 13.75 93.24 0.91 0.84 92.03 No No 


G348 8.75 36.25 69.86 0.87 0.52 59.59 Yes Yes 


G350 8.75 12.50 95.89 0.87 0.86 98.30 No No 


G351 5 3.75 101.32 1.02 0.93 90.93 No Yes 


G352 7.5 12.50 94.59 0.91 0.92 100.92 No No 


G353-1 13.75 8.75 105.80 1.06 1.1 103.58 No No 


G355 6.25 12.50 93.33 0.97 0.85 87.31 No Yes 


G359 13.75 27.50 84.06 1.06 0.86 80.71 No No 


G360 6.25 52.50 50.67 0.97 0.42 43.29 Yes Yes 


G362-1 5 12.50 92.11 1.02 0.9 87.91 No Yes 


G364 7.5 15.00 91.89 0.91 0.76 83.89 No Yes 


G366 5 100.00 0.00 1.02 0 0.00 Yes Yes 


G367 6.25 5.00 101.33 0.97 0.99 101.31 No No 
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Table 2-1.  Results of the 10-Day Chironomus Sediment Toxicity Test  


Station 


Mortality (%) 
Mortality  


(Test/ Control) 


Biomass  
(mean 


mg/individual) 
Biomass  


(Test/ Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G368 7.5 88.75 12.16 0.91 0.04 4.60 Yes Yes 


G371 5 60.00 42.11 1.02 0.45 44.40 Yes Yes 


G372-1 13.75 3.75 111.59 1.06 1.04 97.57 Yes No 


G376 6.25 8.75 97.33 0.97 0.97 99.95 No No 


G377 5 6.25 98.68 1.02 1.05 103.08 No No 


G380 5 10.00 94.74 1.02 1.06 103.57 No No 


G382 7.5 11.25 95.95 0.91 0.98 108.08 No No 


G383 7.5 11.25 95.95 0.91 1.01 110.60 No No 


G384-1 13.75 17.50 95.65 1.06 0.92 86.61 No No 


G385 6.25 10.00 96.00 0.97 0.98 100.21 No No 


G386 8.75 6.25 102.74 0.8 1 124.70 No Yes 


G387 13.75 15.00 98.55 1.06 1.06 99.84 No No 


G389 6.25 21.25 84.00 0.97 0.92 94.53 Yes No 


G390 13.75 25.00 86.96 1.06 0.5 46.73 No Yes 


G392 7.5 7.50 100.00 0.91 0.74 81.35 No Yes 


G393 5 6.25 98.68 1.02 0.92 90.05 No Yes 


G396 7.5 16.25 90.54 0.91 0.86 95.01 Yes No 


G398 13.75 8.75 105.80 1.06 1.2 113.02 No No 


G401 5 6.25 98.68 1.02 0.95 92.64 No Yes 


G403 5 8.75 96.05 1.02 0.97 95.12 No No 


G405 7.5 13.75 93.24 0.91 0.99 109.08 No No 


G408 6.25 12.50 93.33 0.97 1.03 105.80 Yes No 


G409 7.5 5.00 102.70 0.91 0.96 105.39 No No 


G413 5 6.25 98.68 1.02 1.07 104.85 No No 


G415 5 2.50 102.63 1.02 0.93 90.64 No Yes 


G416 6.25 6.25 100.00 0.97 0.91 93.35 No No 


G417 5 3.75 101.32 1.02 1.04 101.75 No No 


G420 7.5 11.25 95.95 0.91 0.93 102.54 No No 


G425 7.5 10.00 97.30 0.91 1.05 115.29 No Yes 
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Table 2-1.  Results of the 10-Day Chironomus Sediment Toxicity Test  


Station 


Mortality (%) 
Mortality  


(Test/ Control) 


Biomass  
(mean 


mg/individual) 
Biomass  


(Test/ Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G426 7.5 6.25 101.35 0.91 0.91 99.56 No No 


G430 5 7.50 97.37 1.02 1.04 102.28 No No 


G437 5 2.50 102.63 1.02 0.98 95.72 No No 


G441 13.75 12.50 101.45 1.06 1.11 104.73 No No 


G444 13.75 10.00 104.35 1.06 0.98 92.51 No No 


G445 13.75 11.25 102.90 1.06 0.78 73.19 No Yes 


G450-1 13.75 25.00 86.96 1.06 0.9 84.82 No No 


G453 8.75 95.00 5.48 0.8 0.01 1.11 Yes Yes 


G454 8.75 12.50 95.89 0.8 0.97 120.86 No Yes 


G455 13.75 33.75 76.81 1.06 0.48 44.97 Yes Yes 


G456 8.75 6.25 102.74 0.8 0.86 106.64 No No 


G457 8.75 11.25 97.26 0.8 0.88 109.25 No No 


G458 13.75 11.25 102.90 1.06 1.11 104.44 No No 


G461 8.75 12.50 95.89 0.8 0.95 118.40 No Yes 


G467 8.75 11.25 97.26 0.8 1.09 135.59 No Yes 


G468 8.75 20.00 87.67 0.8 0.84 105.32 Yes No 


G469 13.75 21.25 91.30 1.06 0.89 83.92 No No 


G473 8.75 7.50 101.37 0.8 1 124.49 No Yes 


G474 13.75 11.25 102.90 1.06 1.16 108.98 No No 


G477 8.75 13.75 94.52 0.8 0.93 116.17 No Yes 


G480 8.75 10.00 98.63 0.8 0.76 95.00 No No 


G492-1 13.75 10.00 104.35 1.06 1.16 108.99 No No 


G497 13.75 12.50 101.45 1.06 1.05 98.55 No No 


G612-1 12.5 8.75 104.29 0.79 0.74 93.63 No Yes 


G613 11.25 10.00 101.41 0.72 0.73 100.99 No No 


G622 12.5 23.75 87.14 0.79 0.69 86.70 No No 


G623 12.5 12.50 100.00 0.79 0.73 92.66 No No 


G625 12.5 4.29 95.71 0.79 0.71 101.95 No No 


G628 12.5 13.75 98.57 0.79 0.72 91.38 No No 
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Table 2-1.  Results of the 10-Day Chironomus Sediment Toxicity Test  


Station 


Mortality (%) 
Mortality  


(Test/ Control) 


Biomass  
(mean 


mg/individual) 
Biomass  


(Test/ Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G637-1 12.5 15.00 97.14 0.79 0.76 96.20 No No 


G638 12.5 6.25 107.14 0.79 0.8 101.26 No No 


G643 12.5 15.71 84.29 0.79 0.63 90.59 No Yes 


G648 12.5 10.00 102.86 0.79 0.73 92.05 No No 


G653 12.5 11.25 101.43 0.79 0.68 85.79 No Yes 


G654 12.5 31.25 78.57 0.79 0.38 48.18 No Yes 


G656 11.25 18.75 91.55 0.72 0.64 88.29 No No 


G663 12.5 17.50 94.29 0.79 0.6 75.79 No Yes 


G665 12.5 17.50 94.29 0.79 0.76 96.00 No No 


G670 11.25 20.00 90.14 0.72 0.77 107.14 No No 


G671 12.5 2.50 111.43 0.79 0.76 95.96 Yes No 


G672 11.25 32.50 76.06 0.72 0.57 79.39 Yes Yes 


G674 12.5 13.75 98.57 0.79 0.72 90.58 No Yes 


G675 11.25 12.50 98.59 0.72 0.78 109.02 No No 


G683 12.5 11.25 101.43 0.79 0.71 89.62 No Yes 


G684-1 11.25 11.25 100.00 0.72 0.71 98.59 No No 


G685 12.5 8.75 104.29 0.79 0.77 96.80 No No 


G689 12.5 55.00 51.43 0.79 0.36 45.13 Yes Yes 


G693 12.5 13.75 98.57 0.79 0.66 83.71 No Yes 


G694 12.5 10.00 102.86 0.79 0.57 71.45 No Yes 


G700 12.5 12.50 100.00 0.79 0.7 88.28 No Yes 


G707 12.5 11.25 101.43 0.79 0.73 92.00 No No 


G711 12.5 12.50 100.00 0.79 0.74 93.59 No No 


G713 12.5 16.25 95.71 0.79 0.69 87.47 No Yes 


G718 12.5 11.25 101.43 0.79 0.67 84.76 No Yes 


G722 12.5 7.50 105.71 0.79 0.7 87.82 No Yes 


G736 12.5 7.50 105.71 0.79 0.79 100.08 No No 


G737 12.5 18.75 92.86 0.79 0.69 87.07 No Yes 


G740 11.25 15.00 95.77 0.72 0.75 104.19 No No 
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Table 2-1.  Results of the 10-Day Chironomus Sediment Toxicity Test  


Station 


Mortality (%) 
Mortality  


(Test/ Control) 


Biomass  
(mean 


mg/individual) 
Biomass  


(Test/ Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G741 11.25 11.25 100.00 0.72 0.77 106.54 No No 


G744 11.25 25.00 84.51 0.72 0.71 98.25 No No 


G745 11.25 10.00 101.41 0.72 0.75 104.17 No No 


G746 11.25 22.50 87.32 0.72 0.68 95.15 Yes No 


G750 11.25 22.50 87.32 0.72 0.67 92.48 No No 


G751 11.25 15.00 95.77 0.72 0.74 103.18 No No 


G752 11.25 21.25 88.73 0.72 0.73 101.94 No No 


G755 11.25 15.00 95.77 0.72 0.82 113.85 No No 


G756 11.25 23.75 85.92 0.72 0.74 102.64 No No 


G763 11.25 13.75 97.18 0.72 0.88 122.59 No Yes 


G766 11.25 15.00 95.77 0.72 0.81 112.44 No No 


G767 11.25 8.75 102.82 0.72 0.77 106.66 No No 


G769 11.25 20.00 90.14 0.72 0.74 102.59 No No 


G772 11.25 13.75 97.18 0.72 0.89 123.91 No Yes 


G775 11.25 8.75 102.82 0.72 0.92 127.19 No Yes 


G776 11.25 8.75 102.82 0.72 0.95 131.89 No Yes 


G777 11.25 17.50 92.96 0.72 0.67 93.68 No No 


G778 11.25 28.75 80.28 0.72 0.62 85.84 No No 


G779 11.25 22.50 87.32 0.72 0.72 99.57 No No 


G780 11.25 13.75 97.18 0.72 0.83 115.34 No No 


G781 11.25 15.00 95.77 0.72 0.74 102.59 No No 


Upriver         


G785b 
11.87


5 15.625 95.76 0.755 0.825 108.74 No Yes 


G786 b 
11.87


5 15.625 95.77 0.755 0.745 97.90 No No 


G787 b 
11.87


5 21.25 89.44 0.755 0.63 82.82 No Yes 


G788 b 
11.87


5 13.125 98.61 0.755 0.645 85.63 No Yes 
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Table 2-1.  Results of the 10-Day Chironomus Sediment Toxicity Test  


Station 


Mortality (%) 
Mortality  


(Test/ Control) 


Biomass  
(mean 


mg/individual) 
Biomass  


(Test/ Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


U1C-1 15 5.00 111.76 0.89 1.12 125.40 Yes Yes 


U1C-2 15 11.25 104.41 0.89 1.06 118.87 No Yes 


U1C-3 15 6.25 110.29 0.89 1.05 117.83 No Yes 


U2C-1 15 11.25 104.41 0.89 1.19 132.97 No Yes 


U2C-2 15 10.00 105.88 0.89 1.04 116.54 No Yes 


U2C-3 15 11.25 104.41 0.89 1.05 117.48 No Yes 


U3C-1 15 10.00 105.88 0.89 1.15 129.26 No Yes 


U3C-2 15 11.25 104.41 0.89 1.15 128.89 No Yes 


U3C-3 15 3.75 113.24 0.89 1.21 135.34 Yes Yes 


U4Q-1 15 6.25 110.29 0.89 1.02 114.19 No Yes 


U4Q-2 15 6.25 110.29 0.89 1.16 130.42 No Yes 


U4Q-3 15 8.75 107.35 0.89 1 112.31 No No 


U5Q-1 15 12.50 102.94 0.89 1 112.56 No No 


U5Q-2 15 22.50 91.18 0.89 0.89 100.24 No No 


U5Q-3 15 6.25 110.29 0.89 1.06 118.81 No Yes 


U6TOC-1 15 5.00 111.76 0.89 1.03 115.32 Yes Yes 


U6TOC-2 15 12.50 102.94 0.89 1.06 118.94 No Yes 


U6TOC-3 15 11.25 104.41 0.89 0.97 109.20 No No 
a Statistically different from the negative control response (one-tailed test, p < 0.05). Note that the growth response 


in a test during which all organisms died was considered significantly different from control without performing 
the statistical test. 


b Toxicity testing of the sediment samples from stations G785, G786, G787, and G788 was performed twice (as 
reference sediments). 
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Table 2-2.  Results of the 28-Day Hyalella Sediment Toxicity Test 


Station 


Mortality (%) 
Mortality 


(Test/Control) 


Biomass  
(mean 


mg/individual) 
Biomass 


(Test/Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


Study Area        


D1-1 3.75 0.00 103.90 0.38 0.25 66.25 No Yes 


D2 3.75 3.75 100.00 0.38 0.32 85.99 No Yes 


G007-1 0 2.50 97.50 0.27 0.18 67.45 No Yes 


G009 0 8.75 91.25 0.27 0.26 97.83 Yes No 


G010 0 3.75 96.25 0.27 0.2 74.43 Yes Yes 


G011 0 2.50 97.50 0.27 0.28 104.53 No No 


G015 0 6.25 93.75 0.27 0.2 74.06 No Yes 


G017 0 5.00 95.00 0.27 0.2 76.98 Yes Yes 


G019 0 8.75 91.25 0.27 0.39 148.96 Yes Yes 


G020 2.5 2.50 100.00 0.32 0.25 76.61 No Yes 


G024 2.5 6.25 96.15 0.32 0.18 57.39 No Yes 


G025 2.5 3.75 98.72 0.32 0.53 165.42 No Yes 


G026 0 3.75 96.25 0.27 0.21 78.63 Yes Yes 


G027 2.5 5.00 97.44 0.32 0.29 90.45 No No 


G033 2.5 6.25 96.15 0.32 0.22 67.88 No Yes 


G034 2.5 1.25 101.28 0.32 0.27 82.73 No Yes 


G035 2.5 6.25 96.15 0.32 0.27 83.90 No No 


G038 3.75 1.25 102.60 0.31 0.32 103.31 No No 


G060 0 3.75 96.25 0.27 0.26 96.70 Yes No 


G061 2.5 2.50 100.00 0.32 0.21 64.44 No Yes 


G062 2.5 2.50 100.00 0.32 0.24 73.57 No Yes 


G064 0 5.00 95.00 0.27 0.25 95.24 Yes No 


G066 0 8.75 91.25 0.27 0.28 105.57 Yes No 


G067 2.5 1.25 101.28 0.32 0.24 73.57 No Yes 


G073 2.5 8.75 93.59 0.32 0.31 95.91 No No 


G074 2.5 7.50 94.87 0.32 0.27 82.96 No Yes 


G077 5 3.75 101.32 0.28 0.25 87.30 No No 
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Table 2-2.  Results of the 28-Day Hyalella Sediment Toxicity Test 


Station 


Mortality (%) 
Mortality 


(Test/Control) 


Biomass  
(mean 


mg/individual) 
Biomass 


(Test/Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G078 2.5 21.25 80.77 0.32 0.22 69.28 Yes Yes 


G079 2.5 12.50 89.74 0.32 0.23 73.02 Yes Yes 


G080 2.5 5.00 97.44 0.32 0.31 95.52 No No 


G082 5 6.25 98.68 0.28 0.3 104.45 No No 


G083 2.5 10.00 92.31 0.32 0.18 56.96 Yes Yes 


G085 2.5 20.00 82.05 0.32 0.22 69.16 Yes Yes 


G086 5 3.75 101.32 0.28 0.29 102.25 No No 


G088 5 5.00 100.00 0.28 0.25 87.13 No No 


G089 2.5 7.50 94.87 0.32 0.21 65.93 No Yes 


G090 5 5.00 100.00 0.28 0.28 98.24 No No 


G091 5 6.25 98.68 0.28 0.3 106.35 No No 


G092 2.5 100.00 0.00 0.32 0 0.00 Yes Yes 


G093 1.25 7.50 93.67 0.43 0.32 74.98 Yes Yes 


G096 5 5.00 100.00 0.28 0.28 98.32 No No 


G099 5 1.25 103.95 0.28 0.27 95.63 No No 


G103 5 3.75 101.32 0.28 0.25 89.68 No No 


G105 5 2.50 102.63 0.28 0.34 118.43 No No 


G106 5 7.50 97.37 0.28 0.27 94.93 No No 


G109 5 2.50 102.63 0.28 0.26 90.04 No No 


G111 2.5 5.00 97.44 0.32 0.23 70.88 No Yes 


G112 5 6.25 98.68 0.28 0.27 93.61 No No 


G117 5 17.50 86.84 0.28 0.25 88.98 Yes Yes 


G121 5 5.00 100.00 0.28 0.27 95.24 No No 


G122 5 0.00 105.26 0.28 0.22 77.60 Yes Yes 


G123 3.75 13.75 89.61 0.31 0.18 58.07 Yes Yes 


G124 1.25 6.25 94.94 0.33 0.24 74.55 No Yes 


G127 11.25 1.25 111.27 0.32 0.28 87.07 Yes Yes 


G130 11.25 2.50 109.86 0.32 0.33 102.83 Yes No 
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Table 2-2.  Results of the 28-Day Hyalella Sediment Toxicity Test 


Station 


Mortality (%) 
Mortality 


(Test/Control) 


Biomass  
(mean 


mg/individual) 
Biomass 


(Test/Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G133 11.25 7.50 104.23 0.32 0.27 85.53 No Yes 


G136 11.25 12.50 98.59 0.32 0.27 84.51 No Yes 


G139 11.25 6.25 105.63 0.32 0.31 97.60 No No 


G142 11.25 6.25 105.63 0.32 0.37 117.14 No Yes 


G147 11.25 10.00 101.41 0.32 0.31 95.91 No No 


G155 3.75 3.75 100.00 0.31 0.21 66.40 No Yes 


G157 3.75 51.25 50.65 0.31 0.14 44.36 Yes Yes 


G160 3.75 21.25 81.82 0.31 0.23 73.10 Yes Yes 


G161 3.75 32.50 70.13 0.31 0.18 57.39 Yes Yes 


G163 3.75 5.00 98.70 0.31 0.31 97.61 No No 


G164 5 2.50 102.63 0.28 0.29 101.41 No No 


G166 3.75 15.00 88.31 0.31 0.25 80.99 Yes Yes 


G170 11.25 8.75 102.82 0.32 0.26 81.56 No Yes 


G172 11.25 12.50 98.59 0.32 0.26 82.27 No Yes 


G176 11.25 41.25 66.20 0.32 0.19 60.22 Yes Yes 


G178 5 3.75 101.32 0.28 0.29 101.19 No No 


G179 11.25 86.25 15.49 0.32 0.07 21.31 Yes Yes 


G180 5 3.75 101.32 0.28 0.3 105.86 No No 


G182 11.25 7.50 104.23 0.32 0.33 102.95 No No 


G184 11.25 6.25 105.63 0.32 0.28 88.88 No No 


G187 11.25 10.00 101.41 0.32 0.24 76.26 No Yes 


G197-1 10 8.75 101.39 0.3 0.32 104.50 No No 


G198 3.75 2.50 101.30 0.31 0.28 89.08 No Yes 


G199 3.75 11.25 92.21 0.31 0.26 82.94 Yes Yes 


G200 1.25 3.75 97.47 0.43 0.29 66.11 No Yes 


G202 3.75 3.75 100.00 0.31 0.28 87.92 No Yes 


G203-1 0 6.25 93.75 0.27 0.19 72.45 Yes Yes 


G204 3.75 2.50 101.30 0.31 0.23 74.73 No Yes 
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Table 2-2.  Results of the 28-Day Hyalella Sediment Toxicity Test 


Station 


Mortality (%) 
Mortality 


(Test/Control) 


Biomass  
(mean 


mg/individual) 
Biomass 


(Test/Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G205 5 3.75 101.32 0.41 0.29 71.31 No Yes 


G206 1.25 0.00 101.27 0.43 0.31 72.19 No Yes 


G207 3.75 11.25 92.21 0.31 0.26 82.02 No Yes 


G209 3.75 3.75 100.00 0.31 0.38 119.65 No Yes 


G210 1.25 68.75 31.65 0.43 0.13 29.49 Yes Yes 


G212-1 5 5.00 100.00 0.41 0.31 74.79 No Yes 


G213 1.25 7.50 93.67 0.43 0.3 68.57 Yes Yes 


G220 0 6.25 93.75 0.27 0.2 76.70 Yes Yes 


G221 0 3.75 96.25 0.27 0.29 107.78 No No 


G227 11.25 6.25 105.63 0.32 0.32 100.86 No No 


G228 11.25 5.00 107.04 0.32 0.29 91.43 No No 


G230 11.25 3.75 108.45 0.32 0.27 86.24 Yes No 


G231 3.75 7.50 96.10 0.31 0.27 87.49 No Yes 


G232 11.25 8.75 102.82 0.32 0.29 92.09 No No 


G234 3.75 8.75 94.81 0.31 0.28 89.64 No No 


G235 5 5.00 100.00 0.28 0.25 89.81 No No 


G240 11.25 7.50 104.23 0.32 0.25 79.99 No Yes 


G242 11.25 7.50 104.23 0.32 0.27 85.69 No Yes 


G244 3.75 6.25 97.40 0.31 0.28 89.96 No Yes 


G245 11.25 7.50 104.23 0.32 0.2 63.01 No Yes 


G247 3.75 2.50 101.30 0.31 0.26 82.14 No Yes 


G254 3.75 6.25 97.40 0.31 0.27 85.29 No Yes 


G260 5 5.00 100.00 0.25 0.29 116.20 No No 


G263 11.25 5.00 107.04 0.32 0.25 78.45 No Yes 


G264 11.25 21.25 88.73 0.32 0.23 72.99 No Yes 


G267 11.25 13.75 97.18 0.32 0.2 62.04 No Yes 


G268 5 7.50 97.37 0.25 0.2 79.38 No Yes 


G269 11.25 17.50 92.96 0.32 0.24 76.28 No Yes 







Portland Harbor RI/FS 
Final Remedial Investigation Report 


Appendix G: BERA 
December 16, 2013 


 


17 


LWG 
Lower Willamette Group 


Table 2-2.  Results of the 28-Day Hyalella Sediment Toxicity Test 


Station 


Mortality (%) 
Mortality 


(Test/Control) 


Biomass  
(mean 


mg/individual) 
Biomass 


(Test/Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G270-1 0 7.50 92.50 0.27 0.18 69.67 Yes Yes 


G273 1.25 30.00 70.89 0.33 0.19 56.74 Yes Yes 


G274 5 83.75 17.11 0.41 0.07 16.43 Yes Yes 


G276 11.25 7.50 104.23 0.32 0.22 68.37 No Yes 


G277 1.25 8.75 92.41 0.33 0.23 71.76 No Yes 


G278 11.25 6.25 105.63 0.32 0.29 90.31 No No 


G280 1.25 6.25 94.94 0.33 0.2 61.22 Yes Yes 


G282 1.25 6.25 94.94 0.43 0.31 71.30 No Yes 


G283 11.25 98.75 1.41 0.32 0.01 1.78 Yes Yes 


G284 11.25 11.25 100.00 0.32 0.23 72.12 No Yes 


G288 5 100.00 0.00 0.25 0 0.00 Yes Yes 


G292 5 12.50 92.11 0.25 0.23 93.96 No No 


G294-1 0 100.00 0.00 0.27 0 0.00 Yes Yes 


G295 1.25 11.25 89.87 0.33 0.19 59.19 Yes Yes 


G296 5 6.25 98.68 0.41 0.22 54.18 No Yes 


G298 5 100.00 0.00 0.25 0 0.00 Yes Yes 


G301 5 7.50 97.37 0.25 0.22 87.35 No Yes 


G302 5 98.75 1.32 0.25 0 1.27 Yes Yes 


G303 5 8.75 96.05 0.41 0.27 65.21 No Yes 


G308 5 21.25 82.89 0.25 0.18 72.68 Yes Yes 


G311-1 0 38.75 61.25 0.27 0.2 75.05 Yes Yes 


G315 5 7.50 97.37 0.25 0.21 83.95 No Yes 


G316 5 3.75 101.32 0.25 0.27 108.53 No No 


G318 5 1.25 103.95 0.25 0.23 94.57 No No 


G320 5 6.25 98.68 0.25 0.21 83.60 No Yes 


G321 10 11.25 98.61 0.3 0.22 72.10 No Yes 


G323 5 12.50 92.11 0.25 0.25 102.44 Yes No 


G324-1 0 6.25 93.75 0.27 0.22 84.53 Yes No 
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Table 2-2.  Results of the 28-Day Hyalella Sediment Toxicity Test 


Station 


Mortality (%) 
Mortality 


(Test/Control) 


Biomass  
(mean 


mg/individual) 
Biomass 


(Test/Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G327 5 11.25 93.42 0.25 0.2 81.16 Yes Yes 


G329 10 1.25 109.72 0.3 0.32 106.48 Yes No 


G331 5 7.50 97.37 0.25 0.26 103.96 No No 


G333 5 2.50 102.63 0.25 0.26 107.06 No No 


G334 0 7.50 92.50 0.27 0.23 86.84 Yes Yes 


G335 5 8.75 96.05 0.25 0.21 85.63 No Yes 


G336 5 7.50 97.37 0.25 0.21 84.10 No Yes 


G339 11.25 7.50 104.23 0.32 0.24 76.55 No Yes 


G342 1.25 6.25 94.94 0.33 0.21 64.88 No Yes 


G345-1 0 5.00 95.00 0.27 0.2 75.57 No Yes 


G346 1.25 5.00 96.20 0.33 0.17 52.92 No Yes 


G347 1.25 7.50 93.67 0.33 0.21 63.20 Yes Yes 


G348 5 8.75 96.05 0.25 0.24 95.68 No No 


G350 5 7.50 97.37 0.25 0.22 87.76 No No 


G351 1.25 1.25 100.00 0.43 0.27 61.99 No Yes 


G352 1.25 3.75 97.47 0.33 0.23 70.23 No Yes 


G353-1 10 3.75 106.94 0.3 0.26 85.84 No Yes 


G355 5 3.75 101.32 0.41 0.35 84.70 No Yes 


G359 10 7.50 102.78 0.3 0.22 71.61 No Yes 


G360 5 43.75 59.21 0.41 0.22 54.82 Yes Yes 


G362-1 1.25 8.75 92.41 0.43 0.33 77.01 Yes Yes 


G364 1.25 10.00 91.14 0.33 0.21 62.67 Yes Yes 


G366 1.25 67.50 32.91 0.43 0.13 30.79 Yes Yes 


G367 5 3.75 101.32 0.41 0.35 84.97 No Yes 


G368 1.25 82.50 17.72 0.33 0.1 30.65 Yes Yes 


G371 1.25 61.25 39.24 0.43 0.2 47.09 Yes Yes 


G372-1 10 8.75 101.39 0.3 0.25 80.97 No Yes 


G376 5 3.75 101.32 0.41 0.3 72.74 No Yes 
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Table 2-2.  Results of the 28-Day Hyalella Sediment Toxicity Test 


Station 


Mortality (%) 
Mortality 


(Test/Control) 


Biomass  
(mean 


mg/individual) 
Biomass 


(Test/Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G377 1.25 5.00 96.20 0.43 0.29 67.67 No Yes 


G380 1.25 10.00 91.14 0.43 0.38 89.07 Yes Yes 


G382 1.25 8.75 92.41 0.33 0.19 59.57 Yes Yes 


G383 1.25 3.75 97.47 0.33 0.29 88.84 No Yes 


G384-1 10 11.25 98.61 0.3 0.23 77.42 No Yes 


G385 5 7.50 97.37 0.41 0.32 79.12 No Yes 


G386 11.25 2.50 109.86 0.32 0.21 66.51 Yes Yes 


G387 10 7.50 102.78 0.3 0.23 75.36 No Yes 


G389 5 15.00 89.47 0.41 0.3 74.21 No Yes 


G390 10 97.50 2.78 0.3 0.01 2.06 Yes Yes 


G392 1.25 5.00 96.20 0.33 0.21 64.69 No Yes 


G393 1.25 5.00 96.20 0.43 0.34 79.56 No Yes 


G396 1.25 18.75 82.28 0.33 0.22 65.76 Yes Yes 


G398 10 15.00 94.44 0.3 0.17 56.58 No Yes 


G401 1.25 3.75 97.47 0.43 0.27 62.39 No Yes 


G403 1.25 3.75 97.47 0.43 0.34 79.44 No Yes 


G405 1.25 10.00 91.14 0.33 0.3 91.56 Yes No 


G408 5 12.50 92.11 0.41 0.32 77.93 No Yes 


G409 1.25 6.25 94.94 0.33 0.24 72.64 No Yes 


G413 1.25 1.25 100.00 0.43 0.38 87.01 No Yes 


G415 1.25 8.75 92.41 0.43 0.32 73.82 Yes Yes 


G416 5 5.00 100.00 0.41 0.26 63.23 No Yes 


G417 1.25 5.00 96.20 0.43 0.34 79.59 No Yes 


G420 1.25 2.50 98.73 0.33 0.26 80.44 No Yes 


G425 1.25 0.00 101.27 0.33 0.29 88.27 No No 


G426 1.25 7.50 93.67 0.33 0.22 68.28 No Yes 


G430 1.25 3.75 97.47 0.43 0.4 93.48 No No 


G437 1.25 6.25 94.94 0.43 0.34 78.28 No Yes 
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Table 2-2.  Results of the 28-Day Hyalella Sediment Toxicity Test 


Station 


Mortality (%) 
Mortality 


(Test/Control) 


Biomass  
(mean 


mg/individual) 
Biomass 


(Test/Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G441 10 7.50 102.78 0.3 0.26 85.60 No Yes 


G444 10 10.00 100.00 0.3 0.22 73.63 No Yes 


G445 10 15.00 94.44 0.3 0.17 56.38 No Yes 


G450-1 10 5.00 105.56 0.3 0.24 78.29 No Yes 


G453 11.25 96.25 4.23 0.32 0.01 3.76 Yes Yes 


G454 11.25 8.75 102.82 0.32 0.25 80.23 No Yes 


G455 10 17.50 91.67 0.3 0.22 73.92 No Yes 


G456 11.25 8.75 102.82 0.32 0.24 74.97 No Yes 


G457 11.25 22.50 87.32 0.32 0.21 67.14 No Yes 


G458 10 8.75 101.39 0.3 0.22 72.31 No Yes 


G461 11.25 12.50 98.59 0.32 0.22 70.15 No Yes 


G467 11.25 12.50 98.59 0.32 0.26 82.96 No No 


G468 11.25 8.75 102.82 0.32 0.18 55.36 No Yes 


G469 10 5.00 105.56 0.3 0.25 83.62 No Yes 


G473 11.25 10.00 101.41 0.32 0.24 76.91 No Yes 


G474 10 8.75 101.39 0.3 0.27 90.01 No No 


G477 11.25 3.75 108.45 0.32 0.27 85.17 No Yes 


G480 11.25 10.00 101.41 0.32 0.3 96.28 No No 


G492-1 10 3.75 106.94 0.3 0.25 82.34 No Yes 


G497 10 8.75 101.39 0.3 0.25 82.46 No Yes 


G612-1 10 7.50 102.78 0.17 0.1 58.50 No Yes 


G613 0 11.25 88.75 0.21 0.13 64.64 Yes Yes 


G622 10 12.50 97.22 0.17 0.11 64.68 No Yes 


G623 10 15.00 94.44 0.17 0.11 64.70 No Yes 


G625 10 5.00 105.56 0.17 0.12 67.78 No Yes 


G628 10 8.75 101.39 0.17 0.11 63.12 No Yes 


G637-1 10 8.75 101.39 0.17 0.11 62.65 No Yes 


G638 10 12.50 97.22 0.17 0.11 61.97 No Yes 
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Table 2-2.  Results of the 28-Day Hyalella Sediment Toxicity Test 


Station 


Mortality (%) 
Mortality 


(Test/Control) 


Biomass  
(mean 


mg/individual) 
Biomass 


(Test/Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G643 10 10.00 100.00 0.17 0.12 68.99 No Yes 


G648 10 10.00 100.00 0.17 0.1 60.58 No Yes 


G653 10 16.25 93.06 0.17 0.11 62.96 No Yes 


G654 10 13.75 95.83 0.17 0.12 70.39 No Yes 


G656 0 12.50 87.50 0.21 0.14 68.02 Yes Yes 


G663 10 10.00 100.00 0.17 0.11 62.95 No Yes 


G665 10 12.50 97.22 0.17 0.1 60.36 No Yes 


G670 0 13.75 86.25 0.21 0.15 71.64 Yes Yes 


G671 10 13.75 95.83 0.17 0.1 55.94 No Yes 


G672 0 11.25 88.75 0.21 0.12 58.93 Yes Yes 


G674 10 15.00 94.44 0.17 0.1 58.88 No Yes 


G675 0 12.50 87.50 0.21 0.15 71.10 Yes Yes 


G683 10 1.25 109.72 0.17 0.12 69.51 Yes Yes 


G684-1 0 6.25 93.75 0.21 0.15 72.38 Yes Yes 


G685 10 6.25 104.17 0.17 0.11 62.29 No Yes 


G689 10 8.75 101.39 0.17 0.12 71.33 No Yes 


G693 10 10.00 100.00 0.17 0.1 59.55 No Yes 


G694 10 3.75 106.94 0.17 0.11 64.32 No Yes 


G700 10 10.00 100.00 0.17 0.1 61.54 No Yes 


G707 10 16.25 93.06 0.17 0.1 60.00 No Yes 


G711 10 12.50 97.22 0.17 0.1 60.23 No Yes 


G713 10 6.25 104.17 0.17 0.11 62.31 No Yes 


G718 10 8.75 101.39 0.17 0.11 66.04 No Yes 


G722 10 13.75 95.83 0.17 0.11 61.73 No Yes 


G736 10 11.25 98.61 0.17 0.12 68.15 No Yes 


G737 10 16.25 93.06 0.17 0.11 64.04 No Yes 


G740 0 13.75 86.25 0.21 0.16 79.79 Yes Yes 


G741 0 11.25 88.75 0.21 0.14 66.42 Yes Yes 
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Table 2-2.  Results of the 28-Day Hyalella Sediment Toxicity Test 


Station 


Mortality (%) 
Mortality 


(Test/Control) 


Biomass  
(mean 


mg/individual) 
Biomass 


(Test/Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


G744 0 10.00 90.00 0.21 0.14 68.84 Yes Yes 


G745 0 10.00 90.00 0.21 0.15 71.09 Yes Yes 


G746 0 8.75 91.25 0.21 0.15 72.32 Yes Yes 


G750 0 16.25 83.75 0.21 0.13 64.84 Yes Yes 


G751 0 10.00 90.00 0.21 0.17 83.37 Yes Yes 


G752 0 15.00 85.00 0.21 0.13 63.64 Yes Yes 


G755 0 12.50 87.50 0.21 0.15 71.39 Yes Yes 


G756 0 20.00 80.00 0.21 0.16 75.26 Yes Yes 


G763 0 7.50 92.50 0.21 0.16 77.67 Yes Yes 


G766 0 10.00 90.00 0.21 0.16 75.31 Yes Yes 


G767 0 6.25 93.75 0.21 0.17 81.24 Yes Yes 


G769 0 8.75 91.25 0.21 0.16 79.36 Yes Yes 


G772 0 7.50 92.50 0.21 0.16 78.50 Yes Yes 


G775 0 10.00 90.00 0.21 0.15 70.74 Yes Yes 


G776 0 16.25 83.75 0.21 0.14 69.97 Yes Yes 


G777 0 22.50 77.50 0.21 0.18 86.37 Yes No 


G778 0 8.75 91.25 0.21 0.16 77.76 Yes Yes 


G779 0 16.25 83.75 0.21 0.16 77.42 Yes Yes 


G780 0 3.75 96.25 0.21 0.19 93.38 No No 


G781 0 13.75 86.25 0.21 0.13 64.35 Yes Yes 


Upriver         


G785b 5 9.38 95.97 0.19 0.13 68.45 No Yes 


G786 b 10 16.88 87.64 0.19 0.14 71.82 Yes Yes 


G787 b 10 8.13 97.01 0.19 0.12 62.16 No Yes 


G788 b 10 11.25 94.31 0.19 0.15 78.19 No Yes 


U1C-1 3.75 7.50 96.10 0.38 0.4 107.46 No No 


U1C-2 3.75 3.75 100.00 0.38 0.38 99.87 No No 


U1C-3 3.75 7.50 96.10 0.38 0.39 103.50 No No 
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Table 2-2.  Results of the 28-Day Hyalella Sediment Toxicity Test 


Station 


Mortality (%) 
Mortality 


(Test/Control) 


Biomass  
(mean 


mg/individual) 
Biomass 


(Test/Control) 


Significantly 
Different?a 


Control Test Control Test Mortality Growth 


U2C-1 3.75 3.75 100.00 0.38 0.38 101.66 No No 


U2C-2 3.75 3.75 100.00 0.38 0.38 102.40 No No 


U2C-3 3.75 5.00 98.70 0.38 0.43 114.58 No Yes 


U3C-1 3.75 2.50 101.30 0.38 0.34 89.21 No Yes 


U3C-2 3.75 2.50 101.30 0.38 0.34 90.15 No Yes 


U3C-3 3.75 2.50 101.30 0.38 0.33 88.28 No Yes 


U4Q-1 3.75 5.00 98.70 0.38 0.28 74.67 No Yes 


U4Q-2 3.75 3.75 100.00 0.38 0.28 73.67 No Yes 


U4Q-3 3.75 3.75 100.00 0.38 0.29 76.00 No Yes 


U5Q-1 3.75 2.50 101.30 0.38 0.34 90.28 No No 


U5Q-2 3.75 1.25 102.60 0.38 0.36 109.76 No No 


U5Q-3 3.75 5.00 98.70 0.38 0.34 91.11 No Yes 


U6TOC-1 3.75 1.25 102.60 0.38 0.25 67.61 No Yes 


U6TOC-2 3.75 6.25 97.40 0.38 0.31 83.52 No Yes 


U6TOC-3 3.75 5.00 98.70 0.38 0.2 53.46 No Yes 
a Statistically different from the negative control response (one-tailed test, p < 0.05). Note that the growth response 


in a test during which all organisms died was considered significantly different from control without performing 
the statistical test.  


b  Toxicity testing of the sediment samples from stations G785, G786, G787, and G788 was performed twice (as a 
reference sediment). 
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3.0 REFERENCE ENVELOPE APPROACH 
As negotiated with EPA, toxicity test results were compared to a numeric threshold 
representing toxicity test responses from the upriver reach, according to the reference 
envelope approach presented in MacDonald and Landrum (2008). This section presents 
the derivation of reference toxicity thresholds, including reference station selection 
criteria (Section 4.1), identification of stations that met those criteria (Section 4.2), and 
derivation of percentiles used in the establishing the low and high-toxicity thresholds 
(Section 4.3).  


3.1 SELECTION OF STATIONS FOR THE REFERENCE ENVELOPE 


MacDonald and Landrum (2008) recommended that stations and samples considered for 
inclusion in the reference envelope meet six criteria: 


1. Each sediment toxicity test should meet standard performance criteria, including 
an evaluation of potential interference from ammonia and sulfides. 


2. All measured metals, polycyclic aromatic hydrocarbons (PAHs), and 
polychlorinated biphenyls (PCBs) occur at concentrations below conservative 
sediment quality guidelines (SQGs). 


3. Mean PEC-Qdw < 0.1.1


4. ∑ESB-TUPAHs < 0.1.


 
2


5. ∑ (AVS/SEM)/foc < 130 µmol/g.


 
3


6. Control-adjusted response rate should not exceed the minimum significant 
difference (MSD) for each toxicity test endpoint; or in the absence of MSD 
values, the control-adjusted response rate should not exceed the Tier II levels 
applied in the National Sediment Inventory (


 


EPA 2004). 


This list of criteria was revised because not all the information needed to evaluate the 
above criteria had been collected in Portland Harbor, and EPA and LWG agreed that 
stations for the reference envelope should be selected from the BERA dataset. Decision 
rules for inclusion in the reference dataset were revised to the following five criteria: 


1. Each sediment toxicity test to be considered should meet standard performance 
criteria, including an evaluation of potential interference from ammonia. 


2. All measured metals, PAHs, and PCBs occur at concentrations below the lowest 
value of Regional Sediment Evaluation Team (RSET) screening level 1 (SL1) or 
PEC. 


3. Mean PEC-Qdw < 0.1. 


                                                 
1 PEC – probable effects concentration 
2 ESB – equilibrium partitioning sediment benchmark; TU – toxic unit 
3 AVS/SEM – Acid volatile sulfide/simultaneously extracted metals 
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4. ∑ESB-TUPAHs < 0.1. 


5. Control-adjusted response rate should not exceed the Tier II levels applied in the 
National Sediment Inventory (EPA 2004). 


AVS/SEM could not be evaluated for Portland Harbor sediments because these chemical 
analyses had not been performed. Hence, the availability and thereby the toxicity of 
metals was not fully assessed in the reference envelope approach. 


3.1.1 Toxicity Test Acceptability Criteria 
Two of the five criteria addressed the acceptability of the sediment toxicity tests. All of 
the toxicity tests conducted in Portland Harbor complied with the acceptability criteria 
described in the American Society for Testing and Materials (ASTM 2003) and EPA 
(2000) methods for freshwater toxicity tests: 


• Chironomus mortality < 30% in the negative control 


• Hyalella mortality < 20% in the negative control 


• Minimum mean weight of 0.48 mg ash-free dry weight for surviving Chironomus 
in the negative control 


• Water quality parameters, including ammonia, within the specified ranges 


• Results of the concurrent positive reference toxicity tests within two standard 
deviations of the mean 


Tests were conducted according to required experimental designs. For the evaluation of 
potential interference by ammonia in the bulk sediments, concentrations were compared 
to the thresholds provided by the US Army Corps of Engineers (USACE) in Dredged 
Material Evaluation and Disposal Procedures (USACE et al. 2008)4


Barton 2002


; no other document 
that provided toxicity thresholds for bulk sediment ammonia concentrations was 
identified. The total ammonia concentrations measured in the overlaying water at test 
initiation and termination ranged between < 0.1 and 1.9 mg/L. These concentrations were 
well below the ammonia thresholds of 15 to 60 mg/L for marine amphipods provided by 
EPA and USACE ( ). 


The reference envelope stations were selected from the group of stations that did not 
exceed the Tier II levels applied in the National Sediment Inventory (EPA 2004). These 
criteria specified that the control-adjusted mortality rate should be < 25% (calculated as 
test mortality - control mortality) and that the control-adjusted growth should be > 70% 
(calculated as [test final biomass/control final biomass]*100).  


                                                 
4 The criteria were based on sediment toxicity test with Neanthes and were as follow: < 115 mg/kg no effect; >230 


mg/kg minor effects; > 400 mg/kg major effects. Stations included in the reference envelope met the criterion for 
no effects. 
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3.1.2 Chemistry Acceptability Criteria 
The remaining three criteria addressed the acceptable sediment chemical quality of the 
reference stations. Two sets of conservative SQGs, the RSET Interim SL1 (RSET 2006) 
and the PEC (MacDonald et al. 2000), were used in the screening process; all measured 
concentrations had to be lower than both SQGs (Table 3-1). 


Table 3-1.  SQG Selection Based on RSET Interim SL1 and PEC 


Chemical SL1 PEC 


Metals (mg/kg dw)   


Arsenic 20 33 


Cadmium 1.1 4.98 


Chromium 95 111 


Copper 80 149 


Lead 340 128 


Mercury 0.28 1.06 


Nickel 60 48.6 


Silver 2.0 NG 


Zinc 130 459 


Butyltins (µg/kg dw)   


TBT 75 NG 


PAHs (µg/kg dw)   


2-Methylnaphthalene 470 NG 


Acenaphthylene 470 NG 


Acenaphthene 1,100 NG 


Anthracene 1,200 845 


Benz(a)anthracene 4,300 1,050 


Benzofluoranthenes (b+k) 600 NG 


Benzo(g,h,i)perylene 4,000 NG 


Benzo(a)pyrene 3,300 1,450 


Chrysene 5,900 1,290 


Dibenzo(a,h)anthracene 800 NG 


Fluoranthene 11,000 2,230 


Fluorene 1,000 536 


Indeno(1,2,3-c,d)pyrene 4,100 NG 


Naphthalene 500 561 


Phenanthrene 6,100 1,170 


Pyrene 8,800 1,520 
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Table 3-1.  SQG Selection Based on RSET Interim SL1 and PEC 


Chemical SL1 PEC 


Total LPAH 6,600 NG 


Total HPAH 31,000 NG 


Total PAH NG 22,800 


Phthalates (µg/kg dw)   


Dimethyl phthalate 46 NG 


Butyl benzyl phthalate 260 NG 


Bis(2-ethylhexyl) phthalate 220 NG 


Di-n-octyl phthalate 26 NG 


VOCs (µg/kg dw)   


Dibenzofuran 400 NG 


Total PCBs (µg/kg dw)   


Total PCBs  60 676 


Pesticides (µg/kg dw)   


Dieldrin NG 61.8 


Endrin NG 207 


gamma-Hexachlorocyclohexane NG 4.99 


Heptachlor epoxide  16 


DDD 9a 28 


DDE 16a 31.3 


DDT 34a 62.9 


Total chlordane NG 17.6 


Total DDx NG 572 
a Marine SL1 value is from RSET. RSET has no freshwater SQGs for DDD, DDE, or DDT. 
DDD – dichlorodiphenyldichloroethane 
DDE – dichlorodiphenyldichloroethylene 
DDT – dichlorodiphenyltrichloroethane 
dw – dry weight 
HPAH – high-molecular-weight polycyclic 


aromatic hydrocarbon 
LPAH – low-molecular-weight polycyclic 


aromatic hydrocarbon 
NG – no guideline 
PAH – polycyclic aromatic hydrocarbon 


PCB – polychlorinated biphenyl  
PEC – probable effects concentration  
RSET – Regional Sediment Evaluation Team 
SL1 – screening level 1 
SQG – sediment quality guideline 
TBT – tributyltin 
total DDx – sum of all six DDT isomers (2,4′-DDD, 


4,4′-DDD, 2,4′-DDE, 4,4′-DDE, 2,4′-DDT and 
4,4′-DDT) 


VOC – volatile organic compound 
 


The mean PEC-Qdw and the ∑ESB-TUPAHs were derived in accordance with methods 
described by Long et al. (2006) and EPA (2003), respectively. Stations included in the 
reference envelope had to have a mean PEC-Qdw < 0.1 and a ∑ESB-TUPAHs < 0.1.  
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3.2 SELECTED STATIONS FOR THE REFERENCE ENVELOPE 


Data available for the reference envelope evaluation within the upriver reach (RM 15.4 to 
RM 25.5) were collected during Round 2 and 3 and consisted of sediment samples 
collected at 22 stations. Sediment samples collected at four stations were tested with 
toxicity tests twice because they were included as reference stations. Table 3-2 presents 
the toxicity test results for the selected 18 stations that met the chemical criteria. Sixteen 
of these stations were located in the upriver reach. The remaining two stations were 
included per the request of EPA and were located in the upper segment of the Study Area 
(RM 10.6 and RM 11.2). 
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Table 3-2.  Toxicity Test Results for the Selected Reference Stations 


Station  
ID 


Chironomus dilutus  Hyalella azteca 


Mortality 
(%)  


Growth  
(mean mg/ 
individual) 


Mortality 
Relative to 


Control 
 (%) 


Growth 
Relative to 


Control  
(%) 


 
Mortality 


 (%)  


Growth  
(mean mg/ 
individual) 


Mortality 
Relative to 


Control 
 (%) 


Growth 
Relative to 


Control 
 (%) Control Test  Control Test  Control Test  Control Test 


G766 11.25 15.00  0.71 0.80 3.8 113  0.00 10.00  0.20 0.15 10.0 75 


G767 11.25 8.75  0.71 0.76 -2.5 107  0.00 6.25  0.20 0.16 6.3 80 


G786a 11.25 18.75  0.71 0.67 7.5 94  0.00 15.00  0.20 0.15 15.0 75 


G788 12.50 10.00  0.79 0.65 -2.5 82  10.00 11.25  0.17 0.13 1.3 77 


G788a 11.25 16.25  0.71 0.63 5.0 89  0.00 10.00  0.20 0.15 10.0 75 


U1C-1 15.00 5.00  0.89 1.11 -10 125  3.75 7.50  0.37 0.40 3.8 108 


U1C-2 15.00 11.25  0.89 1.05 -3.8 118  3.75 3.75  0.37 0.37 0.0 100 


U2C-1 15.00 11.25  0.89 1.18 -3.8 133  3.75 3.75  0.37 0.38 0.0 103 


U2C-3 15.00 11.25  0.89 1.04 -3.8 117  3.75 5.00  0.37 0.43 1.3 116 


U3C-1 15.00 10.00  0.89 1.15 -5.0 129  3.75 2.50  0.37 0.33 -1.3 89 


U3C-2 15.00 11.25  0.89 1.14 -3.8 128  3.75 2.50  0.37 0.33 -1.3 89 


U3C-3 15.00 3.75  0.89 1.20 -11 135  3.75 2.50  0.37 0.33 -1.3 89 


U4Q-1 15.00 6.25  0.89 1.01 -8.8 114  3.75 5.00  0.37 0.28 1.3 76 


U4Q-2 15.00 6.25  0.89 1.16 -8.8 130  3.75 3.75  0.37 0.27 0.0 73 


U4Q-3 15.00 8.75  0.89 1.00 -6.3 112  3.75 3.75  0.37 0.28 0.0 76 


U5Q-1 15.00 12.50  0.89 1.00 -2.5 112  3.75 2.50  0.37 0.33 -1.3 89 


U5Q-2 15.00 22.50  0.89 0.89 7.5 100  3.75 1.25  0.37 0.36 -2.5 97 


U5Q-3 15.00 6.25  0.89 1.05 -8.8 118  3.75 5.00  0.37 0.34 1.3 92 
ID – identification  
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3.3 DERIVATION OF DISTRIBUTION PERCENTILES 


A reference envelope represents a normal range of responses that would be expected in 
sediments exclusive of site-related contaminants and sources. These reference ranges 
are typically calculated to capture 95% of the variability in the reference responses. The 
distribution that best fit the control-adjusted survival and growth results for each test 
organism in the 18 reference stations and each distribution’s parameters and percentiles 
were computed using @Risk software (Table 3-3). The 5th percentiles for the two 
control-adjusted survival endpoints (treatment/control) were 93.9 and 88.1% for 
Chironomus and Hyalella, respectively. The 5th percentiles for the two control-adjusted 
growth endpoints (treatment/control) were 91.0 and 73.6%, for Chironomus and 
Hyalella, respectively.  


Table 3-3.  @Risk Fit Statistics for the Four Endpoints 


Parameters 


Endpoint and Distribution 


Chironomus 
Mortality 
Lognorm 


Chironomus 
Growth 
Weibull 


Hyalella  
Mortality 


LogLogistic 


Hyalella  
Growth 


LogLogistic 


Distribution Statistics     


Minimum -0.1661 0 -0.0285 0 


Maximum +Infinity +Infinity +Infinity +Infinity 


Mean -0.0316 1.1445 0.0291 0.8718 


Mode -0.0636 1.1911 -0.00872 0.8493 


Median -0.0432 1.1599 0.00705 0.8615 


Std. Deviation 0.0598 0.1417 +Infinity 0.1358 


Skewness 1.4233 -0.6246 +Infinity 0.7761 


Kurtosis 6.8057 3.5372 +Infinity 5.7534 


Percentiles     


5% -0.105 0.8869 -0.0207 0.6714 


10% -0.0948 0.9552 -0.017 0.7153 


15% -0.087 0.9988 -0.014 0.7439 


20% -0.0802 1.032 -0.0111 0.7661 


25% -0.0739 1.0594 -0.00831 0.785 


30% -0.0678 1.0831 -0.00552 0.8019 


35% -0.0618 1.1044 -0.00265 0.8176 


40% -0.0558 1.124 0.000352 0.8325 


45% -0.0496 1.1423 0.00356 0.847 


50% -0.0432 1.1599 0.00705 0.8615 
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Table 3-3.  @Risk Fit Statistics for the Four Endpoints 


Parameters 


Endpoint and Distribution 


Chironomus 
Mortality 
Lognorm 


Chironomus 
Growth 
Weibull 


Hyalella  
Mortality 


LogLogistic 


Hyalella  
Growth 


LogLogistic 


55% -0.0365 1.1769 0.0109 0.8763 


60% -0.0293 1.1937 0.0153 0.8916 


65% -0.0214 1.2106 0.0204 0.9079 


70% -0.0126 1.2278 0.0265 0.9256 


75% -0.00245 1.2458 0.0341 0.9455 


80% 0.0096 1.2651 0.0441 0.9688 


85% 0.0248 1.2867 0.0583 0.9978 


90% 0.0457 1.3127 0.0817 1.0377 


95% 0.0811 1.3488 0.1334 1.1055 


Based on magnitudes of toxicity selected by EPA, a 10% difference from reference was 
used as the low reference threshold (i.e., reference multiplied by 0.90), and a 20% 
difference from reference (reference multiplied by 0.80) was used as the high reference 
threshold per MacDonald and Landrum (2008). Table 3-4 presents the reference 
envelope value (REV) and the two reference thresholds used to define toxicity 
categories in the BERA. A sediment sample was classified as a “hit” if the response was 
significantly different from the negative control and the response exceeded the 
respective threshold.  


Table 3-4.  Biological Effects Levels Based on the Reference Envelope 


Test and Endpoint 
Reference 


Thresholdsa 


Low Toxicity 
Threshold 


(%)b 


High Toxicity 
Threshold 


(%)b 


Chironomus dilutus survival 93.9 84.5 75.1 
Chironomus dilutus growth 91.0 81.9 72.8 


Hyalella azteca survival 88.1 79.3 70.5 


Hyalella azteca growth 73.6 66.2 58.9 
a The thresholds were based on the 5th percentile for the control-adjusted (T/C) survival endpoints and 


the control-adjusted growth endpoints. 
b The test response also had to be statistically different from the negative control response (one-tailed 


test, p < 0.05) to consider the sediment as having an adverse effect. 
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1.0 Introduction 


The Portland Harbor Comprehensive Environmental Response, Compensation, and 


Liability Act (CERCLA) site is located in Portland, Oregon and includes about 11 


miles of the lower Willamette River and surrounding upland areas that discharge to 


the river.  The Willamette River is a major tributary to the Columbia River.  As part 


of the overall remedial investigation/feasability study (RI/FS) that is being conducted 


at the site, assessments of the nature and extent of contamination, of risks to 


ecological receptors, and of risks to human health have been ongoing for some time. 


These assessment activities are being led by the potentially responsible parties (PRPs) 


through work conducted by the Lower Willamette Group (LWG). 


As part of the RI/FS process, the LWG is conducting a baseline ecological risk 


assessment (BERA) of the Portland Harbor site.  According to the baseline problem 


formulation that has been developed for the site, the BERA is intended to assess risks 


to aquatic plants, benthic macroinvertebrates, bivalves, decapods, fish, amphibians, 


aquatic-dependent birds, and aquatic-dependent mammals (USEPA 2008). 


Importantly, the problem formulation document identifies the assessment endpoints 


and the measurement endpoints that will be evaluated in the BERA.  For benthic 


macroinvertebrates, the BERA is intended to provide a basis for assessing effects on 


the survival, growth, and reproduction of benthic invertebrates associated with 


exposure to contaminated sediments and transition zone water (i.e., pore water) in 


Portland Harbor.  The measurement endpoints that were identified to support 


evaluation of the status of the assessment endpoint include (USEPA 2008): 


• Whole-sediment toxicity; 


• Whole-sediment chemistry; 


• Surface-water chemistry; 


• Pore-water chemistry; and, 


• Invertebrate-tissue chemistry. 
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A number of procedures have been identified for interpreting the data collected in the 


study area relative to evaluation of this assessment endpoint.  For example, the LWG 


(2004) identified provisional toxicity reference values for use in the ecological risk 


assessment process.  In addition, LWG described procedures for estimating risks to 


benthic invertebrates using sediment toxicity tests (LWG 2005a) and using predictive 


models based on sediment toxicity tests (LWG 2006). More recently, United States 


Environmental Protection Agency (USEPA) identified specific analytical procedures 


for interpreting these data in the problem formulation document and supporting 


documentation (USEPA 2008).  While there are many similarities among the various 


data interpretation procedures that have been identified to date, LWG and USEPA 


have had some difficulty in coming to agreement on the details of these approaches 


to data analysis. 


Both LWG and USEPA recognize that resolving differences regarding the data 


analysis process for assessing risks to benthic invertebrates could be challenging.  For 


this reason, LWG and USEPA have agreed to solicit an independent evaluation of the 


various approaches that have been proposed to date to provide a perspective that 


could help to identify a mutually-acceptable path forward.  More specifically, Don 


MacDonald and Peter Landrum were retained by Parametrix, Inc., on behalf of the 


LWG and USEPA, to conduct such an evaluation of approaches for assessing risks 


to the benthic community at the Portland Harbor site. This document presents the 


background information (Section 2.0) and terms of reference (Section 3.0) that were 


provided by USEPA.  In addition, this document summarizes the recommendations 


that are offered to LWG and USEPA for assessing risks to benthic invertebrates using 


the data and information that have been collected at the site (Section 4.0).  Responses 


to each of the seven questions posed by USEPA in the terms of reference are provided 


in the Summary and Conclusions (Section 5.0) of this document. 
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2.0 Background 


As indicated above, LWG and USEPA agreed to have Don MacDonald and Peter 


Landrum conduct an independent evaluation of the various approaches for assessing 


risks to benthic invertebrates at the Portland Harbor site.  To facilitate this evaluation, 


the various documents pertaining to the benthic invertebrate portion of the BERA, 


prepared by LWG or USEPA, were provided to these reviewers.  In addition, the 


reviewers were provided with access to the data and information that have been 


collected to date at the site.  Furthermore, additional background information was 


provided by USEPA, as follows: 


Portland Harbor Work Plan:  Due to the large size of the Portland Harbor site 


(approximately 11 river miles), USEPA and the Lower Willamette agreed to use 


sediment and bioassay results to "develop a predictive model of chemical-to-effects 


to assess risk from bulk sediment."  This approach was not described in the 


programmatic work plan (April 2004) but rather in the technical memorandum 


Estimating Risks to Benthic Organisms using Sediment Bioassays (March 18, 2005). 


This technical memorandum specified the sediment bioassay tests that would be used 


at the site (10-day Chironomus and 28-day Hyalella), the endpoints (growth and 


mortality) the hit/no-hit designation (10% and 25% difference from control for the 


two mortality endpoints, 25 and 40% difference from control for the Hyalella growth 


endpoint, and 20% and 30% difference from control for the Chironomus growth 


endpoint), and the approaches that would be considered to develop predictive 


relationships [1) sediment quality values (SQVs) derived using database percentiles, 


2) SQVs derived using consensus-based values, 3) a quotient method, 4) the floating 


percentile method, and 5) logistic regression analysis].  It was agreed that each 


predictive relationship would be evaluated using measures such as false positive and 


false negative reliability rates. 


Round 2 Data Collection:  In 2004, 233 sediment bioassay tests were performed on 


sediment samples collected from the Portland Harbor site. Sample locations were 


selected to ensure that bioassay tests were performed across a range of contaminant 
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concentrations and sources. Results were presented in the Round 2A Data Report 


Sediment Toxicity Testing (April 8, 2005).  Results are presented in this report and 


are also available in Query Manager, a database developed and maintained by 


National Oceanic and Atmospheric Administration (NOAA). 


Preliminary Evaluation of Benthic Toxicity Results:  Once the Round 2 Bioassay 


results were received, USEPA and the LWG embarked on a series of discussions to 


determine which predictive model(s) to apply at the site.  The LWG presented an 


analysis that suggested that the Probable Effect Concentration-Quotient (PEC-Q) 


approach was not a reliable predictor of sediment toxicity at the site and that the 


predictive models should focus in on the floating percentile and logistic regression 


models.  It was agreed that the models would consider three different hit/no-hit 


thresholds - 10%, 20% and 30% difference from control.  The LWG also raised 


concerns about the reliability of the Hyalella growth endpoint in the floating 


percentile model. 


Benthic Interpretive Report:  On March 17, 2006, the LWG submitted the 


Interpretive Report:  Estimating Risks to Benthic Organisms using Predictive Models 


Based on Sediment Toxicity Tests.  This report presented an evaluation of the floating 


percentile and logistic regression models as well as a comparison to existing SQVs. 


The stated goal of the predictive model is "to derive SQVs that are sufficiently 


reliable for predicting benthic toxicity within the study area" and to develop a line-of


evidence "for identifying areas where chemical concentrations in sediment may pose 


a risk to benthic invertebrates." 


On July 6, 2006, USEPA commented on the Benthic Interpretive Approach.  The 


LWG responded to these comments on September 1, 2006. In the LWG response to 


comments, there were a number of comments that the LWG identified as category 1 


- strongly disagree; cannot accept. In particular, the LWG disagreed with USEPA's 


comment to include the Hyalella growth endpoint in the floating percentile model and 


to consider effects level 1 (10% difference from control) in the development of the 


predictive models.  In addition, the LWG agreed to the use of the alternative logistic 


PORTLAND HARBOR SUPERFUND SITE 
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regression model using a larger, non-site specific, freshwater database for the 


Hyalella 28-day growth and survival test as a complimentary line-of-evidence (LOE) 


to the floating percentile model.  The LWG also agreed to use the revised logistic 


regression model based on the Hyalella pooled endpoint and the floating percentile 


model based on Chironomus growth, Chironomus mortality and Hyalella morality 


endpoints as separate LOEs in assessing risks to the benthic community. 


Round 2 Report: On February 21, 2007, the LWG submitted the Comprehensive 


Round 2 Site Characterization Summary and Data Gaps Report.  In the Round 2 


Report, the evaluation of benthic risks considered the floating percentile model 


effect levels 2 and 3 for the Chironomus growth, Chironomus mortality and Hyalella 


morality endpoints and the logistic regression model at the effect level 2 for the 


pooled Hyalella and Chironomus endpoints. Although the Round 2 report utilized the 


logistic regression model for the identification of Round 2 Chemicals of Potential 


Concern (COPCs; see Table 9.3-1 of the Round 2 Report), the logistic regression 


model was not used to develop initial areas of potential concern (iAOPCs) due to the 


following concerns: 


• Irreproducibility of the logistic regression model; 


• The predictive ability of the Hyalella growth endpoint; and, 


• The reduction in predictive accuracy when combining the two models. 


In addition, the logistic regression model as applied by Jay Field of NOAA relied on 


approximately 400 samples collected outside Portland Harbor.  The LWG has 


objected to the inclusion of this data into the logistic regression model - especially if 


the data can not be made available to the LWG.  USEPA has stated that the non-site 


data must be made available to the LWG if we are to use if for site decision making. 


USEPA considered the logistic regression model and the Hyalella growth endpoint 


in our evaluation of benthic risks for the purpose of identifying Round 3B data gaps. 


However, during the finalization of the field sampling plan for sediment toxicity 
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testing, USEPA and the LWG could not reach agreement on the use of the Hyalella 


growth endpoint in the application of the predictive models and instead agreed to 


identify sediment sampling locations, in part, based on an evaluation of the empirical 


Hyalella growth toxicity testing. It should be noted that approximately 50 additional 


samples were collected for toxicity testing in the fall of 2007.  These data are 


available but have not yet been evaluated. 


BERA Problem Formulation:  On February 15, 2008, USEPA submitted the Problem 


Formulation for the Baseline Ecological Risk Assessment to the LWG.  The purpose 


of the problem formulation was to guide the development of the baseline ecological 


risk assessment.  Relevant risk hypotheses from the Problem Formulation include: 


•	 Do contaminant concentrations in bulk sediments from Portland Harbor 


exceed sediment quality benchmarks for the survival, reproduction or 


growth of benthic macroinvertebrates? 


•	 Is the survival or growth of benthic macroinvertebrates as predicted from 


bulk sediment chemistry below acceptable thresholds as determined by the 


use of modeling techniques such as logistic regression modeling or floating 


percentile modeling? 


•	 Is the survival of benthic invertebrates, as indicated by the survival of the 


amphipod Hyalella azteca and the midge Chironomus tentans exposed to 


whole sediments from Portland Harbor below biological effect thresholds 


which represent minor, moderate, or severe levels of unacceptable effect? 


•	 Is the growth or biomass of benthic invertebrates (Hyalella azteca and 


Chironomus tentans) exposed to bulk sediments from Portland Harbor 


below biological effect thresholds which represent minor, moderate, or 


severe levels of unacceptable effect? 
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The problem formulation required evaluation of the empirical toxicity results at the 


10%, 20% and 30% difference from control level and the floating percentile model 


at the 20% and 30% effect level.  In addition, the problem formulation required a 


substitution of the Hyalella growth endpoint with a total biomass endpoint, suggested 


pooling of endpoints to improve model performance, recommended incorporation of 


the Round 3 Data into the models, and recommended reconciling the chemicals 


evaluated in the two models to the extent possible. 


Current Status - Post Problem Formulation Discussions:  Following submittal of 


the problem formulation by USEPA, a series of discussions took place in an effort to 


resolve discrepancies between the Round 2 Report, the Problem Formulation, and 


previously submitted documents, such as the benthic interpretation report and the 


2005 Technical Memorandum - Estimating Risks to the Benthic Community using 


Sediment Toxicity Tests.  A number of approaches were considered including 


adjusting the effect levels for the Hyalella growth endpoint and incorporation of the 


RSET one-hit/two-hit approach into the floating percentile model. 


Ultimately, USEPA and the LWG have not been able to reach agreement on the 


hit-no-hit threshold for application of the predictive models. USEPA and the LWG 


have agreed to substitute the total biomass endpoint for the growth endpoint for both 


Hyalella and Chironomus.  Further, USEPA and the LWG have a tentative agreement 


to use the 10%, 20% and 30% difference from control for the empirical data but even 


this agreement is tied to agreements on the use of the predictive models. 


3.0 Terms of Reference for this Evaluation 


Because the LWG and USEPA have not been able to reach agreement, we have 


requested your assistance as an impartial reviewer to review the existing data and 


make recommendations about the evaluation of the empirical toxicity.  Specifically 


PORTLAND HARBOR SUPERFUND SITE 







 


 


    


 


 


 


 


 


    


 


AN EVALUATION OF THE APPROACH FOR ASSESSING RISKS TO THE BENTHIC INVERTEBRATE COMMUNITY  – PAGE 8 


we request that you evaluate the existing data and the state of the science to answer 


the following questions: 


•	 What hit/no-hit criteria should be applied to the empirical sediment toxicity 


tests? 


•	 What pooling of endpoints, if any, should be applied for use in each of the 


predictive models?  Pooling may include pooling the growth (total 


biomass) and mortality endpoints for each test organism (2 endpoints) or 


both test organisms (1 endpoint) and the application of the RSET 


one-hit/2-hit criteria. 


•	 What hit/no-hit criteria should be applied for the logistic regression and 


floating percentile models?  Note that one, two or three criteria may be 


applied to each endpoint and each model.  However, this will increase the 


amount of work required to develop the models. 


•	 Should non-site data be considered in the development of the logistic 


regression model? 


•	 Once the models have been run, what analysis, if any, should be performed 


to optimize model performance? 


•	 Should the predictive models be used at all given their reliability? 


•	 How should the results of the predictive models be used, in conjunction 


with other site data, in a weight-of-evidence (WOE) evaluation aimed at 


assessing risk to the benthic community? 


Please provide supporting information for all recommendations. 
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4.0 Recommendations and Associated Rationale 


Ecological risk assessment (ERA) represents an essential element of the overall RI/FS 


process, which is designed to support risk management decision-making for 


Superfund sites.  More specifically, ERA provides risk managers with key 


information for managing contaminated sites by estimating and describing risks to 


ecological receptors associated with exposure to contaminated environmental media. 


Such information helps risk managers and other interested parties understand the 


ecological significance of environmental contamination at the site.  The ERA process 


also results in determination of the concentrations of COPCs that represent thresholds 


for adverse effects on the selected assessment endpoints. This latter information is 


essential for evaluating the efficacy of the remedial alternatives that are proposed to 


address concerns regarding risks to ecological receptors utilizing habitats in the 


vicinity of Superfund sites. 


At many Superfund sites, concerns relative to effects on human health and ecological 


receptors associated with exposure to contaminated media are focused primarily on 


contaminated sediments.  While surface-water resources may also be contaminated, 


the COPCs in this medium generally originate from sediments or upland activities 


(e.g., point-source discharges of wastewater and non-point source releases of 


COPCs). When the COPCs originate from upland sources, other programs (e.g., total 


maximum daily load; TMDL) represent the most direct means of addressing 


contamination issues.  Otherwise, active sediment management is needed to improve 


water quality conditions (i.e., when surface water is being degraded by sediment 


quality conditions).  In addition, the tissues of aquatic organisms can be contaminated 


to such an extent that their consumption poses risks to ecological receptors and/or 


human health. In these cases, sediment-associated COPCs are frequently the primary 


source of the tissue contamination. Therefore, aquatic ERAs need to be designed to 


provide risk managers with the information they need to manage contaminated 


sediments. From our perspective, the Portland Harbor site does not appear to be an 


exception to this rule.  That is, the BERA for the Portland Harbor site must be 
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designed and implemented in a manner that provides risk managers with the 


information needed to effectively manage contaminated sediments. 


4.1 Scope of this Evaluation 


Contaminated sediments can pose unacceptable risks to ecological receptors for two 


main reasons. First, contaminated sediments can be directly toxic to the organisms 


that utilize benthic habitats at the site (i.e., microbiota, aquatic plants, benthic 


invertebrates, benthic fish, sediment-probing birds).  Second, sediment-associated 


COPCs can accumulate in the tissues of aquatic organisms and, in so doing, adversely 


affect the organisms that feed on these prey species, either directly or indirectly 


through food web transfer.  We understand that procedures for assessing the risks 


associated with exposure to bioaccumulative COPCs at the Portland Harbor site have 


been developed and are currently under review. Accordingly, this review is focused 


on evaluating the approaches that have been proposed by LWG and/or USEPA for 


assessing risks to benthic invertebrates at the Portland Harbor site (i.e., risks 


associated with toxicity to benthic invertebrates associated with exposure to 


contaminated sediments).  More specifically, this evaluation is intended to provide 


the LWG and USEPA with recommendations on the following topics: 


•	 Framework for assessing risks to benthic invertebrates; 


•	 Procedures for designating sediment samples as toxic and not toxic (i.e., 


hit and no hit); 


•	 Procedures for integrating data on multiple toxicity test endpoints; 


•	 Procedures for evaluating relationships between sediment chemistry and 


sediment toxicity; 


•	 Procedures for developing toxicity thresholds for sediment; 
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•	 Procedures for evaluating concentration-response models (e.g., logistic 


regression and floating percentile models; and, 


•	 Procedures for assessing risks to benthic invertebrates. 


Each of these topics are discussed in the following sections of this document.  In 


addition, the recommendations offered on these topics were used to provide responses 


to each of the seven questions that were posed in the terms of reference for this 


evaluation. 


4.2	 Recommended Framework for Assessing Risks to the 


Benthic Invertebrate Community 


The problem formulation document (USEPA 2008) describes the framework that is 


preferred by USEPA for assessing risks to benthic invertebrates associated with 


exposure to contaminated environmental media at the Portland Harbor site.  The 


preferred approach utilizes data on multiple measurement endpoints to assess risks to 


benthic invertebrates, including: 


•	 Whole-sediment toxicity; 


•	 Whole-sediment chemistry; 


•	 Surface-water chemistry; 


•	 Pore-water chemistry; and, 


•	 Invertebrate-tissue chemistry. 


The analysis plan included in the problem formulation document describes how 


information from each LOE will be used to estimate risks to benthic invertebrates. 


This framework relies primarily on whole-sediment chemistry and whole-sediment 
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toxicity data.  More specifically, sediment samples are classified into one of four 


effect levels (i.e., 0, 1, 2, and 3) based on the observed control-adjusted response rate. 


In addition, each sediment sample is classified into one of four effects levels (i.e., 0, 


1, 2, and 3) based on the results of the logistic regression model (LRM) and based on 


the floating percentile model (FPM).  Under certain circumstances, the framework 


calls for adding an additional point to the classification score generated using the 


LRM or the FPM.  The highest score generated by evaluating the toxicity data, the 


LRM, or the FPM is then used to designate the potential risk to benthic invertebrates 


or potential for benthic toxicity, as follows: 


Classification Score Potential for Benthic Toxicity 


Blank No Data 


0 Unlikely 


1 Low 


2 Medium 


3 High 


4 Very High 


A WOE framework is also described in the problem formulation document. 


Application of this framework is dependent on evaluating each LOE and assigning a 


weight that reflects scientific reliability and relevance. This information will then be 


used to identify and rank the LOEs for each receptor that provide the most 


scientifically-reliable indication of the status of each assessment endpoint from 


exposure to COPCs at the site and, hence, which might be the most useful for making 


management decisions (USEPA 2008). 


The approach for assessing risks to benthic invertebrates described in the problem 


formulation document is not unreasonable. However, the framework could be refined 


to simplify the process for conducting the benthic risk assessment.  More specifically, 


we recommend the following framework for classifying sediment samples into 


multiple categories based on the risks that they pose to benthic invertebrates: 
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•	 For sediment samples for which acceptable whole-sediment toxicity data 


are available (i.e., at minimum, the results of 10-d tests with midge, 


Chironomus dilutus, and 28-d tests with amphipods, Hyalella azteca; 


endpoints: survival and biomass), use only the existing toxicity data to 


classify samples into risk categories based on the observed effects on the 


toxicity test organisms used to evaluate the status of the benthic 


invertebrate community (i.e., the results of the predictive modeling should 


not be used to evaluate risks to benthic invertebrates for these samples). 


In this way, risks to benthic invertebrates can be evaluated directly based 


on the results of toxicity tests to either midge or amphipods.  This approach 


will eliminate the possibility that samples will be predicted to be toxic 


using one or both of the predictive models (and thereby assigning an 


elevated risk score), when toxicity test results demonstrate that the sample 


is not toxic. At any location where LWG or USEPA disagrees with the 


classification that is assigned using this approach, toxicity identification 


evaluation (TIE) and/or other procedures may be conducted to provide 


additional information for identifying the factors that are causing or 


substantially contributing to the observed toxicity. 


•	 For sediment samples for which acceptable whole-sediment toxicity data 


are not available (i.e., only whole-sediment chemistry data are available), 


use the most reliable of the predictive models to predict toxicity to benthic 


invertebrates associated with exposure to Portland Harbor sediments.  If 


only limited toxicity data are available for the sediment sample, select the 


higher of the risk classifications from the predictive model results and the 


toxicity test results.  This will provide a conservative basis for assessing 


risks to benthic invertebrates (i.e., which would tend to over-estimate 


rather than under-estimate risks).  For any location where LWG or USEPA 


disagrees with the classification that is assigned using this approach, 


supplementary toxicity testing may be conducted to provide a more reliable 


basis for assessing risks to benthic invertebrates at the site. 
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This simplified approach to benthic risk assessment is based on the premise that 


whole-sediment toxicity tests are likely to provide more reliable information for 


evaluating effects in benthic invertebrates associated with exposure to Portland 


Harbor sediments than would predictive modeling.  It also recognizes that the two 


predictive models may have different capabilities for correctly classifying sediment 


samples from Portland Harbor as toxic or not toxic. Accordingly, the risks to benthic 


invertebrates are likely to be assessed more accurately if the most reliable predictive 


model is used to predict sediment toxicity.  It is important to acknowledge the 


possibility that neither of the predictive models can accurately classify sediment 


samples as toxic and not toxic across the entire site.  In this event, it may be necessary 


to develop supplementary predictive models that can be used to more accurately 


predict toxicity for the areas that the LRM and/or FPM are shown to be less reliable. 


Alternatively, supplemental toxicity testing could be conducted in such areas to 


provide the information needed to accurately assess risks to benthic invertebrates. 


At certain locations, risk managers may require additional information (i.e., beyond 


the risk classification for a sediment sample) to assist them in making sediment 


management decisions. For example, additional information may be needed when 


sediment samples have elevated chemistry, but are found to be not toxic to the 


selected toxicity test organisms and endpoints. In these cases, further data analysis 


and/or further sampling may be required to explain the lack of toxicity in these 


samples.  In other cases, sediment samples may have low chemistry, but are found to 


be toxic to the selected toxicity test organisms/endpoints.  In these cases, further data 


analysis and/or further sampling may be required to identify the factor or factors that 


are causing or substantially contributing to the observed toxicity. 
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4.3	 Recommended Procedures for Designating Sediment 


Samples as Toxic or Not Toxic 


At the Portland Harbor site, a number of whole-sediment toxicity tests have been 


conducted to evaluate the effects on benthic invertebrates associated with exposure 


to contaminated sediments.  More specifically, 10-d whole-sediment toxicity tests 


with the midge, Chironomus dilutus, and 28-d whole-sediment toxicity tests with the 


amphipod, Hyalella azteca, have been conducted on over 300 sediment samples from 


the study area (Endpoints:  survival and growth for both tests).  In addition, 


information on the survival and growth of oligochaetes (Lumbriculus variegatus) and 


Asiatic clams (Corbicula fluminea) exposed to Portland Harbor sediments during 28-d 


bioaccumulation tests provides additional information for assessing sediment toxicity. 


Interpretation of the results of these toxicity tests requires a procedure for designating 


the samples as toxic (hit) or not toxic (no hit) to benthic invertebrates. 


A number of approaches can be used to interpret the results of whole-sediment 


toxicity tests with benthic invertebrates. These approaches can be classified into four 


general categories, including control comparison approach, minimum significant 


difference (MSD) approach, reference envelope approach, and the multiple category 


approach.  Each of these approaches are  briefly described below: 


- Application of the control comparison Control Comparison Approach •


approach involves statistical comparison of the responses of test organisms 


exposed to site sediments to the responses of test organisms exposed to 


control sediments.  Treatments that have responses that are significantly 


different from those observed in the control treatment(s) are designated as 


toxic. 


 - Application of the MSD Minimum Significant Difference Approach•


approach is dependent on the completion of power analyses with data from 


multiple studies for a specific toxicity test.  These results are used to 
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identify the MSD (or minimum detectable difference) from the control 


treatment.  Treatments with response levels greater than the MSD are 


designated as toxic (Thursby et al. 1997; Phillips et al. 2001). 


•	 Reference Envelope Approach - Application of the reference envelope 


approach involves collection and testing of sediment samples from a 


number of reference sites within or nearby the study area.  In this context, 


a reference sediment sample is considered to be whole-sediment obtained 


near an area of concern used to assess sediment conditions exclusive of the 


materials of interest (i.e., COPCs; ASTM 2007). The results of the toxicity 


testing conducted on these samples can be used to develop a reference 


envelope (i.e., normal range of responses of test organisms exposed to 


reference sediments, as defined by ASTM 2007).  Sediment samples with 


response levels that fall outside the normal range of responses (e.g., 


survival below the 5th percentile for the reference samples) are designated 


as toxic. 


•	 Multiple Category Approach - Application of the multiple category 


approach involves classifying sediment samples into various groups (e.g., 


not toxic, low toxicity, moderate toxicity, or high toxicity), based on the 


magnitude of the observed response. The results of statistical comparisons 


to the negative control results are also used to classify sediment samples 


into the various categories. 


According to the information presented in the problem formulation document, a 


multiple category approach has been selected for interpreting the results of whole-


sediment toxicity tests conducted using sediments obtained from Portland Harbor. 


More specifically, sediment samples will be classified into effects level 0, 1, 2, or 3 


if control-adjusted response rates are >90%, 80 - 90%, 70 - 80%, and <70% 


respectively.  In order for effects to be considered significant, the response must be 
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statistically-significantly different from the negative control response at the p< 0.05 


level. 


Recently (2007), the Sustainable Fisheries Foundation (SFF) convened a workshop 


in Victoria on behalf of the B.C. Ministry of the Environment to explore the question 


of how to interpret the results of sediment toxicity tests (SFF 2007).  At this 


workshop, participants agreed that site-wide ecological risk assessments represent the 


most important applications of whole-sediment toxicity data.  More specifically, it 


was agreed that the results of the toxicity testing program that is implemented at a site 


should support the development of site-specific toxicity thresholds (i.e., to support 


development of preliminary remediation goals and/or clean-up goals). In this context, 


workshop participants agreed that designation of samples as toxic or not toxic is not 


necessarily required early in the site assessment process.  Rather, the magnitude of 


effect data can be used directly in the development of concentration-response 


relationships for COPCs at the site. The magnitude of effect data can also be used to 


classify sediment samples into risk categories, without having to designate individual 


sediment samples groups as toxic or not toxic. This approach to the interpretation of 


whole-sediment toxicity data was considered to be desirable because no information 


is lost during the interpretation process.  Hence, workshop participants generally 


agreed with the approach that has been described for use in Portland Harbor (USEPA 


2008). 


Workshop participants also recognized that interpretation of toxicity test results may 


necessitate designation of individual sediment samples as toxic or not toxic (e.g., hot 


spot identification, evaluation of the spatial extent of toxicity).  In these cases, 


workshop participants agreed that a step-wise approach should be used to interpret 


the results of individual toxicity tests. We have reviewed the approach suggested by 


workshop participants and refined it to recommend a toxicity designation process for 


the Portland Harbor site that consists of the following steps: 
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•	 Conduct whole-sediment toxicity tests in accordance with standardized 


protocols, as described in the project Quality Assurance Project Plan 


(QAPP); 


•	 Evaluate the validity of each whole-sediment toxicity test.  The project 


data quality objectives, which are documented in the QAPP, should define 


the performance criteria for measurement data that will be used to evaluate 


toxicity test acceptability. At minimum, such performance criteria should 


define the acceptable range of negative control and positive control (i.e., 


reference toxicant) results.  Evaluation of potential test interferences 


should also be conducted during this step in the process (e.g., comparison 


of ammonia and hydrogen sulfide levels to lowest observed effect 


concentrations for the test species, conducting Spearman Rank correlation 


analysis); 


•	 Compare the results obtained for each sediment sample to the negative 


control results for the corresponding batch of samples.  Sediment samples 


for which the measured response is significantly greater than that for the 


negative control (i.e., a one-tailed statistical test would be used) should be 


tentatively identified as toxic; 


•	 Compare the toxicity test results obtained for each sediment sample to the 


reference envelope developed for the corresponding toxicity test endpoint. 


Sediment samples that were tentatively identified as toxic based on the 


previous step of the process (i.e., based on comparison to the results for the 


negative control treatment) would be designated as toxic if the measured 


response is greater than the lower limit of responses for reference sediment 


samples (e.g., if the reference envelope for amphipod survival in a 28-d 


whole-sediment toxicity test is 77 to 98%, then sediment samples for 


which amphipod survival is less than 77% would be designated as toxic). 


In general, control-adjusted response rates for reference sediment samples 


should be used to develop the reference envelope because the negative 


control results for multiple batches of samples are likely to be different; 


and, 
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•	 Sediment samples that are designated as toxic using both the reference 


envelope and control comparison approaches should be identified as those 


that pose the highest risks to the benthic invertebrate community. 


Sediment samples for which the response of the test organism falls within 


the reference envelope should not be designated as toxic and should be 


considered to pose the lowest risks to the benthic invertebrate community. 


Participants at the SFF workshop also indicated that the MSD approach can be used 


to designate sediment samples as toxic or not toxic.  While the MSD approach could 


also be applied at the Portland Harbor site, MSDs have not yet been developed for the 


four toxicity tests that have been used to evaluate the toxicity of sediments at the site. 


While such MSDs are currently under development, they are unlikely to be available 


within the time frame required to support the Portland Harbor BERA (C.G. Ingersoll, 


United States Geological Survey.  Personal communication). 


All of the participants at the SFF workshop recognized that the results of individual 


whole-sediment and pore-water toxicity tests may be used within a WOE framework 


for evaluating risks to the benthic invertebrate community associated with exposure 


to contaminated sediments.  Workshop participants agreed that such WOE evaluations 


require information on the magnitude of toxicity in addition to, or instead of, toxicity 


designation information.  Hence, it was generally agreed that the information on the 


magnitude of the response be retained to support further analyses of the toxicity data 


(i.e., WOE evaluations).  Such WOE evaluations can be used to classify sediment 


samples into categories based on the magnitude of risk that they pose to benthic 


invertebrates.  However, such categories are not relevant for determining if individual 


samples are toxic or not toxic. 


PORTLAND HARBOR SUPERFUND SITE 







 


    


   


   


 


  


 


 


    


 


 


  


 


  


  


 


 


AN EVALUATION OF THE APPROACH FOR ASSESSING RISKS TO THE BENTHIC INVERTEBRATE COMMUNITY – PAGE 20 


4.4	 Recommended Procedures for Developing a Reference 


Envelope for Interpreting Data from Whole-Sediment 


Toxicity Tests 


Based on the information that was provided to support this evaluation, a multiple 


category approach has been proposed by USEPA (2008) for the Portland Harbor site. 


We believe that the reference envelope approach will complement the multiple 


category approach by providing a robust and defensible basis for designating sediment 


samples from the study area toxic or not toxic.  Therefore, it is recommended that 


LWG and USEPA include the reference envelope approach in the process that will 


be used to interpret the results of whole-sediment toxicity tests conducted with 


sediment samples from Portland Harbor (as described in Section 4.3). 


In general, application of the reference envelope approach necessitates identification 


of candidate reference sites as part of the overall sampling program design. 


Accordingly, LWG (2005b) indicated that whole-sediment toxicity testing would be 


conducted on a total of six upstream ambient stations “to place the results for the 


study area in a regional context”. While these data represent an important element 


of the overall sediment sampling program, they may not be sufficient to define 


reference conditions for the Portland Harbor site.  Our experience at other sites 


suggests that about 15 sediment samples are needed to adequately characterize 


variability in the responses of toxicity test organisms associated with exposure to 


reference sediments.  It is understood that three rounds of toxicity testing have already 


been completed and that both LWG and USEPA have an interest in completing the 


BERA in a timely manner. Therefore, the following procedure is recommended for 


developing reference envelopes for the toxicity test endpoints that have been used to 


characterize sediment quality conditions at the Portland Harbor site: 


•	 Identify sediment samples from the study area that are representative of 


reference conditions.  Candidate reference sediment samples can be 


identified on an a posteriori basis by applying a series of criteria for 
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sediment chemistry and sediment toxicity.  More specifically, the 


following criteria for whole-sediment chemistry are recommended for 


identifying candidate reference sample (USEPA 2003; 2005; MacDonald 


et al. 2007): 


- All measured metals, polycyclic aromatic hydrocarbons (PAHs), and 


polychlorinated biphenyls (PCBs) occur at concentrations below 


conservative sediment quality guidelines (SQGs); 


-	 Mean PEC-Q DW  < 0.1; 


-	 3ESB-TUPAHs  < 0.1; and, 


-	 (3SEM-AVS)/foc   < 130 µmol/g. 


Candidate reference samples that meet the criteria for whole-sediment 


chemistry should be further evaluated to confirm that they were not toxic 


to sediment-dwelling organisms.  More specifically: 


- Control-adjusted response rate should not exceed the MSD for each 


toxicity test endpoint; or, 


- In the absence of MSD values, control-adjusted response rate should 


not exceed the Tier II levels applied in the National Sediment Inventory 


(USEPA 2004); 


These biological criteria should be applied to ensure that samples for 


which the biological response may have been adversely affected due to the 


presence of unmeasured COPCs (or COPCs for which SQGs are not 


available) are not used in the reference envelope calculation.  Sediment 


samples that meet both the chemical and biological criteria should be 


selected as reference samples for the study area. 


•	 Determine the normal range of toxicological responses for each toxicity 


test conducted and endpoint measured. The reference envelope is 


commonly calculated in a manner such that it encompasses 95% of the 


variability in the response data.  While several procedures can be used to 


calculate the reference envelope, we recommend calculating the lower limit 
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of the reference envelope as the 5th  percentile of the control-adjusted 


response data for each toxicity test and endpoint. It is recommended that 


the response data be log-transformed prior to calculating the 5th percentile 


response level. The normal range of reference responses spans the range 


from the 5th percentile value to the maximum value in the data set. 


•	 Designate sediment samples with control-adjusted effect values lower than 


the lower limit of the normal range of control-adjusted responses in 


reference samples (i.e., lower than the 5th  percentile) as toxic for the 


endpoint under consideration (see Appendix E2 of the MacDonald et al. 


2002 for a more detailed description of these procedures).  


As indicated in Section 4.3, the criteria for statistical difference from the control 


would also need to be met to designate a sediment sample as toxic using the reference 


envelope approach.  It is important to note that application of this approach results in 


the designation of toxicity on an endpoint-by-endpoint basis.  Therefore, a single 


sample can be designated as toxic for certain endpoints and not toxic for other 


endpoints.  This reflects differences in species sensitivity and response to different 


mechanisms of toxic action, as represented by the mixture of contaminants in the 


sediments. 


4.5	 Recommended Procedures for Integrating Data on Multiple 


Toxicity Test Endpoints 


The concept of pooling multiple endpoints for a toxicity test and/or multiple 


endpoints from multiple toxicity tests has been proposed for interpreting the whole-


sediment toxicity data for the Portland Harbor site, particularly for use in predictive 


modeling of sediment toxicity.  It is our recommendation that multiple endpoints 


should not be pooled, either to support interpretation of the whole-sediment toxicity 
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data or to support the development of predictive models. Rather, we believe that each 


endpoint provides unique information that can be used to support assessment of risks 


to benthic invertebrates, the development of predictive models, and the derivation of 


site-specific toxicity thresholds [including preliminary remediation goals (PRGs) 


and/or clean-up goals]. 


From a toxicological perspective, organisms can be differentially sensitive to 


contaminants because of differences in exposure conditions, differences in 


biotransformation rates, and differences in receptor sensitivities to the active toxicant. 


This suggests that each endpoint provides information on the response of the toxicity 


test organism to the mixture of COPCs in the sediments at the site.  Such responses 


may be different from those of other species or toxicity test endpoints, thereby 


representing a unique response to the exposure.  Examples of this can be found in the 


literature where a species shows responses to different contaminants at different 


concentration levels, even without considering the differences in exposure conditions 


(Hwang et al. 2004).  Figures 1 to 3 provide plots of the relationships between 


amphipod survival and amphipod biomass, midge survival, and midge biomass at 


another site in the U.S.  These results indicate that the response of the toxicity test 


organisms are not well correlated with one another.  That is, these toxicity test 


endpoints frequently provide unique information on the toxicity of sediment samples. 


By refining these plots in a way that conveys information on the COPC mixture in 


each sample (e.g., which class of COPC has the largest hazard quotient) or geographic 


location (e.g., area of interest), patterns can emerge that can help interpret the toxicity 


test results.  Such information could be lost if the test results are pooled for different 


endpoints or different toxicity tests. 


Information from multiple toxicity tests and multiple toxicity test endpoints can, 


however, be considered together to help prioritize areas of interest within a site that 


may be considered for source control or other sediment management actions.  In such 


evaluations, each toxicity test endpoint can provide a unique LOE for assessing 


sediment quality conditions.  Sediment samples that are found to be toxic for more 


than one toxicity test endpoint may be assigned a higher priority than those that are 
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found to be toxic relative to a single toxicity test endpoint.  However, it is also 


important to consider the endpoint measured and the magnitude of the response in 


such a prioritization process. It is also important to remember that certain COPCs 


and/or COPC mixtures can be especially toxic to certain test organisms (Schuler et 


al. 2006). Therefore, finding a single significant toxic response using the criteria of 


significant difference from control and the reference envelope approach would 


suggest that there are conditions of concern in the sediment (i.e., exposure to such 


sediments poses potential risks to benthic invertebrates). Risk managers must utilize 


this information when considering alternatives for addressing such risks (e.g., 


collecting additional information to further evaluate the nature and extent of 


contamination, to further evaluate sediment toxicity, to identify the factors that are 


causing or substantially contributing to the observed effects, monitored natural 


attenuation, active remediation). 


From a modeling perspective, focusing on a single endpoint for each model provides 


a more consistent data set than an approach that attempts to combine endpoints.  Such 


pooling of endpoints could easily result in conflicting results, where one endpoint 


provides no hit data and another endpoint provides a hit.  This makes the modeling 


less reliable and more variable than would be the case if each endpoint is considered 


separately in the development and evaluation of the various models.  This problem 


was clearly evident in the data presented in the LWG (2006) report.  


For the purpose of modeling, survival and biomass are the two toxicity test endpoints 


that should be considered for the amphipod and midge tests.  The use of biomass as 


a substitution for the growth endpoint corrects for the problem that occurs with the 


growth endpoint when changes in nutrient availability due to reduction in numbers 


of organisms in a replicate influence the growth of surviving organisms in that 


replicate (i.e., these types of data are evident in the Round 2 data report).  Thus, by 


making a series of models for the different endpoints, each model can be compared 


to the existing data to determine which performs the best in terms of correctly 


predicting the presence and absence of toxicity for each sample (on an endpoint-by


endpoint basis). 
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As indicated above, each endpoint should be evaluated separately for each model.  In 


addition, both modeling approaches should use the same criteria (i.e., modified 


reference envelope approach) for what constitutes a hit or no-hit for the toxicity test 


endpoint under consideration.  In this way, the models will be generated using 


comparable data sets and the outputs of the models can be directly compared. 


Subsequently, the more reliable models can be identified and selected for use in the 


BERA.  The use of different terms of reference for the two modeling approaches can 


lead to predictions that have different meanings. There is no toxicological reason to 


believe that the criteria for selecting endpoints or designating samples as toxic or not 


toxic should be different for the two models. Thus, for consistency in comparing the 


utility of the models and for understanding the predictions, we recommend that the 


same criteria, as outlined above, be employed for both modeling efforts. 


4.6	 Recommended Procedures for Evaluating Relationships 


Between Sediment Chemistry and Sediment Toxicity 


There are a number of approaches that could be used to evaluate the relationships 


between whole-sediment chemistry and whole-sediment toxicity at the Portland 


Harbor site.  Based on the information presented in LWG (2006) and USEPA (2008), 


the logistic regression model and the floating percentile model are the two approaches 


that are currently being considered and tested for the Portland Harbor site.  These 


models are being developed to provide accurate predictions of sediment toxicity for 


sediment samples for which only whole-sediment chemistry data are available to 


evaluate sediment quality conditions.  That is, the model must result in the 


identification of toxicity thresholds for COPCs and/or COPC mixtures that provide 


a reliable basis for classifying such sediment samples as toxic or not toxic. 


Accordingly, these models must be able to incorporate all the identified COPCs and 


toxicity test endpoints within the modeling framework. 
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The two models that have been identified for use at the Portland Harbor site both have 


the potential to provide risk assessors with the tools needed to support the BERA (i.e., 


toxicity thresholds that accurately classify sediment samples from the Portland Harbor 


site as toxic and not toxic). Therefore, it is recommended that predictive modeling 


be included in the overall framework that is used to evaluate risks to the benthic 


invertebrate community at the Portland Harbor site. 


The use of matching whole-sediment chemistry and whole-sediment toxicity data 


from the Portland Harbor site in the development of such predictive models represents 


a reasonable approach for deriving toxicity thresholds for COPCs and COPC mixtures 


at the site.  However, there is no reason to believe that data from other freshwater 


sites cannot be used to generate relationships between sediment chemistry and 


sediment toxicity.  While certain data from other sites could be fundamentally 


different from those for the site (i.e., due to differences in the underlying geology or 


due to differences in the binding phases that alter contaminant bioavailability), the 


toxicity thresholds that are derived using the predictive models will be evaluated to 


determine their performance in terms of predicting toxicity at the Portland Harbor 


site.  The toxicity thresholds that perform the best (i.e., that provide the most accurate 


basis for classifying sediment samples as toxic and not toxic) should be selected to 


support the BERA. Therefore, the use of non-site data in model development does 


not represent a substantive issue relative to application of the various models.  On the 


contrary, by using additional data in model development, the potential for variation 


in response due to differences in habitat or other factors can be incorporated into the 


model.  Therefore, use of non-site data could improve the models that are developed 


for the site. 


In addition to the two modeling approaches that have been explicitly identified to 


date, there are other modeling approaches that could be used to describe the matching 


sediment chemistry and sediment toxicity data from the site (see MacDonald et al. 


2003; 2005a; 2005b; 2008 for examples). In addition, it may be necessary to develop 


Area of Interest-specific models to describe such relationships in areas within the site 


that have unique COPCs, COPC mixtures, or COPC concentration gradients.  The 
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need for additional models should be evaluated following the evaluation of the site-


wide models that are developed using the LRM and FPM approaches. 


4.7	 Recommended Procedures for Developing Toxicity 


Thresholds 


There are a wide variety of approaches that can be used to develop toxicity thresholds 


for COPCs and/or COPC mixtures in sediments.  The LRM and FPM approaches that 


have been selected for use at the Portland Harbor site both have established 


procedures for deriving toxicity thresholds based on the modeling results.  These 


procedures are reasonable and can be used to establish candidate toxicity thresholds 


for use in the BERA. 


At this stage of the process, it is important to explicitly identify the narrative intent 


of any toxicity thresholds that are developed using the predictive models.  For 


example, MacDonald et al. (2003) developed two types of toxicity thresholds for 


selected COPCs and COPC mixtures. More specifically, these investigators derived 


low risk and high risk toxicity thresholds for selected COPCs and COPC mixtures. 


The low risk toxicity thresholds were intended to identify the concentrations of 


COPCs or COPC mixtures below which adverse effects on benthic invertebrates were 


unlikely to be observed (i.e., fewer than 20% of the sediment samples would be toxic 


to benthic invertebrates).  These low risk toxicity thresholds were established at 


COPC/COPC mixture concentrations that corresponded to a 10% increase in the 


magnitude of toxicity to selected toxicity test organisms, relative to the average 


response rates for toxicity test organisms exposed to reference sediment samples.  In 


contrast, the high risk toxicity thresholds were intended to identify the concentrations 


of COPCs or COPC mixtures above which adverse effects on benthic invertebrates 


were likely to be observed frequently (i.e., more than 50% of the sediment samples 


would be toxic to benthic invertebrates).  These high risk toxicity thresholds were 
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established at COPC/COPC mixture concentrations that corresponded to a 20% 


increase in the magnitude of toxicity to selected toxicity test organisms, relative to the 


average response rates for toxicity test organisms exposed to reference sediment 


samples. By explicitly establishing the narrative intent of the toxicity thresholds, it 


is possible to develop criteria for evaluating the performance of the resultant toxicity 


thresholds that directly reflect the intended uses of the toxicity thresholds.  Therefore, 


it is recommended that the narrative intent of the toxicity thresholds for the Portland 


Harbor site be explicitly described.  In general, the remedial action objectives that are 


established for the site will provide a relevant basis for determining the narrative 


intent of the toxicity thresholds. 


4.8 Procedures for Evaluating Concentration-Response Models 


LWG (2006) identified seven reliability parameters for evaluating existing SQVs and 


the model predictions, including false positives, false negatives, sensitivity, 


efficiency, predicted hit reliability, predicted no-hit reliability, and overall reliability. 


However, it is not clear that the narrative intent of these SQVs was considered during 


the evaluation process. For example, the threshold effect levels (TELs) and similar 


values are intended to identify the concentrations of COPCs or COPC mixtures below 


which adverse effects on benthic invertebrates would be infrequently observed (i.e., 


in fewer than 10% of the samples).  In contrast, the probable effect levels (PELs) and 


similar values are intended to identify the concentrations of COPC or COPC mixtures 


above which adverse effects on benthic invertebrates would be frequently observed 


(i.e., greater than 50% of the sediment samples would be toxic).  It is not clear from 


the analysis presented in LWG (2006) how the narrative intent of the SQVs was 


considered in the evaluation process.  Without considering information on the 


narrative intent of the SQVs, it is not possible to determine how applicable certain 


SQVs could be for predicting the presence or absence of sediment toxicity at the 


Portland Harbor site.  Therefore, a suite of candidate SQVs should be identified that 


are consistent with the narrative intent of toxicity thresholds for the Portland Harbor 
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site and these candidate SQVs should be evaluated using the same criteria and data 


that are used to evaluate the site-specific toxicity thresholds derived using the LRM 


and the FPM. 


As indicated in LWG (2006), evaluation of the toxicity thresholds that are developed 


using the LRM and FPM represents the most important part of the predictive 


modeling process.  However, it is essential to establish the narrative intent of the 


toxicity thresholds that are developed using the predictive models to ensure that the 


evaluation process is fair and relevant. That is, information on the narrative intent of 


the toxicity thresholds should be used to establish the criteria that will be used in the 


evaluation process.  


Once the evaluation criteria have been established, the models can be developed and 


their performance can be evaluated relative to the criteria.  Two general types of 


evaluations are recommended, including reliability of the toxicity thresholds and 


predictive ability of the toxicity thresholds. In this context, reliability is defined as 


the ability of the toxicity thresholds to correctly classify the sediment samples that are 


used to develop the model as toxic and not toxic.  In contrast, predictive ability is 


defined as the ability of the toxicity thresholds to correctly classify sediment samples 


as toxic and not toxic for an independent data set (i.e., data that were not used in the 


model development process). 


For Portland Harbor, matching sediment chemistry and sediment toxicity data are 


available for more than 300 sediment samples.  Most of these data have been used to 


develop the existing FPMs and LRMs.  However, there is a whole new set of data that 


has been collected (50 samples) which might be excluded from formulation of the 


model and used as a validation data set. Alternatively, the entire data set could be split 


into two sub-sets, one of which could be used to re-develop the models (i.e., using 


data for about 200 sediment samples) and the second could be used to evaluate the 


predictive ability of the models (i.e., using the data for about 100 sediment samples). 


If the second approach is used, it may be useful to stratify the data into quartiles 


based on sediment chemistry (e.g., mean PEC-Qs) and randomly select 25 sediment 
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samples from each quartile for use in the predictive-ability evaluation.  The remainder 


of the data could be used to develop the models and evaluate their predictive ability. 


The criteria that were established by LWG (2006) could be refined prior to evaluating 


the reliability and predictive ability of the models. More specifically, it may be useful 


to refine the evaluation criteria to align them better with the remedial action 


objectives for the site.  In this case, a low risk toxicity threshold would be considered 


to be reliable and predictive if, for example, the incidence of sediment toxicity is low 


(e.g., < 10%) for sediment samples with COPC or COPC mixture concentrations 


below the toxicity threshold.  In contrast, a high risk toxicity threshold would be 


considered to be reliable and predictive if, for example, the incidence of sediment 


toxicity is high (e.g., > 50%) for sediment samples with COPC or COPC mixture 


concentrations above the toxicity threshold.  An intermediate incidence of toxicity 


might be expected at concentrations of COPCs or COPC mixtures between the low 


risk and high risk toxicity thresholds. The point is, it is not unreasonable to expect 


that multiple toxicity thresholds may be required to provide risk assessors and risk 


managers with the tools that they need to evaluate and manage contaminated 


sediments at the Portland Harbor site.  The results of the reliability and predictive-


ability evaluations will provide risk assessors and risk managers with the information 


that they need to select the tools required to support the RI/FS. 


The obvious should also be pointed out.  That is, none of the models are without 


limitations.  Neither model can be considered to provide any direct information about 


cause and effect. Although the Pmax logistic regression model does provide some 


insight.   Both models are making correlations between a gross chemistry value and 


the observed toxicity response without regard to issues such as bioavailability or the 


mixture of chemicals at the various stations. This is particularly true for the floating 


percentile model that does not attempt to address mixture response in any manner but 


uses the correlations for each chemical to produce a separate acceptable value for a 


specific chemical. The logistic regression model can use either a sum probability or 


the more usual probability max approach to incorporate response addition as the 


likely interaction of compounds in the sediment (Field et al. 2002).  It would be 
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helpful to present the results of LRM for both Pmax and Pavg because the two 


versions of the COPC mixture model can provide different information about the 


sediment samples.  The logistic regression approach has been peer reviewed and 


published to provide additional reliance in its acceptability.  However, the model that 


is selected for use in Portland Harbor should be the one that provides the best 


predictions of toxicity after fully developing the models and comparing the results to 


a validation data set. 


4.9	 Recommended Procedures for Assessing Risks to Benthic 


Invertebrates 


A WOE approach is recommended for assessing risks to benthic invertebrates at the 


Portland Harbor site (as described in Section 4.1).  Models are not perfect and all 


LOEs should be employed to make the best decision possible about the status of a 


station.  It is particularly important to consider the spatial data if the model predicts 


a different result than is observed at nearby stations.  Then, depending on the 


importance of the decision to be made, additional sampling and analysis (including 


additional toxicity testing) may be required. 


5.0	 Summary and Conclusions 


Over the past few years, the LWG and USEPA have prepared a variety of technical 


reports and engaged in a number of technical discussions in an effort to come to 


agreement on the procedures that should be used to evaluate risks to benthic 


invertebrates at the Portland Harbor Superfund Site.  While substantial progress has 


been made in certain areas (e.g., sediment sampling and characterization), there are 


several issues that have not yet been resolved. This is important because both LWG 
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and USEPA are interested in completing the BERA component of the RI/FS and 


uncertainty regarding these outstanding issues is likely to impede progress towards 


this goal. 


Recognizing that several key issues need to be resolved in the near-term to keep the 


project on schedule, LWG and USEPA agreed to have Don MacDonald and Peter 


Landrum conduct an independent evaluation of the various approaches for assessing 


risks to benthic invertebrates at the Portland Harbor site.  To facilitate this evaluation, 


the various documents pertaining to the benthic invertebrate portion of the BERA, 


prepared by LWG or USEPA, were provided to these reviewers.  In addition, the 


reviewers were provided with access to the data and information that have been 


collected to date at the site. Furthermore, the reviewers were provided with 


background information considered to be particularly relevant to understanding the 


unresolved issues. 


This document summarizes the recommendations that are offered by Don MacDonald 


and Peter Landrum for assessing risks to benthic invertebrates at the Portland Harbor 


Site. More specifically, Section 4.1 to 4.8 of this document outline the recommended 


procedures for assessing risks to the benthic invertebrate community at the site. 


These recommendations are summarized in the following responses to the seven 


questions that were posed to help structure this review: 


1.	 What hit/no-hit criteria should be applied to the empirical sediment 


toxicity tests? 


Response: The whole-sediment toxicity data should be designated as toxic 


(hit) or not toxic (no hit) using the modified reference envelop approach 


(as described in Section 4.3).  In this approach, the toxicity of sediment 


samples is evaluated on an endpoint-by-endpoint basis.  A sediment sample 


is designated as toxic for a specific endpoint if the response of the toxicity 


test organism exposed to sediment from the site is significantly greater than 


the response of toxicity test organisms exposed to negative control 
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sediment and if the response falls outside the normal range of responses for 


reference sediment samples (i.e., outside the reference envelope).  It is 


clear from the information in LWG (2006) that the Level 1 hit/no hit 


criteria includes samples in the hit category that are not statistically 


different from reference conditions. This decision likely added variability 


to the modeling exercise. 


2.	 What pooling of endpoints, if any, should be applied for use in each of the 


predictive models?  Pooling may include pooling the growth (total 


biomass) and mortality endpoints for each test organism (2 endpoints) or 


both test organisms (1 endpoint) and the application of the RSET 


one-hit/2-hit criteria. 


Response: Endpoints should not be pooled, either for the purpose of 


interpreting toxicity test results or for the purpose of developing predictive 


models and the associated toxicity thresholds.  Each endpoint provides 


potentially unique information about the station and a hit from one 


endpoint should be sufficient to question the character of the station. 


Therefore, survival and biomass of midge and survival and biomass of 


amphipods are the four endpoints that should be evaluated in the predictive 


modeling process. 


3.	 What hit/no-hit criteria should be applied for the logistic regression and 


floating percentile models?  Note that one, two or three criteria may be 


applied to each endpoint and each model. However, this will increase the 


amount of work required to develop the models. 


Response: The toxicity designations that are used to support interpretation 


of the results of the empirical whole-sediment toxicity tests should be used 


in evaluating both of the predictive models (i.e., LRM and FPM) because 
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there is no toxicological justification for selecting different criteria for 


different modeling structures. 


4.	 Should non-site data be considered in the development of the logistic 


regression model? 


Response: There is no reason why non-site data cannot be used to develop 


either the LRM or the FPM. The most important step in the process is to 


evaluate the performance of the models utilizing the site-specific data. 


Only those models that have the best performance and least uncertainty 


should be used in the BERA.  The data set for Portland Harbor is relatively 


small for model development purposes, so it makes sense to use 


appropriate non-site data if this leads to improved model prediction 


(performance). 


5.	 Once the models have been run, what analysis, if any, should be performed 


to optimize model performance? 


Response:  The performance of the models should be evaluated by 


determining the reliability and predictive ability of the toxicity thresholds 


that are derived using the models. While the reliability of the models was 


evaluated in the LWG (2006) document using seven criteria, these criteria 


should be refined to better reflect the narrative intent of the toxicity 


thresholds that are being evaluated and the remedial action objectives that 


are established for the site.  Other candidate sediment quality values should 


also be evaluated using these site data to determine which ones may be the 


most reliable for evaluating risks to sediment-dwelling organisms at the 


Portland Harbor site.  The results of such evaluations will provide a basis 


for determining which model provides the most accurate basis for 
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predicting toxicity at sampling locations for which sediment-chemistry data 


represent the principal LOE for assessing risks to benthic invertebrates. 


It is important to evaluate models equally and consistently using the data 


from the site.  Therefore, model performance should be evaluated on an 


endpoint-by-endpoint basis.  Subsequently, these results can be integrated 


to determine overall model performance at the site.   The uncertainty of the 


model predictions should be provided as part of the information to allow 


for improved interpretation of the model prediction. 


The reliability of the toxicity thresholds should be evaluated using the data 


that were used to develop the models.  The predictive ability of the toxicity 


thresholds should be evaluated using an independent data set.  In this 


respect, there should be a portion of the data set that is set aside for model 


validation that is not used for model development.  Testing on an 


independent data set is generally accepted as the appropriate approach to 


evaluating model performance. The independent data set should be 


representative of the data as a whole for both contaminant concentrations 


and organism response. We recognize that the data set for Portland Harbor 


is relatively small for the purpose of model development, however; it 


should be possible to set aside 20 to 30% of the data for a validation set. 


The size of the Portland Harbor data set is one of the reasons that inclusion 


of non-site data for the development of the model should be considered. 


6. Should the predictive models be used at all given their reliability? 


Response:  Insufficient model development and evaluation has been 


completed to fully assess the reliability of the predictive models that are 


proposed for use at the site.  Therefore, it is recommended that a 


systematic model development process be undertaken to create high-quality 


models. Subsequently, the model results should be evaluated to determine 
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how well the resultant toxicity thresholds predict the presence and absence 


of sediment toxicity at the Portland Harbor site.  If the results of these 


evaluations show that one or both of the models cannot be applied to 


reliably predict the presence and absence of sediment toxicity throughout 


the site, additional toxicity testing should be conducted in the areas where 


the models are thought to be unreliable.  Alternatively, area-specific 


models might be developed that provide a more reliable basis for predicting 


sediment toxicity in specific areas. 


7.	 How should the results of the predictive models be used, in conjunction 


with other site data, in a weight-of-evidence evaluation aimed at assessing 


risk to the benthic community? 


Response:  Risks to benthic invertebrates associated with exposure to 


sediments at the Portland Harbor site should be evaluated differently, 


depending on the types of data that are available for a sampling location. 


If the minimum whole-sediment toxicity data (i.e., survival and biomass of 


midge in 10-d exposures and survival and biomass of amphipods in 28-d 


exposures) are available for a sampling location, then these data should be 


used preferentially to assess risks to benthic invertebrates (as stated in 


LWG  2006).  If the requisite whole-sediment toxicity data are not 


available for a sampling location, then the most reliable predictive model 


should be used, in conjunction with any toxicity data  that are available, to 


assess risks to benthic invertebrates. In addition, the prediction should be 


compared to nearby stations of similar characteristics (chemistry, geology, 


etc.) that include toxicity information to help inform whether to trust the 


prediction results.  Even comparison to stations that are some distance 


away, but have similar physical/chemical characteristics and have toxicity 


information, could lead to improved interpretation of the validity of the 


prediction.  Furthermore, the potential for a station to follow a 


concentration/toxicity gradient can add information about the validity of 
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the prediction.  Examination of the data for the samples where chemistry 


and toxicity are not well correlated can provide additional insights on the 


bioavailability of COPCs.  In any case where the prediction seems 


questionable, additional chemical and/or toxicity testing is recommended 


to resolve the issue. 


In response to a preliminary review by USEPA personnel, an addendum was prepared 


to further clarify some of the responses included in this document.  This addendum 


is attached to this document. 
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Figure 1. Scatter plot showing the relationship between amphipod
 (Hyalella azteca; HA) survival and biomass (n = 76). 
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Figure 2. Scatter plot showing the relationship between amphipod
 (Hyalella azteca; HA) survival and midge (Chironmus dilutus; CD) 
survival (n = 76). 
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Figure 3.  	 Scatter plot showing the relationship between amphipod
 (Hyalella azteca; HA) survival and midge (Chironomus dilutus; CD) 


      biomass (n = 76). 
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Addendum 1	 Further Evaluation of the Approach for 


Assessing Risks to the Benthic 


Invertebrate Community at the Portland 


Harbor Superfund Site 


A1.0 Introduction 


In response to a request by the U.S. Environmental Protection Agency (USEPA) and 


the Lower Willamette Group (LWG), Don MacDonald and Peter Landrum conducted 


an independent evaluation of the approach for assessing risks to the benthic 


invertebrate community at the Portland Harbor Superfund site (MacDonald and 


Landrum 2008).  Following submission, the document was reviewed by several 


members of the USEPA Technical Team. This review resulted in the identification 


several additional questions that needed to be answered to enhance the clarity of the 


original document.  This addendum to the original report is intended to address the 


additional questions that were posed by the USEPA Technical Team, as well as 


several issues that were not sufficiently discussed in the original document. 


A2.0 Responses to Additional Questions 


Four additional questions were posed by the USEPA Technical Team in an effort to 


achieve greater clarity in the recommendations offered by MacDonald and Landrum 


(2008).  These questions are presented below, along with our responses. 


Question 1:  In Section 4.6 (Recommended Procedures for Developing 


ToxicityThresholds), you discuss the “narrative intent” of toxicity thresholds as 


an important element of developing the specific quantitative threshold values to 


be used in Portland Harbor.  Even though you mention some examples and 


provide a citation, it was not entirely clear to us what quantitative thresholds 


should be used to support the "low-risk" and "high-risk" toxicity thresholds, 


whether two risk thresholds is sufficient, and what specific steps, if any, would 


need to be taken to use the narrative intent to develop quantitative thresholds. Are 


different quantitative thresholds needed for each of the four empirical toxicity test 
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results?  Also, are these determinations made a priori or a posteriori to analysis 


of the Portland Harbor toxicity data, and to what extent are site data used? In 


general, additional detail regarding the scientific basis and specific steps needed 


would be helpful. 


Response: Section 4.6 of MacDonald and Landrum (2008) describes our 


recommendations relative to the development of toxicity thresholds for the 


Portland Harbor site.  However, these follow-up questions make it clear 


that our original text was not sufficiently detailed to enable the reader to 


fully understand the recommended procedures.  For this reason, we would 


like to offer the following clarifications to make our recommendations 


more accessible. More specifically, we believe that toxicity thresholds for 


the Portland Harbor site should be developed using a step-wise process. 


The steps in this process include: 


•	 Develop remedial action objectives (RAOs); 


•	 Define the purpose of the toxicity thresholds; 


•	 Establish the narrative intent of the toxicity thresholds; 


•	 Establish criteria for evaluating the toxicity thresholds; 


•	 Establish procedures for designating sediment samples as toxic or not 


toxic; 


•	 Apply the procedures for toxicity designation and assign toxicity 


designations for each endpoint; 


•	 Develop concentration-response models using the matching sediment 


chemistry and toxicity data; 


•	 Derive toxicity thresholds; 


•	 Evaluate the reliability and/or predictive ability of the toxicity 


thresholds. 


Each of these steps in the process are briefly clarified in the following 


sections of this response. 


Develop Remedial Action Objectives - RAOs are narrative statements that 


describe the intent of any remedial actions that are undertaken to protect 
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human health and the environment at a contaminated site.  For example, 


the RAOs for whole sediment at the Portland Harbor site might be to 


minimize or prevent exposure to whole sediments that are sufficiently 


contaminated to pose moderate or high risks to the microbial or benthic 


invertebrate communities.  Such RAOs describe the desired future of the 


condition of sediments at the site relative to the risks that they pose to 


human health and/or ecological receptors.  Therefore, the RAOs provide 


important guidance to risk assessors on the establishment of the narrative 


intent of the toxicity threshold that will be used in the Baseline Ecological 


Risk Assessment (BERA) and/or Feasibility Study (FS). 


Define the Purpose of the Toxicity Thresholds - For the Portland Harbor 


site, numerical toxicity thresholds are required to satisfy two important 


needs. First, toxicity thresholds are needed to support the BERA.  In this 


application, the toxicity thresholds are needed to classify chemistry-only 


sediment samples into categories based on the risks that they pose to 


benthic invertebrates.  Second, toxicity thresholds are needed to support 


the FS.  In this application, the toxicity thresholds are needed to establish 


preliminary remediation goals (PRGs; i.e., risk-based tools for evaluating 


remedial options at the site) that can be used to evaluate the costs and 


benefits associated with various remedial options. At other sites, we have 


endeavored to establish toxicity thresholds that could be consistently 


applied within the BERA and the FS. In this way, there is a direct linkage 


between the toxicity thresholds that are used to evaluate risks to benthic 


invertebrates and the toxicity thresholds that are used to establish clean-up 


goals (e.g., PRGs; i.e., RAOs inform the narrative intent of the toxicity 


thresholds, which informs selection of toxicity thresholds based on 


reliability and predictive ability analyses, which inform the selection of 


PRGs). 


Establish the Narrative Intent of the Toxicity Thresholds - Virtually all 


approaches to the development of sediment quality guidelines (SQGs) are 


linked to a narrative that describes the purpose or intent of the resultant 


SQGs. This narrative intent has been described in various publications and 


summarized for selected national SQGs in Wenning et al. (2002). 
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Importantly, the narrative intent of the SQGs provides risk assessors with 


essential guidance on the appropriate uses of the SQGs and relevant 


information for establishing criteria for evaluating how well the SQGs 


work at specific sites.  For example, a threshold effect level (TEL) is 


intended to identify the concentration of a chemical of potential concern 


(COPC) below which adverse effects on benthic invertebrates are likely to 


be observed only infrequently.  Therefore, a TEL should be used to 


identify conditions where the concentrations of a specific COPC are 


unlikely to cause or substantially contribute to sediment toxicity.  In 


addition, TELs should be considered to be reliable if there is a low 


incidence of toxicity (IOT; i.e., <10%) for sediment samples that have 


COPC concentrations below the TELs for all measured substances. A TEL 


should not, necessarily, be evaluated to determine how well it predicts 


toxicity because TELs were not designed for this purpose. 


Numerical toxicity thresholds (i.e., site-specific sediment quality values; 


SQVs) have been identified as important tools for assessing risks to benthic 


invertebrates at the Portland Harbor site.  As such, it would be beneficial 


to clearly articulate the narrative intent of the toxicity thresholds that will 


be used in the BERA process and/or to establish target clean-up goals (i.e., 


PRGs).  The narrative intent of the SQVs should be consistent with the 


RAOs that are established for the site. More specifically, numerical SQVs 


are required to identify sediment samples at the Portland Harbor site that 


pose low risks to benthic invertebrates (i.e., below which there would be 


a low IOT; e.g., <20% of the samples would be predicted to be toxic). 


Remedial measures are unlikely to be required to address risks to the 


benthic invertebrate community at locations with COPC concentrations 


below the low-risk SQVs.  In addition, numerical SQVs are required to 


identify sediment samples that pose high risks to benthic invertebrates (i.e., 


above which there would be a high IOT; e.g., > 50% of the samples would 


be predicted to be toxic).  Remedial measures may be required to address 


risks to the benthic invertebrate community at locations with COPC 


concentrations above the high-risk SQV.  Such low-risk and high-risk 


SQVs would also result in the identification of COPC concentrations that 


would be predicted to be associated with a moderate IOT; e.g., 20 to 50% 


of the samples would be predicted to be toxic). Additional data 


interpretation and/or toxicity testing may be required at locations with 
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COPC concentrations that fall between the low-risk and high-risk SQVs. 


This approach would be consistent with the one used in the Calcasieu 


Estuary to support the derivation of toxicity thresholds for use in the 


BERA and the FS (MacDonald et al. 2002; 2003). 


The Calcasieu Estuary example illustrates one option for establishing the 


narrative intent of the SQGs.  It may be that there is a need to establish 


additional categories for assessing risks to benthic invertebrates in Portland 


Harbor. For example, the State of California established a set of criteria 


for placing sediment samples into each of four categories, based on 


potential for toxicity to benthic invertebrates (i.e., non-toxic, low toxicity, 


moderate toxicity, and high toxicity).  The toxicity thresholds that were 


established for various COPCs and COPC mixtures reflected the narrative 


intent of the categories (see http://www.sccwrp.org/sqo/pubs/ 


503_toxicity_indicator_methods.pdf).  These thresholds were explicitly 


developed to facilitate classification of sediment samples into these 


categories using data on sediment toxicity and/or sediment chemistry (See 


http://www.sccwrp.org/sqo/pubs/543_ChemToxSQGComparison_Draft 


_10_24_07.pdf).  While the two examples described here illustrate two 


options for describing the narrative intent of SQGs, the numbers of 


categories for which the narrative is established depends on the needs of 


the manager. 


It is recommended that SQVs be established for all four of the endpoints 


(i.e., amphipod survival, midge survival, amphipod biomass, and midge 


biomass) examined at the Portland Harbor site because the organisms may 


be differentially sensitive by endpoint and/or by species to different 


mixtures of chemicals in the sediment.  However, the narrative intent of the 


SQVs developed using the models for each endpoint should be similar, at 


least at the outset.  Following model and SQV development, the reliability 


and predictive ability evaluations will provide the information needed to 


determine the relative sensitivity of each endpoint and the level of 


protection that SQGs derived for various endpoints will afford toxicity test 


organisms overall. 


Establish Criteria for Evaluating the Toxicity Thresholds - Once the 


narrative intent of the SQVs has been established, it is possible to establish 
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criteria for evaluating the site-specific toxicity thresholds.  For the above 


example, the low-risk SQVs would be considered to be reliable if there is 


a low IOT (i.e., <20%) for sediment samples that have COPC 


concentrations below the low-risk SQVs for all measured substances.  In 


contrast, the high-risk SQVs would be considered to be reliable if there is 


a high IOT (i.e., >50%) for sediment samples that have COPC 


concentrations above the high-risk SQVs for all measured substances.  In 


addition, a low-risk/high-risk pair of SQVs for a COPC or COPC mixture 


would be considered to be reliable if there is an moderate IOT when COPC 


concentrations fall between the two SQVs (i.e., 20 to 50% IOT).  This 


example illustrates the need to establish a direct linkage between the 


narrative intent of the SQVs and the criteria that are used to evaluate the 


SQVs. 


Establish Procedures for Designating Sediment Samples as Toxic or Not 


Toxic - Both of the modeling approaches that have been selected for use 


at the Portland Harbor site rely on hit/no hit designations of the sediment 


samples used in the development of the predictive models. Section 4.3 of 


MacDonald and Landrum (2008) describes our recommended procedures 


for determining if individual sediment samples are toxic or not toxic to 


benthic invertebrates (i.e., reference envelope approach).  This approach 


can be applied to designate sediment samples as toxic or not toxic for each 


of the toxicity test endpoints selected for assessing whole-sediment toxicity 


at the Portland Harbor site.  Recommended approaches for selecting 


reference stations  are described in Section A4.1 of this document.  In 


addition, the recommended criteria for identifying reference sediment 


samples are presented in Section A4.2 of this document. The criteria for 


evaluating candidate reference samples presented in Section A4.2 


supercedes the criteria listed in Section 4.3 of MacDonald and Landrum 


(2008). 


Assign Toxicity Designations to Sediment Samples - As indicated above, 


MacDonald and Landrum (2008) recommended procedures for designating 


sediment samples from Portland Harbor as toxic or not toxic. 


Implementation of these and/or alternate procedures will facilitate 
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designation of each sediment sample from the study area as toxic or not 


toxic on an endpoint-by-endpoint basis. That is, each sediment sample will 


have at least four toxicity designations (i.e., based on amphipod survival, 


amphipod biomass, midge survival, and midge biomass).  These toxicity 


designations should directly support the development of predictive models 


for each of the four toxicity test endpoints and each of the COPCs/COPC 


mixtures that are relevant to the site. 


Develop Predictive Models (i.e., Concentration-Response Models) - As 


indicated by MacDonald and Landrum (2008), there are a variety of 


approaches that could be used to evaluate relationships between whole-


sediment chemistry and whole-sediment toxicity at the Portland Harbor site 


(See Section 4.5).  The logistic regression model (LRM) and floating 


percentile model (FPM) are likely to provide useful tools for evaluating 


relationships between the concentrations of COPCs/COPC mixtures in 


Portland Harbor sediments and the responses of benthic invertebrates 


(i.e.,amphipod survival, amphipod biomass, midge survival, and midge 


biomass).  In addition, the site-specific sediment chemistry and sediment 


toxicity data could be used to develop concentration-response models 


based on magnitude of toxicity (MOT; e.g., control-adjusted survival of 


amphipods).  Furthermore, area of interest-specific models could be 


developed to better explain the relationships between sediment chemistry 


and sediment toxicity if the site-wide models are not sufficiently reliable 


to accurately predict the presence or absence of sediment toxicity. 


Based on our review of the existing models and their performance, it 


appears that grain size (i.e., percent fines) is the metric that is best 


correlated with the responses of benthic invertebrates exposed to Portland 


Harbor sediments.  While these results could reflect the physical effects of 


grain size, the toxicity test organisms that were selected to evaluate 


Portland Harbor sediments are not highly sensitive to grain size (USEPA 


2000; ASTM 2007). Therefore, it is more likely that percent fines 


represents a general surrogate for contamination in Portland Harbor 


sediments.  That percent fines is better correlated with sediment toxicity 


than any of the measured COPCs or COPC mixtures likely indicates that 


a variety of measured and/or unmeasured substances are causing or 
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substantially contributing to the observed toxicity in these sediments.  This 


information strengthens the position that multiple chemical concentration 


gradients occur within Portland Harbor sediments. If this is the case, then 


it is unlikely that site-wide predictive models for individual COPCs or 


simple COPC mixtures (e.g., tPAHs, tDDTs, tPCBs) will provide highly 


reliable bases for classifying sediment samples as toxic or not toxic to 


benthic invertebrates.  If this is the case, area of interest-specific predictive 


models may be required to improve the reliability and predictive ability of 


the models.  Alternatively, other data collection and/or interpretation 


approaches may be required to support remedial decisions at the site. 


Derive Toxicity Thresholds - As indicated above, two modeling 


approaches have been selected to support evaluation of risks to benthic 


invertebrates at the Portland Harbor site.  Both the logistic regression 


model (LRM) and floating percentile model (FPM) approaches can be used 


to derive numerical toxicity thresholds (i.e., SQVs) for individual COPCs 


and/or COPC mixtures.  Both approaches provide information on the 


probability of observing toxicity to benthic invertebrates based on the 


measured concentrations of COPCs/COPC mixtures in sediments (i.e., 


these models are IOT based rather than MOT based). 


At other sites that we have worked on (e.g., Calcasieu Estuary, Tri-State 


Mining District), two types of toxicity thresholds were established to 


support the BERA and FS processes, including low-risk toxicity thresholds 


and high-risk toxicity thresholds [as described in Section 4.6 of 


MacDonald and Landrum (2008)]. Both of these toxicity threshold types 


were developed to correspond to pre-selected magnitudes of toxicity 


(MOT; i.e., 10% and 20% increase in the MOT relative to reference 


conditions, respectively).  The MOTs were selected jointly by the risk 


assessors, the risk managers, and the Natural Resources Trustees, and were 


considered to be consistent with the RAOs for the sites.  The low-risk and 


high-risk toxicity thresholds were derived from the concentration-response 


relationships developed for each COPC/COPC mixture-toxicity test 


endpoint pair of interest at the site (Figure A1; see MacDonald et al. 2003; 


2005a; 2005b for more information). 
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It is our understanding that the two modeling approaches selected to 


support evaluation of risks to benthic invertebrates provide information on 


the probability of observing toxicity to benthic invertebrates (i.e., IOT 


rather than MOT). Our experience suggests that toxicity thresholds based 


on IOT and on MOT can be generally consistent, with a 10% increase in 


the MOT roughly corresponding to a 20% increase in the IOT.  Toxicity 


thresholds based on a 20% increase in the MOT generally correspond to 


those based on a 50% increase in the IOT.  Therefore, it would not be 


unreasonable to establish the narrative intent of SQGs for the Portland 


Harbor site as follows: 


•	 Low-risk toxicity thresholds represent the concentrations of COPC or 


COPC mixtures below which there is less than 20% IOT to benthic 


invertebrates; 


•	 High-risk toxicity thresholds represent the concentrations of COPC or 


COPC mixtures above which there is greater than 50% IOT to benthic 


invertebrates; and, 


•	 A moderate IOT (i.e., 20 to 50%) should be observed at concentrations 


of COPCs or COPC mixtures between the low-risk and high-risk 


toxicity thresholds.  A moderate risk would be assigned to sediment 


samples with concentrations of COPCs or COPC-mixtures that fall 


within this category. 


Such narrative objectives for the toxicity thresholds would provide clear 


guidance to the modelers relative to the development of toxicity thresholds 


from the models.  In addition, establishment of such narrative objectives 


for the toxicity thresholds would provide important information for 


establishing evaluation criteria for determining the reliability and 


predictive ability of the toxicity thresholds that are developed from the 


models. 


Evaluate the Reliability and/or Predictive Ability of the Toxicity 


Thresholds - The reliability of the various toxicity thresholds should be 


evaluated to determine if they can be used to accurately classify sediment 


samples from the site as toxic or not toxic (i.e., using the matching 


sediment chemistry and toxicity data that were used to derive the toxicity 
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thresholds).  In contrast, the evaluation of predictive ability is conducted 


using an independent data set (i.e., using matching sediment chemistry and 


toxicity data that were not used to derive the toxicity thresholds). 


At a metals-contaminated site, toxicity thresholds were developed using the 


results of 28-d toxicity tests with the amphipod, Hyalella azteca, and the 


mussel, Lampsilis siliquoidea (i.e., T10  and T20  values, based on MOT). 


The results of the evaluation of the reliability of these toxicity thresholds 


are presented in Table A1. These results show the IOT below each toxicity 


threshold, the IOT above each toxicity threshold, and the overall correct 


classification rate for each toxicity threshold.  Similarly, the results of the 


predictive ability evaluation are presented in Table A2. 


The Calcasieu Estuary study also provides a useful example for illustrating 


the importance of conducting the reliability and predictive ability 


evaluations.  In this case, mean probable effect concentration-quotients 


(PEC-Qs) of 0.24 and 0.45 for amphipod survival (Hyalella azteca) were 


selected as the low-risk and high-risk toxicity thresholds, respectively.  The 


results of the reliability evaluation showed that the incidence to toxicity 


was generally low below the selected low-risk toxicity threshold (i.e., 


18.7% of the samples were toxic to Hyalella azteca in 28-d exposures; 


Table A3).  Above the selected high-risk threshold, 69% of the samples 


were toxic.  Because there was a high IOT between the two toxicity 


thresholds (i.e., 67%), it was concluded that a single toxicity threshold 


could be used to classify sediment samples into two categories, toxic or not 


toxic to amphipods in 28-d toxicity tests (i.e., the low-risk toxicity 


threshold of 0.24 for mean PEC-Q was selected as the toxicity threshold). 


This example also provides important information on the predictive ability 


of the toxicity thresholds (i.e., in terms of predicting toxicity to other 


toxicity test organisms and endpoints and predicting responses of the 


benthic invertebrate community).  These results show that the selected 


toxicity thresholds provided an accurate basis for classifying sediment 


samples from the site as toxic and not toxic based on the survival of 


another amphipod species (Ampelisca abdita) and on the fertilization of sea 


urchins (Arbacia punctulata; Table A4). In addition, many of the benthic 


invertebrate community structure endpoints showed graded responses for 
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the groups of sediment samples identified by the toxicity thresholds (Table 


A4).  Therefore, the results of the predictive ability evaluation confirmed 


that the toxicity thresholds could be used to accurately classify sediment 


samples into low, moderate, and high-risk categories. Interestingly, these 


results showed that the growth (length) of Hyalella azteca did not provide 


additional information relative to the risks that sediment-associated 


COPCs/COPC mixtures posed to benthic invertebrates. 


Selection and Application of the Toxicity Thresholds - As indicated in the 


previous section, the results of the reliability and predictive ability 


evaluations provide essential information for selecting toxicity thresholds 


for use in the BERA and/or FS. For both the metals-contaminated site and 


the Calcasieu Estuary, these results can be used directly to identify the 


toxicity thresholds that meet the narrative intent established earlier in the 


process.  This direct linkage between narrative intent and the performance 


of the toxicity thresholds makes the selection process relatively straight 


forward. 


For the Portland Harbor BERA, the results of the reliability and predictive 


ability evaluations will provide the information needed to decide which 


toxicity thresholds should be used in the BERA and FS processes and to 


decide how such toxicity thresholds should be used to assess risks to the 


benthic invertebrate community and/or establish clean-up goals (i.e., 


PRGs) for the site.  As indicated in the Calcasieu Estuary example, it is 


possible that a single toxicity threshold can be used to conduct risk 


assessments in the BERA and to establish PRGs to support the FS.  The 


results of these evaluations for the Portland Harbor site could also suggest 


that it is reasonable to utilize toxicity thresholds for multiple endpoints to 


provide multiple lines-of-evidence for evaluating risks to benthic 


invertebrates (i.e., in the sample-by-sample evaluation of sediment quality 


conditions).  For example, the State of California combined multiple lines 


of evidence to evaluate sediment quality conditions at each sampling 


station (for more information, see http://www.sccwrp.org/sqo/pubs/ 


545_MLOE_FrameworkValidationDraft_10_15_07.pdf). The same type 


of approach could be used for the various endpoints, organisms  and 


thresholds to provide a framework for deciding the magnitude of concern 
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about a station. This does not mean that a station with only one threshold 


exceeded is ignored but rather it would be assigned a lower magnitude of 


concern than one with multiple thresholds exceeded.  In contrast, it may be 


reasonable to select toxicity thresholds for only one endpoint during the 


development of PRGs (e.g., the most sensitive toxicity test endpoint, which 


would be expected to be protective of all other toxicity test endpoints). 


Summary - In summary, we recommend that the RAOs and narrative intent 


of the SQVs be established prior to developing predictive models for the 


site.  This is important for ensuring that the models can be properly 


optimized to respond to the narrative intent articulated.  Establishment of 


the narrative intent of the SQVs a priori  will support the development of 


evaluation criteria that are consistent with management needs at the site (as 


articulated in the RAOs).  In addition, we recommend using data from the 


Portland Harbor site and/or from other locations in the development of the 


two models. We further recommend that a portion of the data from the site 


be set aside for use in evaluating the predictive ability of the models.  By 


doing so, both the reliability and predictive ability of the SQVs can be 


evaluated.  The results of these evaluations should be used to identify the 


toxicity threshold or toxicity thresholds that ought to be used to classify 


sediment samples from the site in terms of the risks that they pose to the 


benthic invertebrate community.  These results should also be used to 


identify the need for area of interest-specific toxicity thresholds and/or 


other data interpretation approaches to evaluate risks to the benthic 


invertebrate community associated with exposure to contaminated 


sediments and to support remedial decisions at the site. 


Question 2:  In your answer to question #4 (should non-site data be considered in the 


development of the LRM?), you support use of non-site data.  However, would 


you also support use of non-site data in the development of the floating point 


model?  Most of the discussion regarding use of non-site data between EPA and 


LWG have focused on the LRM, but in the interests of full clarity, we wanted to 


know whether you suggested non-site data are also of value to the floating point 


model. 
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Response:  It would also be acceptable to use non-site data for developing the 


floating point model.  The objective of the modeling process is to develop 


one or more tools that can be used to accurately classify sediment samples 


as toxic or not toxic, based on whole-sediment chemistry data alone.  Such 


tools can include generic SQGs or site-specific sediment toxicity 


thresholds for individual COPCs and/or COPC mixtures.  From our 


perspective, the approach that is used to generate the models and the 


source of the underlying data that are applied in the modeling process is 


not particularly relevant.  What matters is whether or not the resultant 


model can be used to accurately classify sediment samples from Portland 


Harbor as toxic or not toxic (i.e., based on the results of the reliability and 


predictive ability evaluations).  We have described the procedures for 


evaluating the models in Section 4.7 of the document. 


There is one issue that we have some concern about with respect to the use 


of site data in the development of the models of toxic response versus 


chemical contamination. The sediment samples that have been collected 


at the Portland Harbor site include material present within the 0 to 30 cm 


sediment depth.  Hence, the samples include material located beyond (i.e., 


deeper than) the biologically-active zone [i.e., 9.8 ± 4.5 cm for marine 


organisms (Boudreau 1998), 0-2 cm to 0-15 cm for nearshore infauna, and 


0-2 cm to 0-12 cm for freshwater invertebrates (http://www.sediments.org/ 


sedstab/germano.pdf).  The biologically-active depth is tied to the rate of 


deposition of the sediments (White and Miller 2008).  


Inclusion of deeper material in the site sediment samples increases the 


likelihood that factors such as ammonia and/or hydrogen sulfide have 


contributed to the observed responses of toxicity test organisms.  Thus, the 


selection of 0-30 cm sediment horizon in the sampling programs could lead 


to some misleading information on the current surficial conditions and, 


because of the complications noted above, could result in variability in the 


development of the relationship between sediment chemistry and toxicity. 


This issue is also relevant to the selection of sediment samples for 


inclusion in the reference envelope calculations (see Section A4.0 below). 
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Question 3: Are there any problems with the Hyalella azteca biomass endpoint tests 


that would preclude their use as an empirical line of evidence in the baseline 


ecological risk assessment for Portland Harbor? 


Response:   No.  The biomass endpoint is a useful endpoint for evaluating 


effects on benthic invertebrates associated with exposure to contaminated 


sediments.  While we have only recently started to use the biomass 


endpoint, our experience at other sites indicates that this endpoint can be 


among the most useful endpoints relative to quantifying the relationships 


between COPC concentrations in sediments and the responses of toxicity 


test organisms.  By integrating the survival and weight endpoints, the 


biomass endpoint can provide useful information for evaluating the effects 


on amphipods associated with exposure to contaminated sediments at the 


Portland Harbor site.  This endpoint is particularly useful for evaluating 


sediment samples that have marginal hits for one or both of the underlying 


endpoints (survival and weight). 


Question 4:  Are there any reasons the Hyalella azteca biomass endpoint empirical 


results should not be used in the floating percentile models under development for 


Portland Harbor? 


Response:   No.  We have used the biomass endpoint to develop 


concentration-response relationships for a variety of COPCs and COPC 


mixtures.  As indicated in Section 4.7 of MacDonald and Landrum (2008), 


the key is to evaluate the reliability and predictive ability of the resultant 


models and the associated toxicity thresholds.  The results of such 


evaluations will provide the information needed to determine if the models 


developed using this endpoint are appropriate for use in the BERA and/or 


the establishment of PRGs for the site. 


A3.0 Application of Regional Sediment Evaluation Team (RSET) Process 


to the Portland Harbor Site 


The RSET process was initiated in 2002 to update the Lower Columbia dredged 


material evaluation framework (DMEF). More specifically, RSET was established 
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to revise and develop sediment evaluation procedures for the region.  This process 


was intended to result in the development of a northwest regional sediment evaluation 


framework that could be used by federal and state agencies in Region 10.  As part of 


this effort, RSET is in the process of evaluating the protectiveness of the current suite 


of bioassays, reviewing and refining biological interpretive criteria, and reviewing and 


refining sediment screening levels. 


Based on our cursory review, the RSET process has the potential to provide useful 


advice and guidance relative to the evaluation of dredged materials and other 


sediments.  Therefore, it is reasonable to review the results of the RSET process and 


assess their applicability to the Portland Harbor site.  However, it is important to 


remember that the narrative intent of the sediment screening levels that emerge from 


the RSET process may not be consistent with the remedial action objectives (RAOs) 


that are established for the Portland Harbor site.  Similarly, guidance provided by 


RSET relative to the interpretation of toxicity test results may not be consistent with 


the RAOs.  Therefore, the tools that are ultimately used to evaluate risks to the 


benthic invertebrate community should be selected to meet site assessment and 


management needs at the Portland Harbor site. In our view, there is no need for site 


assessment activities to be entirely consistent with RSET guidance or RSET decisions 


regarding data utilization or interpretation. 


A4.0 Development of a Reference Envelope for Portland Harbor 


Section 4.3 of MacDonald and Landrum (2008) describes the recommended 


procedures for developing a reference envelope for interpreting whole-sediment 


toxicity data from the Portland Harbor site. This section of the original document did 


not provide sufficient detail to enable risk assessors to establish a reference envelope 


for the site.  The following information is provided to assist readers in better 


understanding our recommendations for developing a reference envelope for Portland 


Harbor. 
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A4.1 Approaches to Selecting Reference Locations 


In general, candidate reference locations should be established on an a priori basis, 


based on an understanding of the water body under investigation and the existing data 


on sediment quality conditions.  According to ASTM (2007), a reference sediment 


sample is defined as whole sediment obtained from an area of concern used to assess 


sediment conditions exclusive of the materials of interest.  Therefore, candidate 


reference locations should be selected based on their proximity to the study area, 


using, at minimum, information on whole-sediment chemistry. 


At the Portland harbor site, several options are available for identifying candidate 


reference locations.  First, the sediment samples that were collected at the six 


locations in upstream areas can be considered for use as reference sediment samples. 


In addition, it may be possible to identify reference sediment samples from the 


samples that have been collected to date from the Portland Harbor site.  Finally, 


additional candidate reference locations could be identified in upstream areas, within 


the site boundaries, in downstream areas, in tributaries, or in the Columbia River.  In 


all cases, the whole-sediment chemistry and whole-sediment toxicity data collected 


at candidate reference locations would need to be reviewed to determine if the sample 


qualifies as a reference sample [see Section 4.3 of MacDonald and Landrum (2008) 


and below for criteria for evaluating candidate reference sediment samples].  Only 


those samples that meet the evaluation criteria should be included in the data set used 


to develop the reference envelope. 


A tiered process is recommended for identifying candidate reference locations for the 


Portland Harbor BERA.  As a first step, the desired number of reference sediment 


samples for developing the reference envelope should be selected.  Based on our 


experience, about 15 sediment samples are required to adequately characterize 


variability in the responses of toxicity test organisms associated with exposure to 


reference sediments. Then, the six sediment samples that were collected upstream of 


the site should be evaluated to determine if they qualify as reference sediment 


samples.  Subsequently, sediment samples from within the study area that meet the 


evaluation criteria [presented in Section 4.3 of MacDonald and Landrum (2008) and 


refined below] should be identified and their locations plotted.  Clusters of samples 


with low chemistry should be selected preferentially as reference samples (i.e., rather 


than isolated samples) because such clustering increases confidence that the 


sediments in that geographic area do not contain elevated levels of COPCs.  If 


insufficient numbers of reference samples are not identified using the first two 
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approaches, then it may be necessary to collect additional sediment samples to obtain 


sufficient data to develop the reference envelope. Because additional sampling would 


require additional time and resources, this option would be pursued only if the 


requisite data are not already available from within the existing data set. 


A4.2 Criteria for Identifying Reference Sediment Samples 


The recommended criteria for identifying reference sediment samples are presented 


in Section 4.3 of MacDonald and Landrum (2008).  These criteria specified the 


chemical and biological characteristics of sediment samples that would qualify for 


inclusion in a reference envelope.  We have further reviewed these criteria and would 


like to offer the following refinements (Note: Refinements are shown in bold italics): 


Whole-Sediment Chemistry 


•	 All measured metals, PAHs, DDTs, and PCBs occur at concentrations 


below conservative SQGs; 


•	 Mean PEC-QDW  < 0.1; 


ESB-TU 3•
 PAHs  < 0.1; and 


SEM-AVS)/f 3(• oc < 130. 


Whole-Sediment Toxicity 


•	 Control-adjusted response rate should not exceed the minimum significant
 


difference (MSD) for each toxicity test endpoint; or,
 


•	 In the absence of MSD values, control-adjusted response rate should not
 


exceed the Tier II levels applied in the NSI (USEPA 2004);
 


Pore-Water Chemistry 


+ NH ), unionized ammonia (NH ), and hydrogen +Total ammonia (NH • 4 3	 3 


sulfide (H S) concentrations in pore water should not exceed lowest 2


observed effect levels (LOELs) based on the results of water-only toxicity 


tests conducted with each of the toxicity test organisms. 
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Consideration of these additional criteria is important for several reasons.  First, 


DDTs have been identified as COPCs in portions of the Portland Harbor site. 


Therefore, concentrations of DDTs (i.e., sum DDD, sum DDE, sum DDT, and total 


DDTs) should be considered in the selection of reference sediment samples (i.e., DDT 


levels should not exceed conservative sediment quality guidelines). In addition, 


sediment sampling at the Portland Harbor site targeted the 0 to 30 cm sediment 


horizon.  This horizon likely encompasses both the biologically-active zone (i.e., 


typically defined as the top 10 cm of material) and the zone of limited biological 


activity (i.e., deeper sediments; 10 - 30 cm). Because anoxic sediments were likely 


included in many of the sediment samples collected at the site, it is possible that 


toxicity test organisms could have responded to ammonia and/or hydrogen sulfide in 


a portion of the samples (i.e., these substances could have contributed to the observed 


toxicity).  The reference sediment samples that are selected should reflect conditions 


in the biologically-active zone at the site, rather than conditions that benthic 


invertebrates at the site would not normally be exposed to.  Therefore, samples 


selected to represent reference conditions should not have elevated levels of ammonia 


or hydrogen sulfide in pore water. 


A5.0 Development of Clean-up Goals for Portland Harbor 


It is our observation that the LRM and FPM models that have been developed to date 


for the Portland Harbor site are explicitly intended to support evaluation of risks to 


benthic invertebrates associated with exposure to contaminated sediments.  That is, 


the toxicity thresholds developed using the models are intended to classify sediment 


samples into categories based on the probability that the sample will be toxic to 


benthic invertebrates.  This is an appropriate use of the models.  However, there is 


also a need to establish clean-up goals for the site to support efforts under the FS 


(e.g., PRGs).  It is not clear that the existing models will provide a reliable basis for 


establishing site-wide clean-up goals for Portland Harbor. The models are likely to 


be limited in this respect for several reasons, including: 


•	 The sampling strategy selected for the site may have resulted in 


interferences that complicate interpretation of the sediment toxicity data 


(e.g., elevated ammonia and/or hydrogen sulfide levels may occur in a 


portion of the samples); and, 


PORTLAND HARBOR SUPERFUND SITE 







 


  


      


  


  


   


  


 


 


  


 


    


   


       


 


  


 


    


 


ADDENDUM TO THE EVALUATION OF THE APPROACH FOR ASSESSING RISKS TO THE  BENTHIC INVERTEBRATE COMMUNITY  – PAGE A-19 


•	 The site appears to have multiple concentration gradients for multiple 


COPCs. As a result, clear relationships between COPC concentrations and 


sediment toxicity may not be evident on a site-wide basis. 


For this reason, an alternate approach may be required to establish clean-up goals for 


the site.  For example, ammonia and hydrogen sulfide could be incorporated into the 


chemical mixture models that are developed for the site.  In addition or alternatively, 


the site could be divided into multiple areas of interest, each of which has an apparent 


gradient for key COPCs and/or COPC mixtures (e.g., PCBs, DDT, PAHs, etc.). 


Then, area of interest-specific models could be developed for the key COPCs/COPC 


mixtures and the reliability of the toxicity thresholds developed using those models 


could be evaluated.  Another option involves selection of clean-up goals for key 


COPCs and COPC mixtures based on the clean-up goals that have been established 


for sites where these contaminants are the principal COPCs (e.g., 1 ppm for total 


PCBs).  Virtual remediation techniques could be used to evaluate residual risks to 


ecological receptors if such clean-up goals were adopted at the Portland Harbor site 


(i.e., by calculating post-remediation surface-weighted average concentrations of key 


COPCs/COPC mixtures by area of interest). The point is that different approaches 


could and possibly should be used to develop toxicity thresholds for use in the BERA 


and PRGs for use in the FS. 
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Table A1. Reliability of the sediment toxicity thresholds (STTs) that were derived based on the results of 28-day toxicity tests with the amphipod,
 Hyalella azteca, and the mussel, Lampsilis siliquoidea  (Endpoints: survival and biomass).1 


Incidence of Toxicity 
Toxicity TestCOPC/COPC Correct CorrectEndpoint Used to n T10 T20Mixture <T10 >T10 Classification T10-T20 <T20 >T20 Classification
Derive STT Rate for T10 Rate for T20 


Basis for T10/T20: 28-d H. azteca  Survival 
Cadmium Amphipod 28-d S 76 11.1 17.3 11% (5 of 45) 61% (19 of 31) 78% 60% (6 of 10) 20% (11 of 55) 62% (13 of 21) 75% 
Lead Amphipod 28-d S 76 150 219 9% (4 of 45) 65% (20 of 31) 80% 33% (3 of 9) 13% (7 of 54) 77% (17 of 22) 84% 
Zinc Amphipod 28-d S 76 2083 2949 13% (7 of 53) 74% (17 of 23) 83% ND 13% (7 of 53) 74% (17 of 23) 83% 
ΣSEM-AVS Amphipod 28-d S 76 7.82 13.7 11% (5 of 44) 59% (19 of 32) 76% 29% (2 of 7) 14% (7 of 51) 68% (17 of 25) 80% 
Mean PEC-Q Amphipod 28-d S 76 0.556 0.732 11% (5 of 47) 66% (19 of 29) 80% 83% (5 of 6) 19% (10 of 53) 61% (14 of 23) 75% 
Mean PEC-QMETAL Amphipod 28-d S 76 1.11 1.78 9% (4 of 45) 65% (20 of 31) 80% 67% (6 of 9) 19% (10 of 54) 64% (14 of 22) 76% 


Basis for T10/T20: 28-d L. siliquoidea  Survival 
Copper Mussel 28-d S 48 116 141 37% (17 of 46) 100% (2 of 2) 65% ND 37% (17 of 46) 100% (2 of 2) 65% 
Zinc Mussel 28-d S 48 20600 23700 38% (17 of 45) 67% (2 of 3) 63% ND 38% (17 of 45) 67% (2 of 3) 63% 
ΣSEM-AVS Mussel 28-d S 48 38.5 64.1 28% (11 of 40) 100% (8 of 8) 77% 100% (5 of 5) 36% (16 of 45) 100% (3 of 3) 67% 
Mean PEC-QMETALS Mussel 28-d S 48 6.03 10.7 33% (14 of 42) 83% (5 of 6) 69% 100% (2 of 2) 36% (16 of 44) 75% (3 of 4) 65% 
Mean PEC-QMETALS(OC) Mussel 28-d S 48 482 621 33% (14 of 43) 100% (5 of 5) 71% 100% (3 of 3) 37% (17 of 46) 100% (2 of 2) 65% 


Basis for T10/T20: 28-d L. siliquoidea  Biomass 
Copper Mussel 28-d B 48 33.4 47.4 5% (2 of 41) 71% (5 of 7) 92% 75% (3 of 4) 11% (5 of 45) 67% (2 of 3) 88% 
Lead Mussel 28-d B 48 1085 1351 7% (3 of 41) 57% (4 of 7) 88% 33% (1 of 3) 9% (4 of 44) 75% (3 of 4) 90% 
ΣSEM-AVS Mussel 28-d B 48 41.7 52.8 7% (3 of 42) 67% (4 of 6) 90% 0% (0 of 2) 7% (3 of 44) 100% (4 of 4) 94% 
Mean PEC-QMETALS Mussel 28-d B 48 7.57 10.3 9% (4 of 44) 75% (3 of 4) 90% ND 9% (4 of 44) 75% (3 of 4) 90% 
Mean PEC-QMETALS(OC) Mussel 28-d B 48 449 490 5% (2 of 42) 83% (5 of 6) 94% 50% (1 of 2) 7% (3 of 44) 100% (4 of 4) 94% 


-d S = -day survival; -d B = -day biomass; n = number of samples.
 
COPC = chemical of potential concern; PEC-Q = probable effect concentration-qotients; SEM-AVS = simultaneously extracted metals minus acid volatile sulfides;  ND = No data. 
 


1Bolded results indicate that the toxicity threshold met the individual evaluation criteria for the T10-value, T20-value, or correct classification rate; 
shaded results indicate toxicity thresholds that meet all three criteria. 
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Table A2. Predictive ability of the sediment toxicity thresholds (STTs) that were derived based on the results of 28-day toxicity tests with the amphipod, 


Hyalella azteca, and the mussel, Lampsilis siliquoidea  (Endpoints: survival and biomass).1 


COPC/COPC Mixture 
Toxicity Test 


Endpoint Used to 
Derive STT 


n T10 T20 <T10 >T10 


Correct 
Classification 
Rate for T10 


T10-T20 


Incidence of Toxicity 


<T20 >T20 


Correct 
Classification 
Rate for T20 


Basis for T10/T20: 28-d H. azteca  Survival 
Cadmium Amphipod 28-d S 76 11.1 17.3 11% (5 of 45) 61% (19 of 31) 78% 60% (6 of 10) 20% (11 of 55) 62% (13 of 21) 75% 
Cadmium Amphipod 28-d B 76 11.1 17.3 7% (3 of 45) 42% (13 of 31) 72% 20% (2 of 10) 9% (5 of 55) 52% (11 of 21) 80% 
Cadmium Mussel 28-d S 48 11.1 17.3 18% (5 of 28) 70% (14 of 20) 77% 75% (3 of 4) 25% (8 of 32) 69% (11 of 16) 73% 
Cadmium Mussel 28-d B 48 11.1 17.3 4% (1 of 28) 30% (6 of 20) 69% 25% (1 of 4) 6% (2 of 32) 31% (5 of 16) 73% 
Cadmium Midge 10-d S 76 11.1 17.3 22% (10 of 45) 45% (14 of 31) 64% 40% (4 of 10) 25% (14 of 55) 48% (10 of 21) 67% 
Cadmium Midge 10-d B 76 11.1 17.3 11% (5 of 45) 52% (16 of 31) 74% 30% (3 of 10) 15% (8 of 55) 62% (13 of 21) 79% 


Lead Amphipod 28-d S 76 150 219 9% (4 of 45) 65% (20 of 31) 80% 33% (3 of 9) 13% (7 of 54) 77% (17 of 22) 84% 
Lead Amphipod 28-d B 76 150 219 2% (1 of 45) 48% (15 of 31) 78% 33% (3 of 9) 7% (4 of 54) 55% (12 of 22) 82% 
Lead Mussel 28-d S 48 150 219 22% (6 of 27) 62% (13 of 21) 71% 40% (2 of 5) 25% (8 of 32) 69% (11 of 16) 73% 
Lead Mussel 28-d B 48 150 219 4% (1 of 27) 29% (6 of 21) 67% 0% (0 of 5) 3% (1 of 32) 38% (6 of 16) 77% 
Lead Midge 10-d S 76 150 219 20% (9 of 45) 48% (15 of 31) 67% 33% (3 of 9) 22% (12 of 54) 55% (12 of 22) 71% 
Lead Midge 10-d B 76 150 219 13% (6 of 45) 48% (15 of 31) 71% 33% (3 of 9) 17% (9 of 54) 55% (12 of 22) 75% 


Mean PEC-Q Amphipod 28-d S 76 0.556 0.732 11% (5 of 47) 66% (19 of 29) 80% 83% (5 of 6) 19% (10 of 53) 61% (14 of 23) 75% 
Mean PEC-Q Amphipod 28-d B 76 0.556 0.732 4% (2 of 47) 48% (14 of 29) 78% 50% (3 of 6) 9% (5 of 53) 48% (11 of 23) 78% 
Mean PEC-Q Mussel 28-d S 48 0.556 0.732 21% (6 of 28) 65% (13 of 20) 73% 0% (0 of 2) 20% (6 of 30) 72% (13 of 18) 77% 
Mean PEC-Q Mussel 28-d B 48 0.556 0.732 4% (1 of 28) 30% (6 of 20) 69% 0% (0 of 2) 3% (1 of 30) 33% (6 of 18) 73% 
Mean PEC-Q Midge 10-d S 76 0.556 0.732 23% (11 of 47) 45% (13 of 29) 64% 50% (3 of 6) 26% (14 of 53) 43% (10 of 23) 64% 
Mean PEC-Q Midge 10-d B 76 0.556 0.732 15% (7 of 47) 48% (14 of 29) 71% 17% (1 of 6) 15% (8 of 53) 57% (13 of 23) 76% 


Mean PEC-QMETALS Amphipod 28-d S 76 1.11 1.78 9% (4 of 45) 65% (20 of 31) 80% 67% (6 of 9) 19% (10 of 54) 64% (14 of 22) 76% 
Mean PEC-QMETALS Amphipod 28-d B 76 1.11 1.78 4% (2 of 45) 45% (14 of 31) 75% 33% (3 of 9) 9% (5 of 54) 50% (11 of 22) 79% 
Mean PEC-QMETALS Mussel 28-d S 48 1.11 1.78 19% (5 of 27) 67% (14 of 21) 75% 25% (1 of 4) 19% (6 of 31) 76% (13 of 17) 79% 
Mean PEC-QMETALS Mussel 28-d B 48 1.11 1.78 4% (1 of 27) 29% (6 of 21) 67% 0% (0 of 4) 3% (1 of 31) 35% (6 of 17) 75% 
Mean PEC-QMETALS Midge 10-d S 76 1.11 1.78 22% (10 of 45) 45% (14 of 31) 64% 44% (4 of 9) 26% (14 of 54) 45% (10 of 22) 66% 
Mean PEC-QMETALS Midge 10-d B 76 1.11 1.78 11% (5 of 45) 52% (16 of 31) 74% 33% (3 of 9) 15% (8 of 54) 59% (13 of 22) 78% 
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Table A2. Predictive ability of the sediment toxicity thresholds (STTs) that were derived based on the results of 28-day toxicity tests with the amphipod, 


Hyalella azteca, and the mussel, Lampsilis siliquoidea  (Endpoints: survival and biomass).1 


COPC/COPC Mixture 
Toxicity Test 


Endpoint Used to 
Derive STT 


n T10 T20 <T10 >T10 


Correct 
Classification 
Rate for T10 


T10-T20 


Incidence of Toxicity 


<T20 >T20 


Correct 
Classification 
Rate for T20 


Basis for T10/T20: 28-d H. azteca  Survival (cont.) 
ΣSEM-AVS Amphipod 28-d S 76 7.82 13.7 11% (5 of 44) 59% (19 of 32) 76% 29% (2 of 7) 14% (7 of 51) 68% (17 of 25) 80% 
ΣSEM-AVS Amphipod 28-d B 76 7.82 13.7 7% (3 of 44) 41% (13 of 32) 71% 14% (1 of 7) 8% (4 of 51) 48% (12 of 25) 78% 
ΣSEM-AVS Mussel 28-d S 48 7.82 13.7 17% (5 of 29) 74% (14 of 19) 79% 0% (0 of 2) 16% (5 of 31) 82% (14 of 17) 83% 
ΣSEM-AVS Mussel 28-d B 48 7.82 13.7 3% (1 of 29) 32% (6 of 19) 71% 0% (0 of 2) 3% (1 of 31) 35% (6 of 17) 75% 
ΣSEM-AVS Midge 10-d S 76 7.82 13.7 20% (9 of 44) 47% (15 of 32) 66% 14% (1 of 7) 20% (10 of 51) 56% (14 of 25) 72% 
ΣSEM-AVS Midge 10-d B 76 7.82 13.7 9% (4 of 44) 53% (17 of 32) 75% 43% (3 of 7) 14% (7 of 51) 56% (14 of 25) 76% 


Zinc Amphipod 28-d S 76 2083 2949 13% (7 of 53) 74% (17 of 23) 83% ND 13% (7 of 53) 74% (17 of 23) 83% 
Zinc Amphipod 28-d B 76 2083 2949 6% (3 of 53) 57% (13 of 23) 83% ND 6% (3 of 53) 57% (13 of 23) 83% 
Zinc Mussel 28-d S 48 2083 2949 22% (7 of 32) 75% (12 of 16) 77% ND 22% (7 of 32) 75% (12 of 16) 77% 
Zinc Mussel 28-d B 48 2083 2949 3% (1 of 32) 38% (6 of 16) 77% ND 3% (1 of 32) 38% (6 of 16) 77% 
Zinc Midge 10-d S 76 2083 2949 21% (11 of 53) 57% (13 of 23) 72% ND 21% (11 of 53) 57% (13 of 23) 72% 
Zinc Midge 10-d B 76 2083 2949 13% (7 of 53) 61% (14 of 23) 79% ND 13% (7 of 53) 61% (14 of 23) 79% 


Basis for T10/T20: 28-d L. siliquoidea  Survival 
Copper Amphipod 28-d S 75 116 141 29% (21 of 73) 100% (2 of 2) 72% ND 29% (21 of 73) 100% (2 of 2) 72% 
Copper Amphipod 28-d B 75 116 141 18% (13 of 73) 100% (2 of 2) 83% ND 18% (13 of 73) 100% (2 of 2) 83% 
Copper Mussel 28-d S 48 116 141 37% (17 of 46) 100% (2 of 2) 65% ND 37% (17 of 46) 100% (2 of 2) 65% 
Copper Mussel 28-d B 48 116 141 11% (5 of 46) 100% (2 of 2) 90% ND 11% (5 of 46) 100% (2 of 2) 90% 
Copper Midge 10-d S 75 116 141 29% (21 of 73) 100% (2 of 2) 72% ND 29% (21 of 73) 100% (2 of 2) 72% 
Copper Midge 10-d B 75 116 141 26% (19 of 73) 100% (2 of 2) 75% ND 26% (19 of 73) 100% (2 of 2) 75% 


Mean PEC-QMETALS Amphipod 28-d S 75 6.03 10.7 23% (15 of 66) 89% (8 of 9) 79% 100% (4 of 4) 27% (19 of 70) 80% (4 of 5) 73% 
Mean PEC-QMETALS Amphipod 28-d B 75 6.03 10.7 11% (7 of 66) 89% (8 of 9) 89% 100% (4 of 4) 16% (11 of 70) 80% (4 of 5) 84% 
Mean PEC-QMETALS Mussel 28-d S 48 6.03 10.7 33% (14 of 42) 83% (5 of 6) 69% 100% (2 of 2) 36% (16 of 44) 75% (3 of 4) 65% 
Mean PEC-QMETALS Mussel 28-d B 48 6.03 10.7 7% (3 of 42) 67% (4 of 6) 90% 50% (1 of 2) 9% (4 of 44) 75% (3 of 4) 90% 


Page A-23 







Table A2. Predictive ability of the sediment toxicity thresholds (STTs) that were derived based on the results of 28-day toxicity tests with the amphipod, 


Hyalella azteca, and the mussel, Lampsilis siliquoidea  (Endpoints: survival and biomass).1 


COPC/COPC Mixture 
Toxicity Test 


Endpoint Used to 
Derive STT 


n T10 T20 <T10 >T10 


Correct 
Classification 
Rate for T10 


T10-T20 


Incidence of Toxicity 


<T20 >T20 


Correct 
Classification 
Rate for T20 


Basis for T10/T20: 28-d H. azteca  Survival (cont.) 
Mean PEC-QMETALS Midge 10-d S 75 6.03 10.7 26% (17 of 66) 67% (6 of 9) 73% 50% (2 of 4) 27% (19 of 70) 80% (4 of 5) 73% 
Mean PEC-QMETALS Midge 10-d B 75 6.03 10.7 21% (14 of 66) 78% (7 of 9) 79% 75% (3 of 4) 24% (17 of 70) 80% (4 of 5) 76% 


Mean PEC-QMETALS.(OC Amphipod 28-d S 75 482 621 21% (14 of 66) 100% (9 of 9) 81% 100% (4 of 4) 26% (18 of 70) 100% (5 of 5) 76% 
Mean PEC-QMETALS.(OC Amphipod 28-d B 75 482 621 9% (6 of 66) 100% (9 of 9) 92% 100% (4 of 4) 14% (10 of 70) 100% (5 of 5) 87% 
Mean PEC-QMETALS.(OC Mussel 28-d S 48 482 621 33% (14 of 43) 100% (5 of 5) 71% 100% (3 of 3) 37% (17 of 46) 100% (2 of 2) 65% 
Mean PEC-QMETALS.(OC Mussel 28-d B 48 482 621 5% (2 of 43) 100% (5 of 5) 96% 100% (3 of 3) 11% (5 of 46) 100% (2 of 2) 90% 
Mean PEC-QMETALS.(OC Midge 10-d S 75 482 621 23% (15 of 66) 89% (8 of 9) 79% 100% (4 of 4) 27% (19 of 70) 80% (4 of 5) 73% 
Mean PEC-QMETALS.(OC Midge 10-d B 75 482 621 18% (12 of 66) 100% (9 of 9) 84% 100% (4 of 4) 23% (16 of 70) 100% (5 of 5) 79% 


ΣSEM-AVS Amphipod 28-d S 76 38.5 64.1 26% (18 of 68) 75% (6 of 8) 74% 60% (3 of 5) 29% (21 of 73) 100% (3 of 3) 72% 
ΣSEM-AVS Amphipod 28-d B 76 38.5 64.1 16% (11 of 68) 63% (5 of 8) 82% 40% (2 of 5) 18% (13 of 73) 100% (3 of 3) 83% 
ΣSEM-AVS Mussel 28-d S 48 38.5 64.1 28% (11 of 40) 100% (8 of 8) 77% 100% (5 of 5) 36% (16 of 45) 100% (3 of 3) 67% 
ΣSEM-AVS Mussel 28-d B 48 38.5 64.1 5% (2 of 40) 63% (5 of 8) 90% 40% (2 of 5) 9% (4 of 45) 100% (3 of 3) 92% 
ΣSEM-AVS Midge 10-d S 76 38.5 64.1 29% (20 of 68) 50% (4 of 8) 68% 20% (1 of 5) 29% (21 of 73) 100% (3 of 3) 72% 
ΣSEM-AVS Midge 10-d B 76 38.5 64.1 25% (17 of 68) 50% (4 of 8) 72% 20% (1 of 5) 25% (18 of 73) 100% (3 of 3) 76% 


Zinc Amphipod 28-d S 75 20600 23700 28% (20 of 71) 75% (3 of 4) 72% 100% (1 of 1) 29% (21 of 72) 67% (2 of 3) 71% 
Zinc Amphipod 28-d B 75 20600 23700 17% (12 of 71) 75% (3 of 4) 83% 100% (1 of 1) 18% (13 of 72) 67% (2 of 3) 81% 
Zinc Mussel 28-d S 48 20600 23700 38% (17 of 45) 67% (2 of 3) 63% ND 38% (17 of 45) 67% (2 of 3) 63% 
Zinc Mussel 28-d B 48 20600 23700 11% (5 of 45) 67% (2 of 3) 88% ND 11% (5 of 45) 67% (2 of 3) 88% 
Zinc Midge 10-d S 75 20600 23700 28% (20 of 71) 75% (3 of 4) 72% 100% (1 of 1) 29% (21 of 72) 67% (2 of 3) 71% 
Zinc Midge 10-d B 75 20600 23700 25% (18 of 71) 75% (3 of 4) 75% 100% (1 of 1) 26% (19 of 72) 67% (2 of 3) 73% 
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Table A2. Predictive ability of the sediment toxicity thresholds (STTs) that were derived based on the results of 28-day toxicity tests with the amphipod, 


Hyalella azteca, and the mussel, Lampsilis siliquoidea  (Endpoints: survival and biomass).1 


COPC/COPC Mixture 
Toxicity Test 


Endpoint Used to 
Derive STT 


n T10 T20 <T10 >T10 


Correct 
Classification 
Rate for T10 


T10-T20 


Incidence of Toxicity 


<T20 >T20 


Correct 
Classification 
Rate for T20 


Basis for T10/T20: 28-d L. siliquoidea  Biomass 
Copper Amphipod 28-d S 75 33.4 47.4 19% (12 of 63) 92% (11 of 12) 83% 100% (5 of 5) 25% (17 of 68) 86% (6 of 7) 76% 
Copper Amphipod 28-d B 75 33.4 47.4 10% (6 of 63) 75% (9 of 12) 88% 80% (4 of 5) 15% (10 of 68) 71% (5 of 7) 84% 
Copper Mussel 28-d S 48 33.4 47.4 32% (13 of 41) 86% (6 of 7) 71% 100% (4 of 4) 38% (17 of 45) 67% (2 of 3) 63% 
Copper Mussel 28-d B 48 33.4 47.4 5% (2 of 41) 71% (5 of 7) 92% 75% (3 of 4) 11% (5 of 45) 67% (2 of 3) 88% 
Copper Midge 10-d S 75 33.4 47.4 25% (16 of 63) 58% (7 of 12) 72% 60% (3 of 5) 28% (19 of 68) 57% (4 of 7) 71% 
Copper Midge 10-d B 75 33.4 47.4 21% (13 of 63) 67% (8 of 12) 77% 60% (3 of 5) 24% (16 of 68) 71% (5 of 7) 76% 


Lead Amphipod 28-d S 75 1085 1351 24% (16 of 66) 78% (7 of 9) 76% 75% (3 of 4) 27% (19 of 70) 80% (4 of 5) 73% 
Lead Amphipod 28-d B 75 1085 1351 12% (8 of 66) 78% (7 of 9) 87% 75% (3 of 4) 16% (11 of 70) 80% (4 of 5) 84% 
Lead Mussel 28-d S 48 1085 1351 34% (14 of 41) 71% (5 of 7) 67% 67% (2 of 3) 36% (16 of 44) 75% (3 of 4) 65% 
Lead Mussel 28-d B 48 1085 1351 7% (3 of 41) 57% (4 of 7) 88% 33% (1 of 3) 9% (4 of 44) 75% (3 of 4) 90% 
Lead Midge 10-d S 75 1085 1351 26% (17 of 66) 67% (6 of 9) 73% 50% (2 of 4) 27% (19 of 70) 80% (4 of 5) 73% 
Lead Midge 10-d B 75 1085 1351 21% (14 of 66) 78% (7 of 9) 79% 50% (2 of 4) 23% (16 of 70) 100% (5 of 5) 79% 


Mean PEC-QMETALS Amphipod 28-d S 75 7.57 10.3 25% (17 of 68) 86% (6 of 7) 76% 100% (2 of 2) 27% (19 of 70) 80% (4 of 5) 73% 
Mean PEC-QMETALS Amphipod 28-d B 75 7.57 10.3 13% (9 of 68) 86% (6 of 7) 87% 100% (2 of 2) 16% (11 of 70) 80% (4 of 5) 84% 
Mean PEC-QMETALS Mussel 28-d S 48 7.57 10.3 36% (16 of 44) 75% (3 of 4) 65% ND 36% (16 of 44) 75% (3 of 4) 65% 
Mean PEC-QMETALS Mussel 28-d B 48 7.57 10.3 9% (4 of 44) 75% (3 of 4) 90% ND 9% (4 of 44) 75% (3 of 4) 90% 
Mean PEC-QMETALS Midge 10-d S 75 7.57 10.3 26% (18 of 68) 71% (5 of 7) 73% 50% (1 of 2) 27% (19 of 70) 80% (4 of 5) 73% 
Mean PEC-QMETALS Midge 10-d B 75 7.57 10.3 22% (15 of 68) 86% (6 of 7) 79% 100% (2 of 2) 24% (17 of 70) 80% (4 of 5) 76% 


Mean PEC-QMETALS(OC Amphipod 28-d S 75 449 490 20% (13 of 65) 100% (10 of 10) 83% 100% (2 of 2) 22% (15 of 67) 100% (8 of 8) 80% 
Mean PEC-QMETALS(OC Amphipod 28-d B 75 449 490 8% (5 of 65) 100% (10 of 10) 93% 100% (2 of 2) 10% (7 of 67) 100% (8 of 8) 91% 
Mean PEC-QMETALS(OC Mussel 28-d S 48 449 490 31% (13 of 42) 100% (6 of 6) 73% 100% (2 of 2) 34% (15 of 44) 100% (4 of 4) 69% 
Mean PEC-QMETALS(OC Mussel 28-d B 48 449 490 5% (2 of 42) 83% (5 of 6) 94% 50% (1 of 2) 7% (3 of 44) 100% (4 of 4) 94% 
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Table A2. Predictive ability of the sediment toxicity thresholds (STTs) that were derived based on the results of 28-day toxicity tests with the amphipod, 


Hyalella azteca, and the mussel, Lampsilis siliquoidea  (Endpoints: survival and biomass).1 


COPC/COPC Mixture 
Toxicity Test 


Endpoint Used to 
Derive STT 


n T10 T20 <T10 >T10 


Correct 
Classification 
Rate for T10 


T10-T20 


Incidence of Toxicity 


<T20 >T20 


Correct 
Classification 
Rate for T20 


Basis for T10/T20: 28-d L. siliquoidea  Biomass (cont.) 
Mean PEC-QMETALS(OC Midge 10-d S 75 449 490 23% (15 of 65) 80% (8 of 10) 77% 50% (1 of 2) 24% (16 of 67) 88% (7 of 8) 77% 
Mean PEC-QMETALS(OC Midge 10-d B 75 449 490 18% (12 of 65) 90% (9 of 10) 83% 50% (1 of 2) 19% (13 of 67) 100% (8 of 8) 83% 


ΣSEM-AVS Amphipod 28-d S 76 41.7 52.8 29% (20 of 70) 67% (4 of 6) 71% 0% (0 of 2) 28% (20 of 72) 100% (4 of 4) 74% 
ΣSEM-AVS Amphipod 28-d B 76 41.7 52.8 19% (13 of 70) 50% (3 of 6) 79% 0% (0 of 2) 18% (13 of 72) 75% (3 of 4) 82% 
ΣSEM-AVS Mussel 28-d S 48 41.7 52.8 31% (13 of 42) 100% (6 of 6) 73% 100% (2 of 2) 34% (15 of 44) 100% (4 of 4) 69% 
ΣSEM-AVS Mussel 28-d B 48 41.7 52.8 7% (3 of 42) 67% (4 of 6) 90% 0% (0 of 2) 7% (3 of 44) 100% (4 of 4) 94% 
ΣSEM-AVS Midge 10-d S 76 41.7 52.8 30% (21 of 70) 50% (3 of 6) 68% 0% (0 of 2) 29% (21 of 72) 75% (3 of 4) 71% 
ΣSEM-AVS Midge 10-d B 76 41.7 52.8 26% (18 of 70) 50% (3 of 6) 72% 0% (0 of 2) 25% (18 of 72) 75% (3 of 4) 75% 


-d S = -day survival; -d B = -day biomass; n = number of samples.
 


COPC = chemical of potential concern; PEC-Q = probable effect concentration-qotients; SEM-AVS = simultaneously extracted metals minus acid volatile sulfides;  ND = No data; 
 


OC = organic carbon.
 


1Bolded results indicate that the toxicity threshold met the individual evaluation criteria for the T10-value, T20-value, or correct classification rate. 
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Table A3. Incidence of toxicity to Ampelisca abdita and Hyalella azteca exposed to whole-sediment 
samples with various mean probable effect concentration-quotient (PEC-Q) distributions. 


Species Tested Endpoint 
Measured 


Mean PEC-Q 
Range 


Number of 
Samples 


Number of Toxic 
Samples 


Proportion 
Toxic 


Ampelisca abdita* 10-day survival <0.24 
0.24 to <0.45 


> 0.45 


124 
16 
25 


61 
16 
23 


48.4 % 
100.0 % 
92.0 % 


Hyalella azteca** 28-day survival <0.24 
0.24 to <0.45 


> 0.45 


75 
9 


16 


14 
6 


11 


18.7 % 
66.7 % 
68.8 % 


*Toxicity was determined based on comparisons to reference results for Phase II samples and to control results for historical sites. 
**Toxicity was determined based on comparison to reference results. 
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Table A4. Biological conditions that occur within the three categories of risk to the benthic invertebrate community in the Calcasieu Estuary,  


identified using the risk designations assigned to each sample. 
Endpoint Low Indeterminate HighBenthic Metric/Toxicity Test Measured mean ± SD (n) mean ± SD (n) mean ± SD (n) 


Sediment Toxicity 
28-d Hyalella azteca % survival 91.6 ± 7.03 (54) 80.5 ± 19.5 (15) 53.6 ± 28.6 (20) 
28-d Hyalella azteca length (mm) 3.82 ± 0.487 (54) 3.80 ± 0.625 (15) 3.76 ± 0.555 (19) 
10-d Ampelisca abdita % survival 62.4 ± 17.3 (54) 43.1 ± 23.6 (15) 15.5 ± 17.6 (20) 
60-m Arbacia punctulata % fertilization 68.4 ± 25.8 (30) 56.2 ± 36.2 (10) 23.0 ± 29.1 (5) 


Benthic Invertebrate Community Structure 
Mean total abundance (H/H) #/35.4 cm sq. 3.94 ± 3.38 (54) 1.48 ± 1.54 (15) 1.52 ± 2.63 (20) 
Mean total abundance (H/M) #/35.4 cm sq. 3.53 ± 5.04 (54) 0.787 ± 0.955 (15) 0.420 ± 0.908 (20) 
Mean total abundance (L/L) #/35.4 cm sq. 0.300 ± 1.18 (54) 0.760 ± 2.94 (15) 0 ± 0 (20) 
Mean total abundance (M/H) #/35.4 cm sq. 0.0667 ± 0.145 (54) 0.0667 ± 0.209 (15) 0.0200 ± 0.0894 (20) 
Mean total abundance (M/L) #/35.4 cm sq. 0.633 ± 1.78 (54) 0.587 ± 2.27 (15) 0 ± 0 (20) 
Mean total abundance (M/M) #/35.4 cm sq. 0.548 ± 0.734 (54) 0.293 ± 0.506 (15) 0.0800 ± 0.151 (20) 
Nonnormalized mIBI no units 9.15 ± 8.59 (54) 6.88 ± 14.0 (15) 2.56 ± 2.07 (20) 
Normalized mIBI no units 0.495 ± 0.177 (54) 0.354 ± 0.136 (15) 0.299 ± 0.058 (20) 
Pollution Indicator Spp. (H/H + H/M + M/H) #/35.4 cm sq. 7.54 ± 7.65 (54) 2.33 ± 2.00 (15) 1.96 ± 3.03 (20) 
Pollution Sensitive (L/L + M/L) #/35.4 cm sq. 0.933 ± 2.32 (54) 1.35 ± 5.22 (15) 0 ± 0 (20) 
Richness = total # sp. # species/35.4 cm sq. 6.72 ± 4.38 (54) 3.87 ± 3.64 (15) 2.45 ± 1.93 (20) 
Total Abundance #/35.4 cm sq. 9.03 ± 8.38 (54) 4.00 ± 7.35 (15) 2.07 ± 3.14 (20) 


SD = standard deviation; n = number of samples; d = day; m = minute; H = high; M = medium; L = low; sp. = species; mIBI = macroinvertebrate index of biotic integrity; 
cm sq. = squared centimeters. 
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Figure A1.  Relationship between the geometric mean of the mean PEC-Q
 and the average survival of the freshwater amphipod, Hyalella
 azteca, in 28-d toxicity tests (data source: MacDonald et al.
 2002; dashed lines represent 95% prediction limits). 
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Attachment 6. Part C: Uncertainty Analysis 
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MEMORANDUM 
 


  
To: Eric Blischke, US Environmental Protection Agency 
From: John Toll, Lorraine Read, Nancy Musgrove, Lucinda Tear 
Subject: Quantification of Uncertainty in Portland Harbor Bioassay Responses  
Date: November 30, 2010 
  


Introduction 


The Portland Harbor draft baseline ecological risk assessment (draft BERA) classifies 
bioassay responses into four hit classes, based on the magnitude of the mean negative 
control-adjusted response relative to a “reference envelope value” (REV)1


We have used a statistical methodology called Bayesian likelihood to calculate the 
probability that each Portland Harbor bioassay sample was assigned to the correct hit 
class.  Our analysis accounts for the variance in bioassay replicates, and the uncertainty 
in the magnitude of the mean control response (using upper and lower 95% tolerance 
bounds).  The results of our analysis demonstrate, for all four bioassay endpoints, that 
L1 and L2 hit classifications are unreliable.   


.  This memo 
provides a quantitative assessment of the likelihood that Portland Harbor bioassays 
were correctly classified.  This memo is intended to inform EPA of the results of our 
analysis.   


Methods 
Uncertainty due to variance in test response   


The uncertainty in the bioassay responses was investigated using likelihood 
calculations.  The likelihood calculations provide information about the true mean 
response for the bioassay sample, based on the replicate data for that sample.  
Specifically, it quantifies the conditional probability that a particular mean, µ1, is the 
true mean response for the sample given the observed replicate data.   


                                                 
1  L0: control-normalized response (T/C) statistically > REV; L1: T/C between 90 and 100% of REV; L2: 


T/C between 80 and 90% of REV and L3: T/C < 80% of REV 
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The replicate responses for each sample were assumed to be normally distributed, and 
the likelihood was conditioned on the sample variance. Thus the likelihood for the 
mean µ1 given the single replicate observation X1 and a sample variance s2, is given by: 
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The eight toxicity test replicates for each endpoint are independent, so the joint 
likelihood of all eight replicate observations in a sample is the product of the eight 
individual likelihoods, or: 
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For the sake of simplifying calculations, this formula is generally converted to a 
negative log-likelihood: 
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Where  


Xi is the observed value for the ith replicate. 


µ is the true mean being evaluated 


s is the standard deviation of the 8 observed replicates.  
The process for calculating the probability distribution for the true mean involves the 
following steps for each sample: 


1. Estimate the sample variance s2 for the eight replicates.  
2. Estimate the negative log-likelihood (Eq. 3) for each possible value of µ.  The 


range of possible values for µ was set wide enough for each endpoint so that the 
likelihoods for the minimum and maximum values were effectively zero.   


3. Convert the negative log-likelihoods to likelihoods (multiply by negative 1 and 
exponentiate). 


4. Divide the individual likelihoods by the sum of all likelihoods thus converting 
the likelihood values to a probability distribution.   


The intent of this analysis was to compare the probability of the true sample mean to 
the hit thresholds that are expressed as control-normalized test response (T/C). The 
data used in the calculation of likelihoods were the individual test replicates divided by 
the control mean
The uncertainty about the true mean bioassay result for a single sample is shown in 
Figure 1 (the likelihood curve).  Hit thresholds are overlaid on this distribution. There is 


 response.   
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approximately a 55% probability that the true mean exceeds the REV; an 80% 
probability that the true mean exceeds the L2 threshold; and a 95% probability that the 
true mean exceeds the L3 threshold.  The thing to note is that the uncertainty about the 
true response is high enough that it’s not possible to confidently predict the hit level for 
this sample (although in this case it could be concluded that the sample is probably L0 
or L1).  This is a typical example in that the true hit classification for the sample is 
uncertain.  This is a consequence of defining the hit classification levels too narrowly, 
given the amount of uncertainty in the empirical bioassay data. 
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Figure 1.  Example distribution of the probability of a range of T/C  responses for a particular sample 
from the Study Area. 


Uncertainty due to variance in control response   


Up to this point, the analysis considers uncertainty only in the test sample mean.  The 
control mean is used as observed; however the control mean also contributes variability 
and therefore uncertainty to the prediction of toxicity.  The likelihood for the ratio of 
two normal random variables is based on the Cauchy distribution, which could be 
calculated similarly to the normal likelihood (Eqs 1-3).  We chose a simpler method for 
displaying uncertainty in the response that involved bounding the T/C distribution by 
using an upper and lower bound on the control mean response (the denominator C).   


Bounding of the control means was based on tolerance bounds when possible, but 
natural limits and quality assurance (QA) limits were used to replace the calculated 
tolerance bounds when needed.  For example, if the observed variability in control 
replicates indicated that Chironomus survival could have been as low as 65%, the 
minimum QA criterion (Table 1) was used as the effective lower bound because a 
control sample with this survival response would ordinarily have been rejected and the 
test batch re-run (i.e., a control sample with a 65% survival response could not have 
existed in the data set).  A natural upper limit of 100% was used for survival; no natural 
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upper limit exists for biomass so these values were set based on statistical variability in 
the samples. 
Table 1.  QA criteria used to replace calculated tolerance bounds 
Endpoint Performance Criterion 
Hyalella control survival 80% 
Chironomus control survival 70% 
Hyalella control biomass 0.15 mg/ind (negative control mean dry weight) 
Chironomus control biomass 0.48 mg/ind (negative control mean dry weight) 


Beta-content tolerance intervals with 90% confidence and 90% coverage were calculated 
for each control sample and endpoint.  If the calculated bounds fell outside of the QA or 
natural limits discussed above, the QA or natural limits were used as the default.   


Results 


Plots of cumulative frequency distributions are used to illustrate the probability that 
toxicity was correctly predicted within the different effect categories (Figure 2).  The 
probabilities are based on the test variability and incorporate the control variability by 
displaying probabilities for the mean, upper, and lower tolerance bounds of the control 
when calculating T/C for inputs to the likelihood equation. 


All samples have a greater than 50% probability (and most are greater than 80%) of 
being correctly predicted at the L3 level of toxicity for all endpoints and measures of the 
control mean (see bottom row of Figure 2).  A similar pattern is seen for L0 predictions 
(top row in Figure 2) where most samples had a greater than 50% probability of being 
correctly predicted (control mean has a greater effect on outcomes, particularly for 
Chironomus endpoints).  L1 and L2 predictions are uncertain in that many of the samples 
have less than 50% probability of being correctly classified; very few samples approach 
80% probability and the assumptions regarding control mean have a large effect on the 
outcome of the likelihood estimate. 
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Figure 2. Cumulative frequency distributions of the probability that toxicity was correctly predicted by 
the mean T/C,  the lower control bound and the upper control bound of T/C for each location based on 
Bayesian posterior probabilities 


Figures 3a-3d present the uncertainty analysis results by bioassay endpoint.  The 
empirical mean control-adjusted bioassay response (T/C) is on the x-axis and the 
probability that the hit level assigned to that bioassay result is correct is on the y-axis.  
The hit thresholds are presented as vertical lines. All points to the right of REV are 
classified as L0.  Points between REV and 0.9*REV are classified as L1.  Points between 
0.9*REV and 0.8*REV are classified as L2.  Points to the left of 0.8*REV are classified as 
L3.   
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Figure 3a.  Probability of correctly predicting bioassay hit classification as a function of the empirical 
bioassay response level; Chironomus survival.  Each dot represents a Portland Harbor bioassay station. 
 


  
Figure 3b.  Probability of correctly predicting bioassay hit classification as a function of the empirical 
bioassay response level; Chironomus biomass.  Each dot represents a Portland Harbor bioassay station. 
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Figure 3c.  Probability of correctly predicting bioassay hit classification as a function of the empirical 
bioassay response level; Hyalella survival.  Each dot represents a Portland Harbor bioassay station. 
 


 
Figure 3d.  Probability of correctly predicting bioassay hit classification as a function of the empirical 
bioassay response level; Hyalella biomass.  Each dot represents a Portland Harbor bioassay station. 


For stations that were classified as L0, the probability that the classification was correct 
was always greater than 50% and usually greater than 80%.  Stations classified as L3 
also had greater than 50% probability of being correctly classified and, in most cases, 
greater than 80% probability.  Stations that were classified as L1 had a 25 to 93% chance 
of being correctly classified.  Very few samples had probabilities greater than 80% of 
being correctly classified. Stations classified L2 had a 25 to 74% chance of being 
correctly classified.   


Figure 4 presents one more way of looking at the data.  Each panel in Figure 4 
represents a hit classification.  We’ve plotted only one of the four bioassay endpoints 
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(Chironomus survival) to illustrate the distribution of over- or under predictions within 
each hit classification.  The results for other endpoints are similar. 


 
Figure 4.  Stacked bar graphs of probabilities that toxicity is correctly predicted, under-predicted, or over-
predicted based on Bayesian posterior probabilities.  Each bar represents a Portland Harbor bioassay 
station (Note that is not possible for L0 to be an over-prediction or for L3 to be an under-prediction). 


As is illustrated in Figure 4, the probabilities of L0 and L3 hits being misclassified are 
low (well below 50% in most cases).  Within the L1 and L2 classes, all samples have 
some chance of being misclassified and in most cases, the chances of misclassification 
are high (>50%).  Among the samples that have a high probability of being 
misclassified, the chances of being an over- or under-prediction are approximately 
equal. 


Conclusion 
This analysis demonstrates that the hit classification scheme used in the draft BERA 
reflects overconfidence about the reliability of empirical bioassay data.  Probabilities of 
misclassification are high, particularly at L1 and L2.  This is important source of 
uncertainty particularly for L2 benthic toxicity models.  The models presume that 
empirical bioassay hit classifications are correct, when in fact in many cases they are 
not.   
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		PHToxR2R3		LW2-G027		G027		0.44								0.099		19600		12.3				2.7						1.86								0.143				27.3		18.4										18						0.29				7.74		0.03				25.1								18						0.049				1.18		1.04		1.09				8.5		25		0.32		3.31				140		14		0.48		160		120						84.5																										0.379				0.439								1.3				0.805		1.02		0.653								0.86		1.6								2.1						97				14						13		19		19				17		6.1																																																		17		0.083		0.161		3.2														16		0.69														14																												5.5						0.067				51				120		51		0.046

		PHToxR2R3		LW2-G033		G033		2.9								0.169		29900		65.7				4.3						2.71		120		7.4				0.264		6.3		35		33.7										61						0.078				13.4		0.05				27.4				5.3				120		280		0.11		0.138		9.6		2.06		1.46		0.352				45		100		0.19		3.87				650		430		2.02		1100		54						123																										0.272		0.217										5.6				1.79		1.24		0.323								360		4.7								8.1						34				11						46		60		79				55		25																																																		74		0.083				9.5														130		6												0.892		52																		11										35						0.13				340				54		340		0.045

		PHToxR2R3		LW2-G034		G034		0.48						0.239		0.047		20500		44				3.9						1.05		110						0.138		16		23.8		22.8								0.308		29						0.302				17.6		0.03		0.437		23								75						0.052		1.3		2.93		2.9		26				12		71		1.45		32				410		23		0.3		440		46						120																				0.81						0.396				0.227								1.2				2.53		2.9		25.8								0.85		3								5.9						31				12						54		48		52				26		19																																																		48		0.372		0.447		6.3														59		0.63														27																		3.2										7.8						0.26				69				46		70		0.339		0.279

		PHToxR2R3		LW2-G035		G035		8.4						0.601		0.161		35300		71.1		0.18		4.2						3.63		210						0.391		10		47.1		44		0.389								140						0.932				15.6		0.07				28.5				11				170		460		0.22		0.275		17.4		2.8		4.6		0.86				70.6		160		1.1		8.2				980		170		2.16		1100		84						135																										0.663		1.17		0.3								12				2.1		3.4		0.564								15		7.7								17						54				20						70		87		120				82		40																																																		120		0.227		0.516		16						9								190		14														80																		17										92						0.11				600				84		600		0.26		0.085

		PHToxR2R3		LW2-G038		G038		2.8				23				0.256		16900		75.2		0.135		3.37								72		11				0.186		3.8		30.3		18.7										36										10.7		0.022				22.3								73		180		0.065		0.067		2.8		1.2		1.13						11.7		68				2.64				390		200		0.907		590		170		258				125																										0.224												5.2				0.977		1.03										46		3.2								13				120				38.9		3.83						25		30		52				28		16																																																		47						5.3														83		4.7														26																		22										110						0.15				220		62000		170		220

		PHToxR2R3		LW2-G060		G060		3.6				11						23900		29.4		0.12		2.41				0.319		2.6		24						0.118		4		29.8		20.9										44				0.69						10.9		0.192				25.7								500				0.07		0.058		0.3		3.2				1.04				17		370		0.31		4.3		0.373		2600		340		0.41		2900				101				82																																						21				3.2				1.02								19		30								33																170		320		280				310		87																																																		220				0.255		32														390		15														280																		57										160						1.1				110						110

		PHToxR2R3		LW2-G061		G061		7.6				11						21200		83.9		0.11		3.57		7.1						51						0.298		6.3		26.3		34.4				5.3						92										15.1		0.252				23.8								160		370				0.183		16.3										53		180								1000		190		1.33		1200		18		1520				111																																						7																25		8.2								20						5.4				8						84		94		130				68		46																																																		150						16														220		17														71												0.84						14										96						0.18				460				18		460

		PHToxR2R3		LW2-G062		G062		2.2						0.798		0.137		11600		36.5		0.07		9.72						4.06		45						0.14		5.6		14.6		15.8		0.644		12						35				0.055		1.07				16		0.032		2.45		16.9		4.6						140		240				0.049				1.35		2.1		1.35				13		130		0.403		4.8				830		85		0.61		920		13		2680				65.6																										0.319		1.4		0.279								4				1.03		0.671		1.07								3.2		7.7								13										9.2						58		85		100				86		32																																																0.091		85		0.195				13														150		4.3														82																		8.7										44						0.26				280				13		280		0.159

		PHToxR2R3		LW2-G064		G064		5.5						0.347		0.117		19600		20		0.12		3.21						1.74		23						0.137		14		26.2		21.8				4.8				1.32		35										10.3				2.27		24								690				0.08		0.063		0.3		12.1		2.1		4.56				21		710		0.374		19				4500		520		0.67		5000				135				71.2																										4.28		0.649		0.413								27				7.78		1.5		4.15								23		55								60																330		640		540				580		170																																																		390		0.136				67														580		22								0.867						540																		73										260						1.1				90						91		0.183

		PHToxR2R3		LW2-G066		G066		2.5								0.264		24700		76.3		0.16		3.73								47						0.248		6.5		30		33.6								0.186		120						0.878				13.9		0.078		1.58		24.8								180		480		0.15		0.159		5		5.35		7.1		33.6				62		210		1.36		46				1200		120		1.89		1300		17		91.1				102																										0.763		0.29		0.507								6.7				4.59		6.85		33.1								6.8		14								15										9.8						87		160		160				150		48																																																		120		0.371		0.352		20														150		6												0.818		140																		15										58						0.12				600				17		600		0.595

		PHToxR2R3		LW2-G067		G067		24				11		0.243		1.19		22900		77.7		0.11		2.94						2.19		64						0.532		13		28.1		33.2				5.8				0.2		77						0.832		2.16		18.6		0.06		1.48		24.9								210		330				0.18		14.8		2.33		2		1.1				53.8		150		1.61		5.5				1000		500		1.34		1500		37						103																										0.377				0.171								42				1.95		2		0.96								70		6								26						9.2				23						68		76		110				65		35																																																		94		0.281		0.678		12														300		76				0.102										61																		19										260						0.24				410		43000		37		410		0.345		0.291

		PHToxR2R3		LW2-G073		G073		0.34						0.155		0.095		15900		23.9		0.09		3.38						1.86								0.113				18.3		14.5																0.095		2.38		7.2		0.021		0.13		19.9								12						0.036		0.3		0.42		0.193		0.32				4.2		12		0.23		0.93				72		8		0.19		80		23						68.1																										0.122				0.135								1				0.3		0.175		0.185								0.87		0.66								1.1										10						7.1		7.9		9.3				6.8		3																																																		8						1.2														11		0.45														5.9																						0.127						3.7						0.081								23				0.048

		PHToxR2R3		LW2-G074		G074		0.51										15000		5.4		0.1		2.83														0.118				17.2		14.4										10						0.121		0.593		6.03		0.018		0.3		19.1								8						0.042				0.471		0.393		0.312				6		8.5		0.21		1.18		0.14		47		8.1		0.21		55								65.5																										0.207		0.189										1.2				0.264		0.204		0.289								0.7		0.59				0.048				1.1																3.4		5.2		6.2				6		2.3																																																		3.9				0.1		1.1														6.2		0.69						0.147								4.6																												3.6						0.059				23						23		0.061

		PHToxR2R3		LW2-G077		G077		1.4				7.7		1.13		2.89		31100		129		0.19		15.7				0.328		1.25		86						0.255		5.2		35.3		40		0.291		7.2										0.911		1.13				13.7		0.059		0.704		23.9								68				0.22		0.23		25.5		3.52		5.1		1.99				91		89		2.5		10.6		1.2		490		54		2.36		540		18		60.8				108																										0.936		1.66		0.722								3.2				2.58		3.44		1.27								3.3		4.1				0.78				7.3						5				7.6						34		62		67				62		22																																																		48		0.702		0.288		9.4														60		3				0.398		1.14		1		0.545		0.381		56																0.26		9.3										24						0.052								18				0.53		1.01								0.274

		PHToxR2R3		LW2-G078		G078												15700		31.7		0.18		2.62						1.16								0.133				17.6		16						0.15										0.099		1.3		6.47		0.019				18.5								9						0.042		3.3		0.3		0.2		0.221				11		9.2				0.72				53		4.3		0.27		57		22				0.53		66																										0.046		0.04										0.6				0.255		0.16		0.199		3.7						0.22		0.54								0.7										18						4.5		6		6.9				6.3		2.3																																																0.089		5.9						1.1														5.8																5																												1.9						0.051								22

		PHToxR2R3		LW2-G079		G079		0.27						0.052				19000		12.8		0.08		2.26														0.185				23.2		21.1		0.366				0.14														8.12		0.037				23.2								5.2						0.068		4.3										45.1		3.9		0.184						26		8.8		0.43		35								62																																						0.79																0.33		0.89								0.71																1.4		2.7		2.8				3.9		1.1																																																0.1		2.5						0.64														3.4		0.59														2.6				24.2														2.8				0.111						2.7						0.033

		PHToxR2R3		LW2-G080		G080		0.66						0.79		0.208		9450		36.4		0.2		3.24						2.33		52		64		1		0.251				14.8		16.6				4.6		1.5												2.61		21		0.016				18								68						0.035		2.2		0.892		0.38		0.483				2.9		63				1.8		0.24		330		260		0.21		590		63				2.3		143																										0.165				0.172								1.3				0.727		0.36		0.311		4.9						5.4		1.4				0.188				6.1						10		35		12						34		27		49				23		14																																																0.087		26						4.7														66		1.5				0.119										21																												240						0.55								63

		PHToxR2R3		LW2-G082		G082		0.71						0.091				15200		9.25		0.16		1.8						0.282						0.7		0.118				20.4		19.6				14		3.6										0.083				8.68		0.036		0.048		20.8		1.1		6.9				27				0.06		0.057		1.2		1.15		0.79		0.39		0.6		14		32		0.31		2.3				180		17		0.44		200		180				46		78.5																										0.225				0.142								1.8				0.928		0.769		0.248								1.4		1.6								2.8										150						14		22		25				23		7.4																																																0.14		18		0.049				4.1														21		0.89								0.228						20																												8.5						0.083								180				0.098		0.13

		PHToxR2R3		LW2-G083		G083		3						0.832		0.144		24200		61.9		0.23		3.09						2.78		240				3.2		0.29				30.4		30				13		13										0.317		2.6		14.9		0.063				24.6				7.8				94						0.111		1.8		2.26		1.65		1.25		1.1		36		100		1.04		5.16				570		84		0.94		660		77				83		114																										0.511		0.217		0.233								5.5				1.75		1.43		1.02								3.8		5								11						29				40						45		59		77				62		24																																																		62		0.135		0.155		10														82		5.3														57																		12				0.622						41						0.13								77				0.108

		PHToxR2R3		LW2-G085		G085		62								0.995		23400		53.1		0.94		4.63						6.23		3400				17		0.973		130		91.6		98.1		0.731		67		38										3.36				75.5		0.173		3.8		34.9								3100						0.343		34		10.8		6.83		7.87		0.66		73.8		2500		2.95		25.5				16000		3200		2.7		19000		1800				71		472																										3.37		2.57										29				7.41		4.26		7.84								160		32								890								1700								1300		1400		1900				1200		610																																												0.27						1800		1.02		1.27		410						38								3400		320								1.17		0.065				1100		0.11				0.31								2.5				44						0.66				1700						1.2								1800				0.625												0.97

		PHToxR2R3		LW2-G086		G086		4.1						0.443				25300		93		0.38		3.46						0.329		260		17		1.6		0.534				35.1		38.3		0.242				5.9				100						0.26				20.4		0.079				25.9								90		410		0.17		0.151		0.9		2.38		2.6		4.37		1		40		90		0.78		9.35				510		83		1.33		590		220		146		89		140																						101				0.458		0.524		0.192								9.2				1.92		2.08		4.18								4.3		4								9.3						50		97		56						37		52		68				55		22																																																0.15		53		0.248		0.245		9.8														72		5.7				0.046				0.409						50																		16										34						0.089				510		307000		220		510		0.196		0.076

		PHToxR2R3		LW2-G088		G088		5						1.19		0.069		27400		82.7		0.47		3.71						0.426		520				5.9		0.341		8.1		36.4		48.7		0.17				19										0.416				21.8		0.084		0.114		27.5								180				0.16		0.189		10		3.07		2.87		1.37		3.1		51.8		240		0.65		7.31				1300		140		1.65		1500		260				340		157																										0.575		0.498										10				2.49		2.37		1.34								7.7		13								20						38		130		60						110		160		180				160		58																																																0.13		140		0.224		0.169		25														180		8.7								0.282						150														4.2				22						0.22				54						0.15								260				0.172		0.072										0.36

		PHToxR2R3		LW2-G089		G089		8.6						0.166		0.125		8020		30.6		0.3		3.02						2.54		84				1.4		0.291		20		15.6		21.9						3.9										0.37				44.3		0.029				17.6								810						0.04		1.2		2.43		1.47		1.7				2.6		130		0.3		5.6				2200		2600		0.31		4800		260				18		144																										0.618		0.447		0.341								2.2				1.81		1.02		1.4								670		3.3								420								200		47				0.08		130		65		94				45		32																																																0.099		150				0.214		10														790		420				0.337										44												0.07																1100						3.6								260				0.059

		PHToxR2R3		LW2-G090		G090		3.1						0.861				26800		94.2		0.6		3.81						0.481		260		43		3.2		0.563		6.2		44		48.5		0.231		450		13												0.341		30.8		0.11				28				10				91				0.16		0.199		16.5		2.56		3.78		1.11		1.1		59		120		0.773		7.46				620		72		1.66		690		800				92		185																										0.754		0.752										4.4				1.81		3.03		1.08								4.9		3.1								9.9				290				300		160				0.09		45		63		89				66		28																																																0.13		70		0.181		0.147		14														90		5.4				0.386				0.499						62																		9.7						0.23				35						0.083						617000		800				0.157		0.275										0.37

		PHToxR2R3		LW2-G091		G091		4.3										26200		93.4		0.5		3.49				1.96				250				6.5		0.414		8.6		44.3		49.6						16										0.463				28.5		0.108		0.647		27.5								160				0.18		0.198		2.3		6		3.7		2.95		2.8		61		190		0.79		12.7		2.42		970		130		1.52		1100		220				220		187																										1.15		0.449		0.683								8.2				4.85		3.25		2.27								5.9		9.3				0.403				26						44		96		70						76		97		140				95		48																																																0.12		120		0.245		0.228		16														130		7.7								0.516						86						0.44								3.3				14						0.36				55						0.13								220				0.245		0.055										0.8

		PHToxR2R3		LW2-G092		G092		280						1.31				17500		16.7		3.77		9.17		90				1.68		1500		290		10		2.86		540		117		120		0.289		69		25										2.64				59.1		0.085		7.37		41.3				680				4300						0.371		17.7		4.7		5.32		8.69				56		1700		2.7		19				17000		8300		3.84		25000		1600				23		717																										3.1		3.48										44				1.55		1.84		8.64								220		18								2200								1500						0.72		1100		800		1300				590		430																																												4.5						1500				2.26		130												0.57		5900		730								0.642						640		0.31				2.2												32						1.1				5100						1.3						3490000		1600				0.33												3.3

		PHToxR2R3		LW2-G093		G093		28				57						29500		148		0.77		5.11						7.99		9800		190		10		0.869		43		46.8		67.4				1800		31						370				7.26				105		0.281				30.8				14				960						0.252		32.7		27.9		21.1		9.49		0.71		50		600		7.48		58.5				4100		1500		2.02		5600		3500				88		296																										4.56		2.91		2.35								16				23.3		18.2		7.14								59		19								420						627		2100		638						290		350		460				330		140																																																		410		3.13		1.42		55														780		110														340																		34										830						0.52						2160000		3500				0.508		2.41

		PHToxR2R3		LW2-G096		G096		4.1						0.255				12400		52.3		1.09		5.04						0.639		110		55		2.9		0.215		8.7		19.5		25.8				9.1		5.5										0.486				43.4		0.049												130						0.08		8.4		13.3		4.28		8				21.6		160		1.44		25.6				860		120		0.895		980		310				13		124																										2.02		0.429		1.29								6.7				11.3		3.85		6.71								19		7.7								16				22				240				40				66		100		120				98		37																																																		89		0.441		0.348		19														110		8.1								0.268						95														3				19										44						0.18						258000		310				0.272		0.369

		PHToxR2R3		LW2-G099		G099		2.6						1.56		0.412		28500		108		0.495		3.92						0.46		17000		170		41		0.461		13		40.2		67.8		0.193		23		68										0.331				27.7		0.092				27.4								150						0.185		3.7		5.48		4.16		21.2		0.34		52.4		220		1.72		30.9				1100		94		2.18		1200		310				48		171																										0.764		0.774		1.32								4.3				4.72		3.39		19.9						96		5.4		5.8								18						66		170		58						85		130		170				110		53																																																		110		0.249		0.211		27						18								130		4.8								0.339						110																		6.9				1.03						49						0.098								310				0.207

		PHToxR2R3		LW2-G103		G103		1				9.4		0.327				23900		96.3		0.25		3.26						0.328		74		18		4.6		0.231		4.4		29.5		38.9				8.2		9.9										0.717				15.1		0.065		2.17		25.1				3.6				42						0.149		2.4		4.76		5.52		6.92				47		45		1.58		17.2				260		37		1.37		300		110				9.2		107																										0.834		0.209		1.67								2.3				3.93		5.31		5.25								4.6		3.4								5.6						18		52		34						20		30		34				28		11																																																		25		0.468		0.197		5														37		2.2				0.127				0.489						26														3.1														19						0.052						66200		110				0.458		0.447

		PHToxR2R3		LW2-G105		G105		28				190						17300		64		0.26		16.9						0.954								0.211				22.1		22.5		0.218								300						0.483		0.322		26		0.058		0.383				14.7						1600		730				0.106		3.5		8.98		4.27		1.54				18		620		2.71		14.8				5900		2300		5.97		8100		17		348				94.6																						30.2				1.96		0.614		0.565								140				7.02		3.66		0.973								150		100								180						4.2				8.3						350		510		480				520		140																																																		430		0.701		0.588		62														1300		130								0.506						470																		370										1200						0.27				1000		30100		17		1000		0.654		0.751

		PHToxR2R3		LW2-G106		G106		3.7						0.502		0.463		28000		92.7		0.45		3.58						0.471		2200		1200		39		0.507		10		48.4		66.1		0.295		82		57										0.565		0.561		25.3		0.072				33								110						0.171		2.6		4.09		3.45		3.1				46.3		160		1.04		11				770		92		1.56		860		260				24		182																										0.634		0.284		0.94								6.2				3.46		3.17		2.13								6.4		4.2								13				110				94		32						65		87		120				73		36																																																		82		0.263		0.147		15														110		6.2				0.2				4.89				0.765		71																		9.4										47						0.1								260				0.295		0.328

		PHToxR2R3		LW2-G109		G109		2.1						0.604		0.319		27400		115		0.37		4						0.313		1400		290		51		0.732		6.1		39.2		52.1				35		81														26.9		0.085				28.6		6.4						68						0.191		18.9		2.31		1.78		1.4		1.4		58		80		0.8		5.5				440		61		1.77		500		230				84		239																										0.278				0.46								4.7				2.03		1.76		0.949								5.2		2.8								6.8				110				76		21						33		54		61				47		19																																																		43		0.23		0.125		11								290						59		4.1				0.137				0.197						44														2.4				9.6										28						0.062						219000		230				0.082		0.346

		PHToxR2R3		LW2-G111		G111		5.9						3.18				21600		64		1.94		15.5				1.91		0.862		14000		2800		540		3.51		13		103		216		2.35		380		910				430						1.38		0.986		120		0.279				78.1		20		32				140		1300				0.625		20.8		3.79		2.19		5.26				45		130		0.98		11.2		3.24		830		180		2.16		1000		1700		310		35		1940																										1.72				1.62								34				2.07		2.17		3.64								7.5		4.4				1.28				16				1200				330						0.11		69		77		100				74		33																																																0.14		99		0.315		0.245		15						55		1100				0.17		160		12														65		0.16												2.5		0.758		27						0.43				81						0.096				1700				1700		1700		0.379												0.56

		PHToxR2R3		LW2-G112		G112		1.8				510		0.956		0.789		25100		107		0.48		4.19		9.3				0.458		3000		240		100		0.795		5.7		38.8		62		0.423		55		120										0.466				84		0.097				29.4				22				75						0.348		10.4		2.6		2.78		1.55				67.3		93		0.745		6.9				500		49		1.95		550		340				14		271																										0.43		0.341										4.7				2.13		2.44		1.52								3.4		3.6								7.3				170				83				55				39		58		71				55		22																																																		53		0.194				8.7						53		130						67		3.1				0.334				0.742						52														4.1														27						0.061						274000		340				0.321		0.185

		PHToxR2R3		LW2-G117		G117		17										24200		134		0.23		3.67				0.4		0.386								0.231		37		29.3		30.6		0.271																0.411		17		0.056		0.641		20.7								600						0.146		8.4		3.76		2.58		1.26				70.2		320		0.98		7.6		0.73		2600		680		2.74		3200		18						95.6																										0.668		0.642										21				3.09		1.94		1.23								37		25				0.282				46						3.8				9.7						140		210		240				180		78																																																		220		0.239		0.469		28								43						700		46								0.416						170																		47										460						0.24						26200		18				0.16		0.102

		PHToxR2R3		LW2-G121		G121		14				11		1.06		0.108		29000		124		0.25		3.84						1.71		90						0.256		8.7		34.2		37.8				6.2						140								0.652		14.1		0.107				23.3				5.9				280		580				0.19		8.6		27.2		5.47		0.64				78.8		170		2.1		33.3				1300		330		2.45		1600		19						105																										6.42		1.86										17				20.8		3.61		0.604								29		16								37						3.8				9.5						86		120		130				120		42																																																		140						14														290		28										0.21				100														3.9				39										160						0.14				720				19		720		0.138		1.89

		PHToxR2R3		LW2-G122		G122		25				7.1				0.26		26600		172				3.52				0.473		0.425		74						0.249		11		31.5		38.8		0.344								100				0.293				0.294		15.2		0.065		1.44		25.5				6.4				510		470		0.15		0.309		3.2		5.7		5.26		0.201				74		400		2.3		11		2.81		2500		660		2.5		3200		13						105																										1.39		2.35										29				4.3		2.91		0.164								51		35				0.578				95										6.3						200		240		300				200		96																																																		270		0.486		0.687		28										1.76				490		50								0.415						190																		75										320						0.24				570				13		570		0.55		0.549

		PHToxR2R3		LW2-G123		G123										0.353		34400		78.3		0.12		2.27				0.227		1.22								0.072				40		30.9				4.3								11								5.46		0.137				29.5								5.4		16		0.23		0.068		1.4										82		1.4						0.297		15		11		0.37		26								67.3																																						0.84																6.3										0.45																0.86		0.86		1.1				1.3																																																										0.47														3.5		0.37														0.95				38.7										2.1														2.8						0.034				23						24

		PHToxR2R3		LW2-G124		G124		8.8				8.7						14500		33.1				8.79														0.093		32		18.8		17										100				3.53						28.6		0.052				19.2		29						580		340		0.065		0.044		0.8		3.44		0.578		0.501				13.6		480				4.52				3200		420		1.02		3600		23						87.8														10												1.03												18				2.41		0.486		0.379								23		24								51								13.9		5.14						210		300		360				280		120																																																		370						43														700		18														260																		39										250						0.61				440				23		440

		PHToxR2R3		LW2-G127		G127		8						0.301		0.069		21800		77.5				3.33				0.304		0.852								0.255				27.1		37		0.181								82								0.591		15.6		0.115				23								1800		320		0.095		0.237		0.8		6.5		2.5		12.5				67.6		1500		0.971		22		0.379		9900		870		2.18		11000		17		218				100																		1.6		1.1						1.03				0.348								21				5.47		2.47		12.2								58		150								130						2.6				9.6						920		1200		1100				950		380																																																		990		0.346		0.387		140														1500		34								0.482						910																		78										400						0.78				400				17		400		0.198

		PHToxR2R3		LW2-G130		G130		5				8.7		0.204				18000		60.9				2.52				0.241		0.399								0.15		8.7		20.9		23.7										47								0.204		13.1		0.08		0.418		20.7								410		170				0.126		3.2		14.9		2.7		48.5				31		460		1.35		66.1		0.299		2900		360		1.05		3300		36						81.8																										1.02		0.886		0.222								19				13.9		1.81		48.3								25		36								36										31						190		430		350				410		110																																																		230		0.443				45														350		18								0.247						370																		43										180						0.46				220				36		220		0.293		0.583

		PHToxR2R3		LW2-G133		G133		6.1						0.207		0.099		22700		164				3.02				0.351		0.747		110						0.23		9.9		27		35.7		0.423						0.153		69								0.584		12.7		0.09		0.382		21.7								290		380				0.191		4.3		1.83		3.01		0.47				80.4		280		1.03		5.3		0.438		1700		220		2.91		2000		12		534				93.1																										0.362				0.33								8.4				1.47		2.98		0.136								16		19								30										5.4						130		200		210				180		69																																																		170		0.374				25														290		14								0.387						170																		20										110						0.12				450				12		450		0.131		0.472

		PHToxR2R3		LW2-G136		G136		15										23200		100		0.27		3.68						0.842								0.25				30.5		35.6								0.337		250										19.5		0.08		3.6		22.6								830		1600				0.177		1		3.9		2.54		0.282				60.4		340		1.58		6.8				2700		350		9.34		3100		51						100																										0.638												8.5				3.3		2.51		0.239								29		15								30								27		17						150		190		260				170		81																																																		230		0.278		0.966		22														640		30								0.56						170																		16										220						0.078				1900				51		1900				0.302

		PHToxR2R3		LW2-G139		G139		170										18600		84.7		0.51		4.23						0.792				80				0.38		450		29.8		39.5								0.149		360										36.6		0.11		6.18		24.2								5200		2400				0.156		11.5		3.91		10		0.199				28.7		3300		1.83		14				24000		5500		9.93		30000		32						188																										1.08		6.4										49				2.83		3.94		0.167								390		71								890								21								2300		2000		2400				1100		880																																																		3000		0.462		1.31		590														5500		310								0.365						1200																		90										3700						0.55				2800		61300		32		2800

		PHToxR2R3		LW2-G142		G142		7.7				6				0.063		12200		48.4		0.52		2.75						0.79		48						0.17		11		16.8		19.7				5.1				0.079		38								0.54		20.3		0.05		1.07		13.6				15				390		250				0.101		0.4		8		2.27		1.19				32		400		1.94		11				2500		270		3.88		2800		19						73.8																										4.26				0.487								6.1				3.7		2.25		0.699								14		26								30								13								160		320		300				340		99																																																		220		0.249		0.382		45														330		15								0.357						320																		16				1.03						160						0.12				290				19		290				0.267

		PHToxR2R3		LW2-G147		G147		1.8										17700		35.4				3.11														0.16		5.7		21.6		19.3				4.6				0.159		22										18.8		0.07		0.815		20.6				4.8				220		144				0.1				9.07		1.89		1.59				29		280		1.6		12.6				1700		140		0.89		1800		19						87.7																										1.78												5.2				7.29		1.87		1.57								8.2		18								18								10		5.1						110		230		210				260		65																																																		140		0.364		0.89		31														170		5.7								0.327						240																		12										76						0.28				170		153000		19		170				0.367

		PHToxR2R3		LW2-G155		G155		15				96						30900		189		0.18		2.9														0.848		21		35.9		45.6										300										72.2		0.19				28.9								2000		710		0.18		0.27		9.2										76		970								8400		1700		1.9		10000								127																																						49																120		65								140																430		900		760				1000		210																																																		540						84														1500		84														970																		250										1000						0.89				1000						1000

		PHToxR2R3		LW2-G157		G157		19								1.04		18400		74.7		0.29		3.71						0.685								0.112				21.4		26										400										13.3		0.022				19.5						960		550		560		0.07		0.09		1.1		0.459								42		120				0.954				1700		1700		0.59		3400								96.6																										0.326												100																280		30								70																90		100		93				100		28																																																		160						17														460		180								0.422						84																		180										870						1.3				960						960

		PHToxR2R3		LW2-G160		G160		32										19000		77.6		0.34		6.44						1.3								0.193		72		23.7		88.2										540				1.5						35.8		0.137		1.95		23.7						1600		1300		800		0.11		0.132		39.3		2.34								36		770				3.3				5700		1900		1.39		7700								132																										1.02												180				1.32												290		63								130																340		560		590				620		180																																																0.099		420						100														1000		150		230						0.375						620																		270										840						0.96				1300						1600																0.42

		PHToxR2R3		LW2-G161		G161		29										14700		32		0.19		4.48						1.52								0.151				18.8		74.7										550										20		0.054				19.4						1400		1500		770		0.08		0.114		3.8		0.745								29.5		590				1.67				5500		2100		0.88		7600								83.6																										0.496												130																240		55								190																310		470		460				510		130																																																		390						71														1200		180		83												490		1.6				0.61												210										1100						1.6				1300						1400														0.76

		PHToxR2R3		LW2-G163		G163		1.9										8660		32		0.07		1.54				0.191										0.043				11.2		10.2				6.7																3.23						12.9								66		14.5				0.024				0.14								2		64				0.23		0.242		370		37		0.1		410				3.75				42.5																																						2.7				0.122												5.8		4.3								6																38		46		48				32		16																																																		39						5.4														49		2.7														31																												15						0.34				20						21

		PHToxR2R3		LW2-G164		G164		2.1								0.461		13900		16.8				3.28		8.1		0.151		0.743								0.103		8.9		17.8		18				4						19								0.585		7.91		0.037		0.292										75		100				0.063		1.2		0.65		0.672						12		140		0.81		1.3		0.201		610		54		0.49		660		5.3						75.9																										0.131												1.8				0.52		0.655										6.7		1.7								7.4										1.3						50		77		110				58		34																																																		63		0.254				15														69		3.7								0.159						58																						0.082						31						0.21				120				5.3		120		0.192		0.264

		PHToxR2R3		LW2-G166		G166		8.7										27000		37.4		0.29		12.5				0.222										0.113		2.1		28.4		25.9										20										15.8		0.024				22.4								320		73		0.11		0.089		60.9		0.84		0.524						58		130		0.11		1.4		0.28		1100		280		0.31		1400								81.7																										0.31												14				0.529		0.505										57		11								24																69		110		100				120		32																																																		92		0.042				10														170		15														100																		52										110						0.8				93						94

		PHToxR2R3		LW2-G170		G170		6.7								0.142		12900		107				2.92				0.348		0.954								0.142		24		18		21.3										88										11.1		0.04		0.572		17								340		240				0.126		5.6		1.01		1.7		1.1				28.4		210		0.75		3.8		0.41		1600		330		1.11		1900		8						75.4																				1.1						0.142				0.216								7.2				0.866		1.7		0.882								34		12								27										2.1						100		130		160				110		52																																																		150		0.122		0.395		16														400		18								0.295						110																		17						1.4				210						0.33				330				8		330		0.086		0.132										1.5

		PHToxR2R3		LW2-G172		G172		20						0.832				33700		99.5				4.17				0.741		0.713		97						0.249		11		36.7		42.4								0.323		140				0.344						14.1		0.057		3.12		29.5				11				390		640				0.176		20.1		3.75		6.53		1.83				84.1		280		0.502		12.1		0.833		2000		430		2.94		2400		17						117																										0.825		3.25		1.31								18				2.92		3.28		0.521								34		18								43								5.7		4.7						150		190		210				180		72																																																		200		0.398				21												0.35		410		27								0.66						150																		28										260						0.16				780				17		780

		PHToxR2R3		LW2-G176		G176		6.9						0.173		0.093		9240		22.9				5.2				0.209		1.21		46						0.102				12.2		14.3								0.779		350				0.043						12.9		0.04				10.8						500		350		150				0.042		3.1		0.52		0.642		0.099				6.1		170		0.67		1.3		0.26		1300		350		0.38		1700								80.9										6.1																0.048												6.3				0.472		0.625		0.077								34		4.8								26																90		94		130				75		44																																														0.36				130		0.15				16														330		31								0.26						78																												250						0.84				500						500		0.336		0.157

		PHToxR2R3		LW2-G178		G178		810						1.32		0.131		17000		56				3.01						0.88								0.112		580		20		19.6		0.193								350						2.07				11.5		0.083		0.473								910		97000		555				0.091		0.7		4.28		1.96		2.24				20		50000		1.7		8.48				390000		75000		0.8		470000		8.1						72.9																										1.23		1.25		0.787								250				3.05		0.712		1.45								8200		2400								14000										3.6						32000		41000		38000				26000		12000																																																		35000		0.099		1.29		3900														83000		4900								0.469						27000																0.138		410										45000						82				910		20200		8.1		910				0.268

		PHToxR2R3		LW2-G179		G179		190										13900		102				2.57								83						0.208		20		19.3		24.8										2400				4.43						14.2		0.067				20.1		9.7				5300		27000		2900				0.557		4.2		122		9		13.2				35.5		8800		8.9		140				91000		41000		1.62		130000								80.1																										45.3		2.6		1.61								350				76.5		6.36		11.6								4300		260								3300																5800		8100		6800				6800		2000																																																		7000		7.96		0.863		660														21000		2700		40						0.562						6200						0.22								2.1				930						0.46				29000						16				5300						5300														0.68

		PHToxR2R3		LW2-G180		G180		12						0.308				12200		21.1				2.76				0.859										0.084		15		15.6		12.2										550										17.2				0.262								1300		6100		710				0.039		0.4		4.9		0.424		0.871				5.4		3200		0.97		6.2		0.911		25000		1700		0.3		27000								59.6																										0.95												17				3.91		0.407		0.848								170		290								430																1900		2800		2400				2300		760																																																		2300				0.52		250														3900		93								0.147						2100																0.663		58										680						14				1300						1300				0.414								0.398

		PHToxR2R3		LW2-G182		G182		9.3										15500		71.4				2.61				0.188		0.164		34						0.096				20		18.2								0.102		138										8.29		0.054				18.6						390		690		250				0.052		1.6		2.99		1.21		0.317				11		180		0.44		4.51		0.24		2200		620		0.74		2800								72.1																										0.437		0.457										11				2.55		0.749		0.294								77		13								69																150		180		140				180		39																																																		230		0.169				39														450		77								0.062						100																		21										350						0.71				390						390		0.026		0.219

		PHToxR2R3		LW2-G184		G184		1.8										17100		51.2				2.6						0.207		29						0.114		4.4		23.6		19.5				5.2				0.123		57										8.25		0.028				20.7								130		170				0.061		6.9		4.83		0.86		0.662				21.1		110		0.258		6.35				730		120		0.6		840		51						86.8												1.4								1.2						0.348												4.7				4.48		0.841		0.637								25		9.6								12				34				9.3								59		89		85				80		27																																																		75						11														100		7.8								0.146						70																		11										47						0.24				230		64300		51		230				0.196

		PHToxR2R3		LW2-G187		G187		0.78										20100		31.7				2.19				0.242		0.632		79						0.084				27.2		23.4																				5.74		0.032				19.6								11		24				0.05												51.4		12						0.302		64		13		0.31		77								56.3																																						1.2																2.1		1.3								1.2																4		8		9.4				9		2.9																																																		4.1						1.4														7.1		1.7								0.359						7.1												0.69																5.3						0.056				31						32

		PHToxR2R3		LW2-G197-1		G197-1		58				37						22700		55		0.84		6.62						4.63		100						0.349		72		41.2		183				28						150										60		0.174				29.2		8.2						1100		510				0.191		29.1		3.77		3.53		1.8				22.1		970		3		9.1				6100		1700		2.21		7800		55						216																										1.68												88				2.09		3.51		1.8								130		38								150						10.9				27		13.7				510		640		730				480		240																																																		590		0.784				86														1200		110								2.14						500																		210				1.86						970						0.64				660				55		660		0.292		0.086

		PHToxR2R3		LW2-G198		G198		31										20700		71		0.75		5.46						1.05		490		16		52		0.304		53		55.9		290				170		140				200								1.01		90.1		0.154				28		16						960		810		0.1		0.729		16.7		5.26		2.24		0.727		9.3		44		1000		2.84		8.23				5900		840		1.87		6800		120				460		270																										2.21												22				3.05		2.22		0.697								63		28								100						11.9		52.3		30.2		17.6				510		650		780				510		260																																																		580						130														960		58														580																		52				2.75						520						0.59				1000		184000		120		1000																0.28

		PHToxR2R3		LW2-G199		G199		170										21800		71.6		0.7		5.17						5.95		230		12		18		0.259		130		50.2		400				19		75				160								6.06		86.6		0.173				24.7		37		9.2				720		630		0.11		0.195		1.5		4.07		1.16		1.75		4.4		58.3		710		3.91		6.98				4200		4100		1.92		8300		96				160		270																										1.09				0.559								260				2.98		1.05		1.19								270		19								130						5.26		47.9		28.3		11.9		0.12		370		430		540				340		170																																																		420		0.321				88												0.63		760		230														380		0.21				1.1												2300				3.26		0.73				890						1				790				96		790														1.8

		PHToxR2R3		LW2-G200		G200		11				14						21500		76.3				2.83						2.51		92				0.49		0.165		13		24.6		24.7						2.9														11.4		0.037				21.7								360						0.095		1.5		7.99		2.94		4.95				29.9		290		1.46		15.9				2000		360		1.31		2300		21.1				15		93.3																										1.37		0.421		0.424								11				6.62		2.52		4.53								37		18								40						2.59		9.81		4.87				0.1		130		230		220				220		72																																																		180		0.579				29														310		28														210												0.29						32										190						0.3								21.1				0.219		0.626												0.91

		PHToxR2R3		LW2-G202		G202		17				7.5				1.67		21400		91.7		1.15		3.88						5.7		91				15		0.3		15		30.5		120				9.6		26				110		7								27.8		0.147				22.2				7.2				300		460		0.14		0.238		5.1		6.27		2.39		0.602				49.6		300		1.44		9.27		1.1		1800		330		2.02		2200		67				150		280																										1.24												9.8				5.03		2.27		0.438								44		8.6				0.7				42						6.54		35.7		18		3.33				160		180		220				140		76																																																		200				1.05		32														390		40														150																		19										170						0.2				570				67		570

		PHToxR2R3		LW2-G203-1		G203-1		25.5						0.497		0.16		33300		84.2		0.415		4.1						1.3		300		15		16.5		0.295		35.5		57.2		493		0.368		49		88.5		0.153		210										58.6		0.164		1.83		43.3		16						570		780		0.215		0.277		4.6		2.14		2.35		0.554		3.55		78.5		500		0.913		5.05				3000		500		2.24		3500		70				250		243																										0.419		0.343										15				1.72		2.01		0.518								42		13.5								63						14				35		17				255		280		375				205		125																																																		290				0.562		45.5														635		39.5								0.55						215																		30						0.18				295						0.28				990				70		990		0.285												0.33

		PHToxR2R3		LW2-G204		G204		21								0.216		22000		77		0.17		2.97						4.57						4		0.164		23		39.3		60.8						17				200								5.38		52.7		0.081				20.6		12		24				1300		380		0.1		0.099		3.5		2.64		0.818		0.44		0.73		57.9		1800		0.547		3.9				10000		2000		1.15		12000		60.3				56		114																										0.603				0.311								41				2.04		0.797		0.129								330		160								160						8.18		23.9		12.5		12.8				940		1400		1300				1200		460																																																		1200		0.188		0.312		160														1200		210														1100																		110										950						1.6				580				60.3		580

		PHToxR2R3		LW2-G205		G205		2.7										12600		36.4				4.07						4.32				5.5		0.8				2.9		17.3		23.7				4.1		9												3.5		15		0.025				18.1				9.7				260						0.068		0.85		4.23		1.7		1.18		2.1		15		170		0.51		7.1				1200		160		0.71		1400		5.97				230		79.3																										1.71												5.7				2.52		1.66		1.16								11		16								22										1.69						88		140		130				130		39																																																		110						13														200		9.4				0.537										100																		15										84						0.33								5.97						0.453

		PHToxR2R3		LW2-G206		G206		40				37						23000		94		0.4		4.78						7.16		500		430		11		0.38		120		37.4		166		0.895				82				230										94.7		0.153				25.7		8.6						740		740				0.248		3.8		136		5.06		93.3		2.8		57.1		660		1.24		234				4100		790		2.43		4900		120				250		227																										2.75		2.15		1.36								31				133		2.91		91.9								82		24								81						14.6		55		50.3						340		420		500				370		160																																																		450		0.275				75														680		80														390																		53										440						0.34				970				120		970		0.621

		PHToxR2R3		LW2-G207		G207		210				33				0.325		22900		259		0.4		4.45						6.63		130				4.3		0.391		64		37.6		76.9						20				300						1.9		6.15		83.4		0.144				20.4				12				1100		720		0.11		0.269		33		22.1		5.7		13.3		1.4		56		1000		4.53		41				6300		1900		2.86		8100		212		492		67		229																										3.56				5.34								42				18.5		5.6		7.95								400		30								120						36.4		102		55.8		10.6				490		690		760				550		240																																																		530		1.03		0.663		110														1200		340														590																		93				2.63						840						0.51				1000				212		1000

		PHToxR2R3		LW2-G209		G209		130										14300		34		0.71		4.05						8.2		830						0.206		140		34.2		89.2				28						83						3.39		8.52		147		0.201				19.1								1400		260		0.06		0.12		0.4		7.41		1.63		1.9				16		1400		5.08		11				8600		2100		1.09		11000		200						169																										2.15				0.53								70				5.26		1.53		1.35								160		37								290						13		112		61.4		9.37				840		990		940				660		410																																																		900						150														1600		220								3.62						730																		140				4.19						1200						1.6				340				200		340				0.606

		PHToxR2R3		LW2-G210		G210		360										22600		165				2.78						1.9								0.272		130		26.8		34.9						0.2				1400				1.85						21.6		0.125				24.6						3300		77000		1900				0.329				3.81				4.28				67.1		26000				8.7				260000		86000		3.92		350000		8.58		698		0.59		97.4																														3.86								270				3.57												4800		400								8200										2.39						17000		23000		20000				19000		6000																																																		19000						1500														60000		4900		23												17000																		940										66000						16				3300				8.58		3300

		PHToxR2R3		LW2-G212-1		G212-1		1.9										18800		58.9				3.05												0.39		0.185				23.1		26.7						1.4														10.5		0.052				19.7				6.4				64						0.06		2		0.41				0.271				56		50				0.73				330		70		1		400		41				16		93.1																														0.271								2.1				0.39												7.9		4.5								11						5.39		27.2		4.32						27		36		37				31		13																																																		34						4.8														53		5.8								1.23						28				28.9														4.2										34						0.086								41

		PHToxR2R3		LW2-G213		G213		13				39						16700		37.5				2.82						2.63						0.16		0.166		24		20.4		25.7						0.2				180				8.68						16.1		0.091				19								4400		450				0.153		3.3		1.6		0.577		3.75				36.6		2100				5.9				19000		4300		1.63		23000						0.49		77.8																														1.91								60				1.48		0.455		1.84								280		170								230																980		1800		1600				1900		460																																																		1300						140														4700		86														1600																		320										3200						2.5				630						630

		PHToxR2R3		LW2-G220		G220		13						0.304				18500		38.6		0.66		7.99						2.49		60						0.222				22		40.9								0.955		140				1.62		1.44				17.2		0.041				20.3								3400		350		0.13		0.135		1.5		11.4		1.9		2.73				40		1200				16				12000		1400		1.03		13000								119																										3.59				0.586								23				7.83		1.88		2.14								380		98								200																800		980		880				820		290																																																		920						110														2600		140		2.1												910																		67										540						2.2				490						490

		PHToxR2R3		LW2-G221		G221		680						0.295				19800		43.2		0.07		2.07						2.18								0.119		1100		21.7		20.5		0.211						0.657		1400				0.522				0.679		7.67		0.035				20.5						2600		36000		1200		0.09		0.086		0.3		6.16		0.801		4.01				21.9		12000				11				120000		69000		0.74		190000		8.9						73																										0.869				1.35								580				5.29		0.782		2.66								11000		1400								8800										3.6						8100		10000		9100				7100		2900																																																		9700						760														34000		4900		4.9						0.725						6700																		520										42000						52				2600				8.9		2600

		PHToxR2R3		LW2-G227		G227		1.3						0.116				18700		12.4				12.5				0.332		0.362								0.18		4.8		16.6		18.7										37										27.3		0.013				12.7		3.5						66		330				0.043				1.09		0.48		0.79				3.5		77		0.36		2.4		0.385		420		45		0.38		460		8.1						103																										0.431				0.4								1.5				0.656		0.458		0.39								3.3		3.4								7.4								2.6		1.6						28		50		58				51		19																																																		30		0.09		0.182		9.5														56		2.1		1.9						0.219						50																												25						0.2				370				8.1		370				0.067

		PHToxR2R3		LW2-G228		G228		42								0.179		24600		97.2		0.74		4.92				0.734		1.38		160						0.28		76		33.5		101		1.26						1.45		160										36.6		0.089				25.7								1500		590		0.13		0.191		17.9		10.2		6.9		3.41				58		1100		2.6		20.5		0.815		7700		1400		2.48		9100		23						149																										4.05		2.28		0.576								24				6.13		4.62		2.83								75		47								140										16						460		680		830				590		250																																																		800		0.531		1.03		96														1900		83								0.551						580																		51										970						0.64				750				23		750		0.522		0.502

		PHToxR2R3		LW2-G230		G230		37										25000		115		0.34		3.87						1.48		130						0.25		39		34.4		55		0.843						1.35		81										29.1		0.062		5.83		26.4								940		360		0.12		0.169		6.8		15.1		8.38		27.3				54.1		1300		2.7		50.7				6200		670		2.66		6900		240						132																										1.66		2.84		0.707								6.9				13.4		5.54		26.6								67		32								120								220								640		640		980				420		290																																																		780		0.746		1.47		86														1000		60								0.662						440																												370						0.43				440		31800		240		440		0.444

		PHToxR2R3		LW2-G231		G231		9										14400		53.3		0.85		8.83						4.45						2.8		0.156		26		21.5		348				8		6				39.5								5.68		24.3		0.031				28		12		4.9				380		220		0.08		0.156		4.2		5.62		2.04		1.41				20		470				9.06				2600		270		0.81		2900		6.69				7.2		135																										1.84				0.317								6.1				3.78		1.94		1.09								28		14								40										2.02						210		320		360				270		110																																																		260						45														390		21														270																		17										140						0.55				260				6.69		260

		PHToxR2R3		LW2-G232		G232		42				230		2.57				16400		73		0.26		3.77						1.09		580		15		11		0.268		81		28.5		62.5				29		34				96										28.1		0.15				25.1		48		8				1000		540		0.12		0.247		5.8		12.9		3.2		4.51		0.54		30.5		1300		4.97		21				7200		900		2.4		8100		51.9				47		128																										4.26												14				8.65		3.12		4.35								78		37								100						5.75				40.5						560		810		950				810		330																																																		680		1.32		0.646		160														980		68								0.347						870																		24										580						0.51				640				51.9		640		1.35		1.59				14

		PHToxR2R3		LW2-G234		G234		1.4								0.812		9030		38.4		1.36		4.73						6.12						0.98		0.104		5.4		16.4		24.7						6.7				30										24.3		0.016				13.2				6.8				130		68				0.053				8.2		0.601		3.83				3.8		92				12.6				640		430		0.24		1100						91		129																										1.09				0.615								1.7				7.11		0.519		3.21								55		3.1								16																40		56		69				46		23																																																		59						8.1														160		30														44																												320						0.89				98						99

		PHToxR2R3		LW2-G235		G235		4.2						0.143		0.095		9270		3.2				2.42				0.155		0.078								0.064				12.8		9.7																				6.85		0.121		0.106		11.9								4600						0.028		0.2		0.48		0.788		0.129				0.62		3200		0.48		1.4		0.24		23000		680		0.11		23000								52.7																										0.056												25				0.422		0.773		0.109								22		280								170																1900		2900		2400				2100		780																																																		2100						260										0.069				3500		20														2000																		96										69						18														0.43

		PHToxR2R3		LW2-G240		G240		24										26900		88.1		0.21		3.19						0.684		160		31		1.5		0.257		34		33.5		50.9		0.546				2.1		0.444		350										18.2		0.069				28.4						1600		1100		1200		0.14		0.169		11.2		23.6		3.5		40.9				64		1100		2.65		68				6700		850		2.54		7600						6.3		117																										2.06				2.05								26				21.5		3.45		38.8								67		56								130																490		850		830				740		260																																																		630				1.44		97														1000		58								0.643				1.89		720																		67										450						0.48				1600						1600				1.16

		PHToxR2R3		LW2-G242		G242		14										27800		77.6				3.12				0.304				130						0.242		35		34.4		56.3										79				0.762						19.3		0.057				22.9								1100		350		0.16		0.15		1.9		57		9.86		276				57		1100		1.13		343		0.378		6900		940		2.07		7900								122																										4.14		1.54		63.6								20				52.9		8.32		212								66		56								150																550		860		850				720		270																																																		670						100														1100		52								0.532				1.74		720																		49										550						0.61				430						430				1.05

		PHToxR2R3		LW2-G244		G244		13										23400		87		0.77		3.91						0.913		250						0.185		46		31.1		84.5				59								17				2.14				27.9		0.211				24.9		13						460				0.11		0.139		8.1		4.8		1.53		1.7				33		450		1.1		8.1				2800		390		1.78		3200		190						108																										0.91												17				3.91		1.43		1.6								21		20								61								49		133						200		320		340				290		110																																																		260		0.481				44														460		19														290																		45										210						0.3								190				0.303

		PHToxR2R3		LW2-G245		G245		28						0.214				24200		105		0.71		4.96		22				0.568		100				3.1		0.9		77		32.6		562		0.302		18		18		0.356		110										34.8		0.065				26.3								1100		410		0.18		0.365		2.8		18.1		3.8		11.2		0.49		61		1100		2.44		33.1				6800		1400		1.97		8300		20		183		57		133																										1.93				0.557								36				16.2		3.77		10.6								110		42								160										8.8						540		840		820				760		250																																																		630		0.746		0.916		130														1000		94								0.535		0.127				750																		90										900						0.68				520				20		520				0.744

		PHToxR2R3		LW2-G247		G247		21				30						17300		29.2		0.75		3.86						1.15		320						0.261		36		28.6		102				170						72		17								32.8		0.143		3.43		22.5		44		9.6				570		320		0.09		0.148		3.1		8.69		2.99		1.95				30		540		2.7		13.6				3500		670		2.02		4200		164		1200				125																										1.95				0.655								29				6.74		2.88		1.29								35		28								87						10.2		103		43.7						270		370		410				340		130																																																		310		0.484				69						4.5								670		36														350																		60		3.8		1.24						390						0.34				390		111000		164		390		0.4		0.494				7.3

		PHToxR2R3		LW2-G254		G254		16										18400		12		0.2		2.58														0.163		75		25.2		24.4														0.719						16.2		0.387		2.5		25.4								1200				0.1		0.09		1.2		10.8		1.02		2.03				13		1600		1.8		13.8				9100		950		5.54		10000		57						89.2																										1.38												23				9.39		0.809		1.76								130		26								120								23.8		28.9						640		1100		1200				970		430																																																		910						290														1200		71														1200																		110										470						0.28								57				0.976

		PHToxR2R3		LW2-G260		G260		3										12400		28.3		0.1		2.6				0.187										0.097		15		18.1		17.8		0.092		5.5						63				4.51						17.5		0.624		4.62		22.8								380		134				0.035				2.32		1.77		3.64				2.8		330		0.468		7.73		0.237		2100		320		0.36		2500		12		383				70.8																										1.52		0.865		0.658								31				0.797		0.906		2.98								8		31								39										7.75						170		270		250				230		79																																																		240						38														290		10														200																		54										150						1.1				200		2450		12		200				0.412

		PHToxR2R3		LW2-G263		G263		42										27500		115		1.24		6.52						2								0.262		220		40.8		47										200				20.6						45.9		0.06		12.8		200		290				610		7300		400		0.105		0.196		28.6		13.9		2.74		17.6				47.4		5400				34.3				39000		18000		1.32		57000								111								0.35																		5.34												330				8.57		2.63		17.5								510		180								640														16		3100		4700		4100				4000		1300																																												0.63						3700						530												3.9		6500		280		8.25												3800		0.59				1.1												13000						3.4				3100						8.8				600						610														4.5

		PHToxR2R3		LW2-G264		G264		2600										24400		157		0.46		4.94						5.97								0.379		30000		34.4		55										4700				24.9						27.1		0.17				51.6						15000		330000		10000		0.2		0.531		491		72		11.8		20.1				69.4		160000		2.62		100		14		1300000		400000		10.1		1700000								160																										20.8												8900				51		11.6		19.9								51000		3700		27		13.6				60000														0.41		120000		140000		120000				93000		37000																																												0.75		0.16				130000		2.08				14000												0.79		240000		21000		11												88000		5.8		34.7		1								6.3				22000						2.4				230000						31				15000						15000														3.4

		PHToxR2R3		LW2-G267		G267		3.1								0.128		28100		68.8		0.14		3.69						0.765								0.243		3.2		34.9		42.4				7																16.5		0.12				29.7								53				0.16		0.285		8.3		3.05		2.92		1.09				61		66		0.96		7.05				340		69		1.81		410								107														13												0.917				0.202								4.4				2.13		2.89		0.886								5.1		4.6								13																28		37		50				31		16																																																		36		0.165				6.4														52		4.6								0.464						29																		9.9										27						0.056												0.308		0.44

		PHToxR2R3		LW2-G268		G268		22										26500		1.5		0.16		4.64														0.304		12		35.1		42.9																0.613				32.5		0.122				24.3		11						160				0.18		0.235		1.8		9.87		2.72		3.99				41		160		2.63		16.6				910		250		4.22		1200		120						196																										4.51				1.27								13				5.36		2.69		2.72								28		9.7								65						9.29		58.6		44.5						64		84		120				73		36																																																		120		0.594		0.674		16														170		24														71																		30										85						0.068						77800		120				0.846		0.497

		PHToxR2R3		LW2-G269		G269		530						7.08				27400		334		0.23		4.77						7.82								0.39		2500		35.5		56.3										1300										25.4		0.37				42.6						4900		41000		3600		0.21		0.552		998		81		13		43				83.5		21000		11.4		137		22		170000		58000		4		230000								166																										14.8												2600				66.2		12.9		42.8								7300		670		28		21.1				5700																13000		17000		16000				15000		4800																																												0.57						16000		7.43		3.65		2000														32000		4200		11						2.18						13000		2.2												4.9				2300										35000						10				4900						4900

		PHToxR2R3		LW2-G270-1		G270-1		420								0.46		26100		166		0.13		4.46						2.14								0.272		760		34.4		42.7										1100										684		0.085				35.5		36				3100		39000		2000		0.26		0.225		59		19.3		9.3		10.3				61		20000		4.7		39				160000		65000		3.27		230000								130																										7.41		6.9		3.04								1800				11.9		2.4		7.26								6300		1100								6800														0.12		12000		17000		15000				14000		4700																																												0.44						14000		2.41		2.24		2100														33000		3200		2.8						2.25						14000		0.83																3200						0.26				43000						13				3100						3100														0.43

		PHToxR2R3		LW2-G273		G273		450				66		1.04		0.537		19800		248				2.67						2.94		250						0.256		780		27		39.6										620				4.86						27.6		0.109				27.7		25				1600		28000		1000		0.1		0.406		543		26		6.7		23				61		16000		5.7		56				120000		33000		2.32		160000		130						159																										4.57				2.45								360				21		6.6		21								3800		750								2500						30.8		59		32.6						9000		12000		12000				10000		3800																																																		11000		1.88				1300														26000		2300								2.13						9800		2.1														3.71		860										22000						12				1600		186000		130		1600				3.49								2.6

		PHToxR2R3		LW2-G274		G274		210										16800		49.9				2.78						20.3								0.229		590		26.9		21.5										940				20.8						46.7		0.063				53.2		5.6				2600		38000		1700				0.088		336		39.4		9.94		23.7				8		22000		21		73.1				170000		23000		2.35		190000								127																										17.3				5.83								250				22.1		9.76		17.9								3300		1400								6700														1.4		12000		17000		16000				15000		5900																																												0.24						16000				11.4		2200												0.25		32000		2100								1.78						13000		1.4				0.51												1200						0.38				8300						14				2600						2600				9.23										0.89

		PHToxR2R3		LW2-G276		G276		76										31400		227		0.13		4.4						1.09								0.268		110		39.3		49.3										390										15.6		0.06				29.3						1500		7600		1100		0.23		0.364		15.7		39.8		6.68		40.7				88.1		4800		2.15		87.1		3.89		36000		8400		2.82		45000								126																										10.3				4.76								460				29.5		6.51		35.9								910		350				3.41				1200																2400		4100		3600				3700		1200																																														0.26				3200		1.58				400														6600		470														3300		1.4				4.6												510						2.5				4500						2.7				1500						1500														7.1

		PHToxR2R3		LW2-G277		G277		6.3						0.217				20500		89.1				2.8						0.51		130		4.8		0.74		0.16		5.4		25		39.2						4.4		0.112		62						0.452		0.486		15.1		0.132		1.03		21.9				16				76		280				0.199		1.2		1.6		2.6		0.67				58		85		1.01		4.9				470		100		1.73		580		53				26		93.4																										0.189		0.747		0.304								6.5				1.4		1.9		0.366								7.7		4								18								14		32.9						43		46		64				38		21																																																		52		0.121		0.296		8.9														89		9.4								0.478						37																		12										46						0.076				340				53		340		0.368		0.208

		PHToxR2R3		LW2-G278		G278		610										28400		184		0.15		4.55						3.2								0.29		1400		36.6		46.3										4200				38.6						16.6		0.07				35.1						8600		68000		4400		0.22		0.341		9		114		13.6		32.5				76		32000		4.54		160		14		270000		59000		3.97		330000								129																										30.2				7.29								3500				83.3		13.4		25.2								6600		2700				13.5				7100														0.51		18000		27000		24000				23000		7600																																														0.2				21000		3.97				2500														55000		3800		12						1.92						21000		1.2				9.1												3400						6.2				32000						14				8600						8600														15

		PHToxR2R3		LW2-G280		G280		16				11		0.291				30500		77.2		0.17		3.5						0.682		140		18		1.1		0.19		7.3		34		51.5		0.379		9		6.9		0.966								0.318				17.4		0.176				26.3				33				170				0.08		0.207		21.2		2.3		2.34		1.05		0.36		69		130		1.22		5.7				830		240		2.1		1100		358				32		115																										0.3				0.221								18				2.03		2.31		0.829								16		8.5								32						5.82				341						65		71		96				57		32																																																		89		0.253		0.268		11														190		21								0.371						51																		65										82						0.11						41600		358				0.426		0.262

		PHToxR2R3		LW2-G282		G282		32				260						19300		33.3		1.48		6.43														0.732				29.7		69.2																				66.5		0.249				23.4								770						0.202		5.4		19.7		4.99		8.06				31.8		500		1.3		32.8				3300		820		13		4100		3250						243																										8.34		1.01		1.95								79				11.4		3.98		6.11								39		31								75						159		365		2610						300		220		380				220		120																																																		300						71														640		69								4.12						300																		180										350						0.076						1600000		3250				0.679

		PHToxR2R3		LW2-G283		G283		5400										17900		152		0.27		4.02						13.6								0.336		8500		28.9		50.3		3.03								14000										39.8		0.1				49.7		19				31000		420000		17000		0.13		0.332		103		440		56.4		60.5				54		170000		6		560				1500000		590000		3.73		2100000								183																										114		24.5										17000				330		31.9		60.3								89000		11000								78000														3.8		110000		140000		130000				100000		42000																																																		120000		5.58				12000												7.1		340000		41000		32						14.5						100000		4.2				5.1												38000						5.7				320000				1.1		94		4.5		31000						31000														11

		PHToxR2R3		LW2-G284		G284		27										30300		161		0.19		4.73						2.59								0.316		53		37.9		47.9										500										20.8		0.07				26.2						1700		6900		1200		0.22		0.494		13.9		49.8		8.42		18.3				83.5		4100		1.89		76.5				32000		9300		2.44		41000								135																										14.1				3.51								130				35.7		8.25		14.8								1500		360								720																2200		3700		3100				3400		950																																																		2600		1.32				350														5500		650								0.428						3200		3												3.8				290										5600						3				1700						1700

		PHToxR2R3		LW2-G288		G288		21000										29100		188		0.16		3.28						17		200						0.343		17000		34.8		43.6		0.912								14000										23.3		0.196				34.3						22000		430000		7600		0.18		0.508		80.6		640		96.1		22.6				78		120000		7.4		750				1400000		1700000		8.13		3100000								136																		18		11						206		48.4										200000				430		47.7		22.4								240000		5400		53						140000														780		88000		100000		91000				80000		32000																																												0.71		1.6		0.15		110000		6.94				8500												2400		360000		110000		155												80000		32				24								15				230000						63				790000						78		6.2		22000						22000														87

		PHToxR2R3		LW2-G292		G292		550										23500		122		0.3		2.85														0.194		430		30.3		38.4										1700				3.08						14.1		0.058				34.3						4300		79000		2600		0.14		0.178		1.4		64.6		12.1		39.8				40.9		35000		3.33		116				310000		70000		2.88		380000		20						114																										10.3				10.3								1600				54.3		11.8		29.5								9400		3100								10000								14								21000		31000		27000				26000		8100																																																		26000		2.45				2600												0.18		69000		4400														24000		0.99				0.35												2100										39000						24				4300				20		4300														0.59

		PHToxR2R3		LW2-G294-1		G294-1		7800										27400		112		0.095		3.49														0.398		18000		32		41.5								11.2		20000				10.1						26.4		0.152				28.3		20				33000		210000		13000		0.215		0.412		132		840		70.3		9.59				74		57000				920				640000		620000		8.02		1300000		93						129																		12		33						220		32.4		5.58								52000				618		37.9		4.01								99000		3000		26						53000										80				1.7		40000		42000		40000				44000		17000																																												0.74		0.83				51000						5400												4		150000		40000		102												44000		31				2.1								5.9				73000						6.8				300000						32				33000				93		33000														8.9

		PHToxR2R3		LW2-G295		G295		3.4								0.493		30300		75.8		0.18		3.3						0.628								0.18		3.6		32.9		45.1																				14.6		0.081				25				7.9				46				0.08		0.213		3.5		1.76		2.18		0.487				75		47		0.756		4.43				260		48		2.04		310		115						104																										0.243				0.189								3.6				1.52		2.15		0.298								3.6		3.2								10						11.3		19.8		78.7						23		28		35				21		12																																																		32		0.165				4.7														43		4.5								0.513						19																		8.1										15						0.045						87700		115				0.221		0.321

		PHToxR2R3		LW2-G296		G296		7.3										23700		57.1				4.3						2.49				7				0.309		4.9		29.9		47.6										66										26		0.077				22.2				6.2				51		320				0.217		9.4		3.81		4.55		3.41				81		59		2.36		11.8				310		82		2.46		390		160						126																										0.897				0.478								8.9				2.91		4.52		2.93								8.1		5.1								12								29.1		116						23		31		45				27		14																																																		36		0.622		0.258		5.6														55		8								1.25						25																		20										20						0.048				390		156000		160		390		0.755		0.711

		PHToxR2R3		LW2-G298		G298		46000						47.2				20200		120		0.19		2.23						26.4								0.256		56000		25.7		30.6		21.2								39000								10.2		17.5		0.089				26.1		43				59000		910000		18000		0.09		0.36		40.6		2200		33.1		60.7				56		260000				2300		45		2800000		5100000		15.2		7900000								101																										616												630000				1600		32.9		60.4								600000		14000				44.1				350000														1100		200000		220000		190000				140000		65000																																														2.8		0.14		230000						17000												5700		700000		340000		1600												140000		55				100								2.9				1500000						170				1700000						120		27		57000		32600				59000														270

		PHToxR2R3		LW2-G301		G301		7200										23600		112		0.24		3.05								220						0.192		290		28.7		30.3										460				17.1						14		0.044		9.98		23.6		5.9				1600		190000		1100		0.13		0.126		3.3		70		14.3		41.6				43		53000		4.3		126				610000		650000		2.19		1300000		17.3						107																										31.3				4.02								37000				38.7		14.1		37.6								63000		6200								78000										9.29						52000		47000		40000				29000		13000																																																		62000		1.31				4000														140000		59000								1.83						28000																		2300										400000						110				1600				17.3		1600				2.38

		PHToxR2R3		LW2-G302		G302		72										28700		168		0.27		3.69														0.415		9400		37.4		41										9000				9.4						41.1		0.133				28.6						15000		27000		6000		0.18		0.378		10.1		163		83.2		24.3				61.8		20000		20.4		270				130000		13000		3.86		150000		170						241																		48		21						28.7		55.3										320				134		27.9		23.9								650		1700								2400						71		58.8		32.7				1.9		9300		17000		15000				15000		4800																																														0.48		0.13		11000		6.63		13.1		1500												9.8		21000		420		120						16.8						13000		25				10												1100						17				6200						5.9		0.73		15000				170		15000														27

		PHToxR2R3		LW2-G303		G303		12				8.8						28300		45.2				4.34						6.62								0.271		3.2		33.1		40.3										68						2.03		5.95		16.6		0.235				26.5		7.1		6.3				77		280		0.13		1.72		0.7		3.99		1.25		0.878				64.5		65		0.593		6.12				400		130		1.69		520		117						112																										0.639				0.333								13				3.35		1.23		0.545								14		5								17								18.5		93.2						33		32		49				26		16																																																		48		0.308		0.232		5.8														85		16				0.348		5.11								24																		26										34						0.076				350		92600		117		350

		PHToxR2R3		LW2-G308		G308		690										21800		88.4		0.12		2.39						2.57								0.184		160		23.7		23.4										330										13.4		0.43				20.3		2.4						5800		310		0.08		0.145		2.9		16.2		8.42		1.62				34.1		1300		2.1		26.3				19000		22000		0.997		41000		71.5						104																				1.3						2.13		2.87										140				14.1		5.55		1.47								3000		100								4200						18.4		34.4		15.3						1400		780		930				590		370																																																		1800		0.608				100														6400		2800								1.79						600																		170										12000						9.1				640		58800		71.5		640		0.502		0.83

		PHToxR2R3		LW2-G311-1		G311-1		255				117						41200		242		0.125		3.76				3.14		3.62								0.452		93		42.6		53.5								1.41		1080				7.37		4.57		2.39		32.2		0.438				34.1		8.1				2400		15500		1330		0.28		0.586		17.4		1400		94.3		271				89		5700		246		1700		3.22		55000		27000		2.8		82000		180						145																										320		29.5		8.61								530				1040		64.8		262								2050		415								2900										170						3850		4800		4300				3500		1400																																												0.36		0.14				4900		109				425														13000		1650		25						3.89		0.189				3150		0.42		36.6										3.85				685						0.53				19000						5.8				2410				180		2400				137										0.66

		PHToxR2R3		LW2-G315		G315		34						1.03				24400		124		0.14		3.35														0.321		41		30.3		35										190										19.9		0.07				21.8		1.4						1000		490		0.13		0.207		5		100		15.3		40.3				44		1000		6.31		160				6200		1100		1.88		7300				300				145																										27.4		0.897		2.16								31				74		14.4		38.1								150		48								110																460		760		770				660		240																																																		580						110														930		96												1.66		650																		69										640						0.64				680						680				5.93

		PHToxR2R3		LW2-G316		G316		2.5										12000		18		0.07		1.72														0.054		16		13.1		11										17										3.32		0.012				15.3								220						0.025				2.45		1.38		1.46				1.4		440				5.29				2400		200		0.1		2600				43.6				67.6																														0.463								11				2.37		1.29		0.998								9.3		70								33																120		410		340				450		100																																																		170						49														130		6.7														410												0.17						35										36						1.6				41						41																0.31

		PHToxR2R3		LW2-G318		G318		910						1.76				15500		73.1		0.15		3.6						1.59		66						0.206		94		19.2		24.1																				15.6		0.045		9.12		18.4								2100				0.06		0.118		2.1		32.3		9.3		17				26		2000				59				12000		12000		1.33		24000		49.2						104																										8.76		2.31		2.3								81				23.5		6.99		14.7								3700		180								840						16.9		18.7		10.2						810		1400		1500				1200		470																																																		940						230														2100		2300								2.96				1.22		990																		130										4800						3.7								49.2

		PHToxR2R3		LW2-G320		G320		2900										13700		147		0.08		2.68				0.459		2.08								0.211		120		18		21.9										230				27.9						11		0.055				17.1								5900		300		0.06		0.105		1.7		41.5		4.96		19				29		2400				65		0.733		22000		31000		1.11		53000		41.3						90.5												1.9								1.2						6.29				1.5								170				35.2		4.87		17.5								11000		260								1600						11.4		17.1		9.58						1500		1700		1800				1300		570																																																		1900						280														5800		5800								1.37						1200																		210										12000						11				530		50600		41.3		530

		PHToxR2R3		LW2-G321		G321		61				60				1.26		17300		107		0.36		4.02						3.83		63						0.398				23.2		31.9										180								4.39		46.3		0.242				20.8								820		420				0.254		5.8		4.24		1.18		3.39				38.1		350				8.82				3300		1600		1.05		4800		128		945				175		0.5																								0.454				0.434								66				3.79		1.16		2.96								190		32								87								72.2		44.8						210		250		260				220		85																																																		250						31														930		87		7.75						2.5						200														2.2				150										970						0.92				600				128		610

		PHToxR2R3		LW2-G323		G323		32										7430		30		0.06		2.26														0.094		73		10		12				51						43				20.7						6.51		0.014				16.9		1.3						1600		140				0.028		5		9.41		4.67		52				9.6		2600				66				14000		1200		0.3		15000		6.42		127				51.4																										2.19				12.6								58				7.22		4.58		39								76		290								190										2.27						900		2000		2000				1900		620																																																		1300						280														1200		55								0.336						1800																		140										360						6.6				180				6.42		180																0.11

		PHToxR2R3		LW2-G324-1		G324-1		10						2.89				19000		19.8		0.22		4.58								22						0.139		33		19.1		21.2				4.5				0.26												31.1		0.038				18.1								670				0.09		0.049		0.3		9.2		9.09		29.6				3.2		930				48				5200		400		0.74		5600		23		1060				101																				0.95		12.4				1.47		1.77		11.5								11				7.7		7.32		18.1								27		61								58						11				8.8						370		690		700				600		230																																																		510						91														720		19										0.695		4.36		590								4.14										32										190						1.1								23

		PHToxR2R3		LW2-G327		G327		24				73						22900		228		2.5		6.68						0.798								0.567				38.1		96.3																				144		0.722				29.4		1.5						420				0.09		0.523		43.3		23.2		5.78		2.12				34		310		3.77		31.1				2200		780		1.65		3000		250		593				291																										11.3				0.493								54				11.9		5.68		1.63								66		45								81						50.6		112		71.9		11.2				140		230		230				200		75																																																		180		0.769		0.613		36														480		49														190																		110										370						0.34						224000		250				2.23

		PHToxR2R3		LW2-G329		G329		5.9										9800		23.8				3.47						4.48								0.12		4.9		11.6		13.3								0.907												13.9		0.023		3.35		16.6								150				0.05		0.047				8.33		3.4		3.24				9.7		85		0.96		15				600		95		0.44		700				148				61.8						3.9				2.7				1												3.02		1.6										2.8				5.31		1.82		3.22								22		5.3								31																40		54		64				55		21																																																		59		0.541				8.5														100		5.5								1.01						50												0.15																28						0.28												0.373

		PHToxR2R3		LW2-G331		G331		57				13		4.39				13800		30.8		0.13		5.36														0.165		280		15.7		15																				46.5		0.017		20.5		15.5		3.9						3800						0.038				61.3		46		40.1				2.5		2700		2.67		147				17000		3000		0.28		20000		23.7		2400				95						9.1																				22.7		8.11		20.2								19				38.6		37.9		19.9								88		180								240										10.6						960		1400		2100				1300		610																																																		1700						250														3600		100								2.3		0.423		11		1200																		38										2300						12								23.7						2.37												0.15

		PHToxR2R3		LW2-G333		G333		42						10.6		0.626		16400		56.7		0.09		4.09						0.904		210						0.241		140		23.4		24.4																				31		0.057		33.6		20.1								1600				0.06		0.285		2.2		466		42.7		71.6				27.4		1900		8.9		580				10000		1700		1.79		12000		71.6		2150				114						30														22		28.5				127		9.54		30.1								60				339		33.2		41.5								180		51								220										35.6						930		1200		1400				900		450																																																		1100		8.5				220														1700		110								4.7		1.1		5.86		880																		130										950						1.1								71.6

		PHToxR2R3		LW2-G334		G334		110						1.17				27000		41.1		0.07		3.73				235		7.11		53						0.309		120		33.6		35.3																		2.35		36.1		0.066				50.4				96				3000						0.18		87.5		300		201		236				60.6		2700		32.3		737		235		16000		3200		6.11		19000				373				111						19				10				1.8						72		3250		344		152				92.5		59				54		18		69		148		201		143								170		16								680																1500		1600		2000				940		660																																																		1700				32.2		280														3500		280								13.8		3.4				960								356		193								36										2000						0.58

		PHToxR2R3		LW2-G335		G335		7.5										12900		34.2		0.18		3.9								130						0.144		33		17.5		17.2				10																22		0.029				17.7								1200						0.056		7		320		61.8		118				9.2		440		1.22		500				4100		450		0.58		4600		21.3		248				98.2				4.4																1.3		10.8				74.6		7.55		20.4								23				250		54.2		97.2								18		11								44										5.91						340		280		350				190		90																																																		620				0.945		37														860		18								0.849						170																		58										280						1.5						47600		21.3

		PHToxR2R3		LW2-G336		G336		3.4										15100		49.1		0.1		4.27								73		20				0.126		4.2		21		17.7																		0.834		15.6		0.057				21.2								92				0.04		0.072		0.9		75.7		22		247				22		84		0.996		340				500		120		0.49		620		28						85.3																										15.6		1.9		5.84								10				60.1		19.9		241								12		6.3								11										19.3						36		56		62				54		22																																																		54		0.484				8.7														68		6.3								0.515		0.551		0.611		50																		28										42						0.23								28				0.237		0.244

		PHToxR2R3		LW2-G339		G339		2.1										29100		68.5		0.19		4.1						7.3								0.21				36.2		39.5										50										14.9		0.075				27								74		220		0.16		0.2		29.7		116		23.2		83.1				74		86				222				510		63		1.63		580		77.6						102																										24.9		3.05		20.8								3.6				91.1		20.1		62.3								4.3		4.3								8.6		40.1				20.7				10.8						39		48		65				59		21																																																		60						11														82		3.8												2.06		55																		9.9										28						0.073				270		38700		77.6		270

		PHToxR2R3		LW2-G342		G342		5.4						0.156				24100		77.7		0.12		3.3								200		11		2.4		0.19		9.2		28.3		48.3		0.26		7.1		9.6				55								0.361		13.9		0.059				22.4				23				190		290				0.192		4.2		0.935		1.49		0.201		0.33		76.8		100		0.37		2.62				790		180		1.96		970		24				36		98.7																										0.226				0.158								4.2				0.709		1.46										5.7		5.4								13								10.9		6.93						42		39		78				31		23																																																		91		0.16				6.5														260		9.5								0.806						29																		12										130						0.11				350				24		350				0.145

		PHToxR2R3		LW2-G345-1		G345-1		2.4						1.91		0.201		26400		121		0.065		3.2				0.424				101						0.242		4.55		31.4		36.5		0.326		8				0.165		80.5										14.4		0.068				25.7				8.5				118		373		0.19		0.171		7.1		165		26		572				82.8		140		1.82		760		0.501		770		82		1.92		850		31						96.6												7.2														11.8		3.48		46.8								2.8				153		23		525								4.75		6.7								14.5										19.5						65.5		78		104				63.5		36																																																		107		1.56				11														124		5								2.39		1.11		4.48		63																		7.65										41						0.09				454				31		450		0.184

		PHToxR2R3		LW2-G346		G346		8						0.406				23900		66.4		0.18		3.9						0.649		220		17		4.8		0.22		24		29.7		56.7		1.45		11		15				96				0.552						19.6		0.071		2.13		22.8				22				400		400				0.232		2.4		1.64		2.2		1.46		0.6		74.9		450		0.71		5.3				2400		230		2.21		2600		51				51		112																										0.432				0.333								8.3				1.21		2.17		1.13								9.3		14								45						2.94		22.5		20.5						180		180		340				110		110																																																		400		0.159				28														520		17								0.4						120																		23										110						0.23				500				51		500		0.3		0.197

		PHToxR2R3		LW2-G347		G347		8.6				10						25000		69		0.22		4.1						0.471		440		48		1.5		0.25		26		34.2		66.8		1.29		17		46				110								1.05		30.1		0.08				23.8				15				310		480		0.05		0.242		7.3		2.06		2		0.928		2		76		290		0.907		4.98				1700		200		2.7		1900		67.4				280		127																										0.435				0.413								9.5				1.62		1.97		0.515								11		12								33						9.26		24.4		28.6						120		120		220				98		71																																																		240		0.233		0.393		22														380		14								0.456						100																		20										100						0.14				590		49600		67.4		590				0.247

		PHToxR2R3		LW2-G348		G348		17				4.9		10.6		2.84		19900		87.2		0.16		3.57						3.66		110						0.183		21		28.3		28.8		0.965																1.22		21.4		0.056				25.2								260				0.07		0.122		6.6		356		150		570				48		170		12.4		1100				1200		310		0.88		1500		97.2						93.7				3.1																						129		17.7		38.4								5.5				227		130		530								16		5.2								12										34.6				0.14		57		69		130				59		40																																																		130		12.1				11														380		41								3.62		1.13		9.7		57																		13										220						0.34		1.6						97.2

		PHToxR2R3		LW2-G350		G350		55						6.23				22600		170		0.13		4.09								220						0.287		62		35		44.2										130				5.39				2.49		18.6		0.092		4.44		26.9								2300		410		0.11		0.223		0.8		331		63.5		860				63		1500		2.92		1300				11000		1600		2		13000		106						120				8																						53.9		16.8		109								38				277		46.7		750								100		25								160										35.7						820		700		1100				330		380																																														0.19				1800						87														3000		180								5.09		2.89		17		410																												1100						1.2				540				106		540		0.477		2.38

		PHToxR2R3		LW2-G351		G351		16				13		24.7				25100		152				5.01								480		6.9				0.359		8.2		39.9		44.5				7.1						160										30.4		0.128				28.5				6.4				370		490				0.243		3.1		255		29.8		176				73		440		21		460				2500		340		2.04		2800		331		2780				175				8.6																						71.6		5.72		36.7								8				183		24.1		139								41		14								53						211		75.8		21.7						270		210		320				110		120																																																		380		20				27														530		38								13.8		7.21		18		120																		14										170						0.26				650		122000		331		650		0.966								0.3

		PHToxR2R3		LW2-G352		G352		1.1				8.8				0.111		18500		92.5				3.1				0.425		0.419		110		12		1.7		0.16				22.9		39		0.31				6.5				59										11		0.054				20.5								27		290		0.08		0.161		4.6		1.15		1.8		0.355		0.56		53.2		27		0.808		3.3		0.501		150		25		1.83		180		32				75		87.2																										0.217		0.173		0.314								2.3				0.928		1.6										1.7		2.1								3.1								16.8		9.41						13		15		20				12		7.2																																																		19		0.174				2.5														26		1.6								0.329						11																												11						0.036				350				32		350		0.415		0.175

		PHToxR2R3		LW2-G353-1		G353-1		4.5				6.8		25.9				23600		131		0.25		4.24								220						0.393		11		35.2		46.7				30						140										36.9		0.076				26.1		14						200		400				0.238		1.9		860		175		3530				76		390		56		4560				1800		180		2.67		2000								124				23		3.4				4.6				2.4				0.78								161		18.9		359								5				699		156		3170								9.6		8.7								23																140		150		290				130		100																																														0.62				380		35.5				34														260		13								17.5		7.7		85		140																		8.9				5.46						110						0.14				540		144000				540				14.5

		PHToxR2R3		LW2-G355		G355		76						691				17300		88.3		1.93		8.37										840				0.294		370		47.9		147										250										1290		0.087				102		320						13000		1000		0.06		0.197		4.9		2460		906		8110				19		43000		669		11500				140000		6300		2.52		150000								144				310								180		49												404		203		1640								14				2060		703		6470								93		85								1100														0.21		16000		12000		33000				9200		10000																																														0.76				19000				378		3900														17000		130								338				1500		9900																		16						0.18				4900						8.8				1300		972000				1300		64.8		226										0.3

		PHToxR2R3		LW2-G359		G359		2.2				13				0.342		29800		160				4.94		8.9				4.33		95				0.44		0.28		3.7		34.2		43				10		0.96		1.91								1.57				16.3		0.076				25.2				11				48				0.21		0.199		3.1		25.7		8.2		3.88				90		50		5.9		38				280		43		2.66		330						5.5		111																										7.82		2.5		1.11								3.2				17.9		5.69		2.77								2.9		3								6.5																21		26		38				26		12																																																		36		1.53				4.9														48		3.9								2.6		0.646		2.57		24																						2.71						23						0.039												1.6								0.4

		PHToxR2R3		LW2-G360		G360		2.8						4.5				20800		76.4		0.26		7.43								800						0.356				58.4		101				1000																32.6		0.068				29.4								130						0.262		166		3040		590		13000				62.9		170		23		16000				850		91		1.71		940		160						136																										264		40.5		536								2.9				2780		550		12000								5.3		5.4								13						116				34.8				0.18		62		95		130				75		42																																												0.3		0.81				96		11.4				15												0.76		130		5.5								5.45		1.16				74														9.8				6.5										52						0.1						111000		160						11

		PHToxR2R3		LW2-G362-1		G362-1		3.4				15.5						24100		142				4.59								82		9.5				0.27		3.6		31.5		39.7																				15.7		0.0573				25.7				23				87						0.216		5.4		19.4		9.71		53.2				87.2		89		0.663		82.3				510		87		2.76		600		53						108																										5.16		0.821		3.32								4.45				14.2		8.89		49.9								4.3		6.6								12						23.7		14.9		9.9						41		48		68.5				44.5		20.5																																																		62.5		0.362				6.85														92.5		5.45								0.703				1.91		39																		12.4										41.5						0.055								53

		PHToxR2R3		LW2-G364		G364		5.9				54						25700		85		0.52		3.5								56				1.1		0.283				34.1		54.9				11		2														31.3		0.446				25.3				9.2				180				0.09		0.327		19.8		5		6.05		0.807				70		110		0.14		12				810		210		1.19		1000		150				3.2		136																										1.07		0.964		0.152								15				3.9		5.09		0.655								14		17								18						8.5		77		62.5						58		83		86				77		23																																																		84				0.073		11														150		10								0.412						61																		37										96						0.17						97200		150

		PHToxR2R3		LW2-G366		G366		1.1				12		7.19				25100		18		0.265		5.38								830		5.3				0.151		11		43.6		63.6				230																25.8		0.062				25.3				12				56						0.216				863		1180		3370				82.3		66		9.6		5410				380		38		2.78		420		27.3						126																				33						209		37.4		1290		4.7						1.7				654		1140		2080								1.6		3.3								6.5										13.8						26		36		49				29		17																																																		83						6						7.3								55		1.7								4.25				2.25		25																												21						0.045								27.3				0.37		8.78						0.2

		PHToxR2R3		LW2-G367		G367		12										14700		45.9		1.46		6.7						4.07		440000		150				0.548		31		33.2		96.9										140										69		0.155		5.56		19.3		67						1100		400		0.05		0.203		2.9		11.6		4.95		4.74				17.9		750		2.8		21.3				4700		960		1.94		5600		1000						262														1.7												6.81		2.77		1.52								14				4.77		2.18		3.22								75		20								48						106		728		147						280		210		590				150		160																																																		470		0.402		0.776		36														1500		74														160																		23										710						0.56				540				1000		540		0.425		1.2

		PHToxR2R3		LW2-G368		G368		5.7				41						29200		76.9				3.7				0.561				140						0.168				34.4		37.2																				12.5		0.055				23								74				0.2		0.198		445		14.9		4.71		16.6				87		56				36.2		1.02		380		110		2.56		490		19						102																										2.73				0.869								5				12.2		4.56		15.7								10		4.8								12						7.78		3.65		2.49						32		32		42				29		14																																																		46						4.5														84		10								0.714						24				38.2														13										52						0.053								19

		PHToxR2R3		LW2-G371		G371		1.8				390						11700		58.6		1.28		2.29								250						0.158		7.6		39.8		28.2				94						120										20.1		0.106				14.8				17				94		320				0.092		9.7		108		41.7		111				63		83		3.1		261				480		76		1.99		560		92						85.2																										31.7		3.93		18.8								4.9				76.1		37.8		92.5								4.4		4.2								9.8						56.9		21		6.86						42		46		63				38		20																																																		58		1.18				6.3														80		4.4								1.87		1.93		2.79		33																		12										36						0.067				440		59600		92		440		0.26		1.46

		PHToxR2R3		LW2-G372-1		G372-1		2.3				125				1.6		27100		95.9		0.215		4.89						9.56		190		23		11		0.362		4.2		33.3		97				13		40.5				99.5								10.9		25.1		0.122				25.3				16				64.5		440		0.205		0.336		15.4		1.89		2.53		1.15		2.85		88		70		1.16		5.58				370		61		2.24		430		200		216		180		168																										0.452		0.393		0.362								4.25				1.44		2.14		0.789								3.4		3.6								7.15								133		45.5						27.5		35		53				31.5		17																																																		44		0.271				5.85														62		3.4								4.13						28.5																		9										30						0.052				540		23600		200		540		0.473		0.215

		PHToxR2R3		LW2-G376		G376		3.8				11						36900		141				7.27						8.94		220		10				0.489		9.4		44.1		223				29						180								4.69		47.8		0.204				30.6				14				140		650		0.16		0.492		19.4		5.12		3.92		3.5				84		150		0.61		13				830		110		2.28		940		220						299																										1.43		0.835		0.42								3.2				3.69		3.08		3.09								8.8		4.2								13						35		142		39.4						71		83		110				64		37																																																		90		0.285		0.117		15														150		7.5														67																		5.5										68						0.086				830				220		830		0.153

		PHToxR2R3		LW2-G377		G377		0.39				4						11200		12.2				2.94								55						0.098		14		22.5		16										27										11		0.016				19				5.1				29		120				0.032				6.23		1.3		0.931				7.9		15				8.47				120		14		0.4		130		5.1		187				74.6																										1.62												1.1				4.61		1.22		0.819								0.56		2								1.5								0.851								7.8		14		12				12		3.2																																																		11						1.8														18		0.58														11																												7.2						0.073				150				5.1		150

		PHToxR2R3		LW2-G380		G380		16				8.6						14300		31.7		0.58		8.44								1700		55		5.2		0.422		36		25.8		170						78										0.911				22.7		0.049				17		3		8.5				1700						0.173		4.7		1.8		2.42		2.32		1.6		5.9		810				6.6				7500		1900		0.55		9300		180				430		203																										1.04		1.66		0.612								36				0.79		0.756		1.71								200		57								290						32.7		113		29.1						790		400		620				230		190																																																		840						48														2400		160														240																		32										1100						3.3						131000		180

		PHToxR2R3		LW2-G382		G382		9.1				18						26900		115		1.18		13.8						1.56		2400		200		32		0.533		20		64.8		230		0.407		52		250				200										76.3		0.137				33.8		44		16				290		730		0.17		0.537		26.5		6.01		1.5		2.31		4.6		76.7		340		0.855		9.8				1800		260		2.22		2100		450				640		362																										2.05				0.398								14				3.96		1.47		1.91								14		12								30						46.6		184		215						120		170		260				160		81																																																		220		0.184		0.255		33						13								340		15								1.11						150																		32										140						0.17				930		466000		450		930				0.377

		PHToxR2R3		LW2-G383		G383		2.8										5060		13.5		0.36		1.52						2.01		2000		110				0.422				128		33.8				7.7						310										10.3		0.032				9.2								91		915				0.097		4.6		1.26				3.28				2.1		79		0.972		4.93				460		72		1.38		530		38.4						173																										0.538												5.9				0.721				3.06								3.5		1.6								7.5						5.97		22.9		6.68						35		37		62				46		17																																																		36						12														94		6														31																												45						0.081				1200				38.4		1200		0.339

		PHToxR2R3		LW2-G384-1		G384-1		3.65				13.5						33500		276		0.295		6.22		8.8				9.63		395		13		17.5		0.313		5.25		39.1		349				21.5		125				160										20.2		0.072				27.2		18		20.5				56		680				0.374		110		2.46		2.75				29		100		60		0.349		5.3				330		73		3.16		400		54				2750		241																										1.01												4.4				1.45		2.71										8.05		1.95								6.65								28.5		15.5						28		32.5		45.5				26.5		14.5																																																		36.5		0.221				5.8						10								61		5.8								3.43						25				43.6														6.6										39.5						0.042				840				54		840

		PHToxR2R3		LW2-G385		G385		3.1										37200		225		0.37		8.01						5.94		510		45		24		0.714				45.9		105						81				310								4.02		46.8		0.128				28.8								110		1300		0.19		0.613		7.2		5.43		0.92				2.4		73.2		120		2.2		6.4				640		83		3.1		720		1000				180		275																										3.01												3.5				2.42		0.879										4		6.6								12						85.5		637		260						48		57		91				58		29																																																		81						9.9														110		5.5														47																		8.2										43						0.056				1600				1000		1600		1.41		0.655

		PHToxR2R3		LW2-G386		G386		1.3								0.192		19200		122		0.19		3.9						3.45		220		10		17		0.225		3.9		28		123		0.431		47		110												3.74		13.7		0.051				22.2								36				0.13		0.17		1.5		0.779		1.28		0.099		14		48		44		0.322		2.2				240		36		1.41		270		170				980		126																										0.132				0.099								2.4				0.647		1.26										2.6		1.3								3.7		99.4				14.7		41.1		12.4						22		26		33				20		11																																																		26		0.126				5.1														38		2.6														20																												21						0.051						18500		170				0.131

		PHToxR2R3		LW2-G387		G387		0.95				19						32700		178		0.19		4.9						2.35		130						0.253				37.5		52.6		0.478								93										11.7		0.069				26.5								15		620				0.209		4.5		1.06		1.7		1.43				86		17		0.267		4.2				93		20		3.22		110		29						117																										0.257												1.6				0.806		1.68		1.38								1		1.9								2.6								11		7.9						7.4		9.4		13				9.3		3.9																																																		11		0.137				2.1														14		1.2								2.29						7.7																												8.2						0.025				710				29		710

		PHToxR2R3		LW2-G389		G389												18800		22				1.89						2.41												25.4		15.8		0.414																		6.34		0.02								3.5								0.07		0.049		0.7		0.252		0.514		0.528				78						1.29				3.9		2.4		0.43		6.3								52.3																												0.286														0.233		0.228		0.501										0.61																								0.5								0.56																																																																								1.1																																												0.53						0.022

		PHToxR2R3		LW2-G390		G390		89				52						28000		103		1.89		16.5						2.54		3000		150				0.663		160		50.9		1080				120						406						2.72		1.31		102		0.308				31.7		85				1600		2200		1190				0.643		3.7		29.1		8.5		24.6				83		2000		26		62				13000		3100		2.59		16000		1600						731																										20.1				4.16								40				9.01		8.3		20.4								300		46								440								1100		330						1100		1100		1400				920		590																																																		1300				0.992		240						71								2700		290								0.925						1100				38.8														62		52		24.4						1900						1				1600		725000		1600		1600

		PHToxR2R3		LW2-G392		G392		30				20		0.367				26000		91.4		0.48		5.99						0.746		3100		90		110		0.246		45		33.6		360		0.303		66		840				150								0.351		25.9		0.136				23.1								690		550		0.12		0.289		2		3.8		2.11		0.37		97		70.8		590		1.3		6.2				3800		870		1.95		4700		80				9300		218																										0.73				0.173								30				3.04		2.08		0.197								55		15								97								40.4		34.1						320		340		440				240		150																																																		330		0.216		0.141		62														1000		57														270																		64										550						0.45				700		40500		80		700		0.477		0.44

		PHToxR2R3		LW2-G393		G393		62										26700		178		1.82		15.6								8600		180		25		0.997		76		62.3		330						150														94.9		0.163				31.2		180		34				2500						0.617		38.5		17.6				19.3		5.7		64.1		2500				43.9				15000		2100		2.38		17000		2360				460		597																										13.4												16								15.3								180		44								380						283		667		1360						1400		1300		1900				940		640																																																		1500						220														3700		170														1100																												1300						1.3						12500000		2360

		PHToxR2R3		LW2-G396		G396		0.4										22200		76.4				2.1														0.09				29.7		28.9						0.14														4.91		0.038				25.9								8.7				0.08		0.066		0.9										74		4.1								34		8.2		0.66		42						0.45		66.2																																						0.69																		0.72								0.62																1.3		2.2		2.9				1.3		1.2																																																		4																				11																1.4																												4.9						0.032

		PHToxR2R3		LW2-G398		G398		4				19						25000		171		0		5		21				4		320						0				34		203				22						84								5		14		0				24				25				67		470				0		5		0		1						88		50				2				320		110		3		430								162																																						12				0		1				14						5		5								8																23		24		38				27		12																																																		35						5														71		5								2						23																		35										37						0				550						560

		PHToxR2R3		LW2-G401		G401		17										21700		92.7		0.19		4.54								290						0.339		25		29.7		36.1										240										19.8		0.07				19.7				120				780		620				0.188		3.4		4.88		4.08		2.8				62.3		520		0.82		11.8				3600		670		2.22		4200		40						140																										1.06		1.14		0.607								15				3.82		2.94		2.19								27		29						670		88						13		15.3		7.99						260		290		390				260		130																																																		350						53								40						780		36														270																		29										450						0.34				860		29400		40		860		0.374

		PHToxR2R3		LW2-G403		G403		1.1										10800		21.6				3.72														0.116				15.2		16.3										20										11.2		0.018				15.4				6.1				38						0.04		0.5		0.975		0.374		0.12				4.1		20				1.5				140		69		0.22		210				71.3				72.1																										0.631												4.3				0.344		0.356		0.099								7.8		1.5								8.6																11		14		15				9.6		4.6																																																		13						1.6														27		4.6														8.8																		6.5										36						0.2				48						49

		PHToxR2R3		LW2-G405		G405		2.1										8180		25.7		0.22		3.4						0.354		710						0.34		7		15.3		30.7				12						69.5										12.8		0.06				13.1								82		935				1.63		1.2										3.2		72								430		92		0.42		530		18						133																																						6.3																2.9		3.5								9.1								8.88		5.86						33		38		55				39		17																																																		55						8.3														70																36																												47						0.23				1000				18		1000

		PHToxR2R3		LW2-G408		G408		11				16						33300		159		2.61		8.9						6.03		2400		34				0.569		17		52		354				99						550								7.33		54.7		0.122				32.8				22				200		1500		0.18		0.805		60.7		6.8		3.2		3.46				67		190		0.802		13				1100		230		2.91		1300		130						477																										2.73				0.487								7.6				4.1		3.16		2.97								43		7.5								21						12.8		74.7		36.5						84		86		140				83		49																																																		140		0.448		0.273		18						8.9								230		36														79																		8.9										110						0.099				2100				130		2100

		PHToxR2R3		LW2-G409		G409		2.6				11						25100		127				3.31						0.443		260		27				0.167				32.1		52.4		0.259		6.9																11.9		0.05				25.7				5.7				31				0.11		0.189		4.6		1.01		1.66		0.459				59.3		29		0.81		3.12				170		85		1.52		250		18.7						111																										0.193				0.225								11				0.812		1.63		0.234								7.9		2								3.9								8.59		4.66						12		17		22				17		6.7																																																		18		0.168				3.3														27		5.2								0.514						13																		30										25						0.051								18.7				0.373		0.223

		PHToxR2R3		LW2-G413		G413		0.52				6						8130		34.6				2.39						2.12		78						0.271				16.7		28																		1.69		15.3		0.029				15.2		7.1		16				23						0.058		0.6		0.501		0.38		0.12				4.5		17		0.642		0.99		0.991		100		14		0.42		120		54						142																										0.152												1				0.349		0.36		0.093								1.3		1.4				0.943				1.9						9.17		35.6		6.36						7.4		9.2		13				7.3		4.3																																																		11						1.3														22		1.3														5.5																						0.578						6						0.068								54

		PHToxR2R3		LW2-G415		G415		35				480						19800		109		1.05		8.44								2700		64		20		0.651		290		48.5		242						380				480						4.78				86.1		0.325		16.5		23.1		66		74		2200		2100		1700				0.641		13.1		10.1		6.35		13.8		43		51		1800		3.03		30.3				11000		1700		3.15		12000		894				1900		469																										3.49		2.08		3.09				100				19		290		6.64		4.27		10.7								81		93								300						105		522		253						760		780		1300				590		470																																																		1400				1.79		150														2400		80														700																		30										1100						0.7				2200				894		2200		0.889

		PHToxR2R3		LW2-G416		G416		3.3				75						35000		97.8		0.29		7.56						8.25		310		13				0.631		29		42.5		94.4				12						310								7.16		53.5		0.182				28.5				83				1400		1100		0.16		0.896		51.3		6.03		4.69		0.507				82.5		610		0.602		11.2				4800		210		2.84		5000		350						302																										2.57												13				3.46		4.65		0.458								6.2		23								41						27		137		169						320		190		460				100		150																																																		700		0.474				23														1300		7								6.18		0.673		10.6		120				40.9														20										95						0.34				1400		124000		350		1400

		PHToxR2R3		LW2-G417		G417		1.2				9.6		0.491				11400		65.3		0.26		2.57		5.7				1.8		140		6.8		1.1		0.265		3		20.4		22.9						8.7														14		0.183				12.1		0.81		4.7				32						0.096				3.84		0.66		0.441				21		25		5.85		4.9				150		48		1.09		200		140				16		103																										1.66		0.147										4.2				2.18		0.51		0.417								2.5		2.5								4.2										107						11		12		19				15		5.6																																																		15		1.72		0.658		2.3														26		1.9														9.7																		20										13						0.052						90200		140				1.78		1.68

		PHToxR2R3		LW2-G420		G420		2.1								2.66		20200		119		0.33		3.86						0.557		390						0.184				31.2		73.1										62										12.2		0.059				23.4				18				93		330		0.11		0.298		2.6		1.04		1.77		0.371				60		47		1.19		3.17				400		110		1.77		500		23		127				131																										0.211				0.266								6.6				0.827		1.74		0.105								4.7		3.4								5.1								11.4		5.56						16		19		37				21		10																																																		30		0.133		0.443		3.4														150		4.3														18																		16										67						0.074				390				23		390		0.369		0.235

		PHToxR2R3		LW2-G425		G425		1.8										9290		35.6				2				0.225		0.553		660		44				0.19				15.7		19.2				4.3						55										12.7		0.053				17								52		210				0.059		3.6		0.37		0.159		0.188				2.3		30		1.4		0.71		0.278		210		42		0.46		250		18.8						127																										0.07				0.159								5.9				0.295		0.141										2.4		2								3.3								8.86		6.01						13		15		23				16		7.4																																																		18		0.434		0.094		2.9														52		3.9														12																												22						0.11				270		10700		18.8		270		0.538		0.294

		PHToxR2R3		LW2-G426		G426		45				57						21700		161		0.41		6.5						2.45		4600		170		31		0.82		230		35		128				53		88				490								4.79		54.8		0.219				23.2		14						3400		1500		0.13		1.13		39.6		4.19		3.85		1.06		2.2		67.8		2200				9.09				15000		1700		4.26		17000		300		21900		320		420																										1.32												20				2.87		3.66		0.807								82		150								320						27		101		165						920		750		1700				530		500																																																		1900						120						25								4900		140														570																		41										980						0.77				2000		256000		300		2000

		PHToxR2R3		LW2-G430		G430		2.6										7960		12.1		0.69		3.46				0.105				62		27				0.133		2.3		13		21.1										19										8.47		0.034				10.6		1.1						200		86				1.2				0.166								0.78		150				0.26		0.19		980		170		0.17		1200		6.8						88.6																																						0.98				0.149												6.2		2.4				0.051				48								2.39								85		95		110				67		40																																																		100						16														200		7.6														71																												100						0.99				110				6.8		110

		PHToxR2R3		LW2-G437		G437		4.4				37				0.147		18400		64.7		0.25		3.69								93				0.84		0.413		6.4		27.1		44.1						3.7				110						0.368				25.3		0.147				19.6				9.1				100		390				0.262				3.41		2.61		0.327				54		96		0.88		6.35				550		110		1.83		670		59		176		8.4		157																										0.469		1.04										7.7				2.94		1.57		0.299								6		8.6								13						8.34		28.4		18.8						46		55		71				43		25																																																		64		0.175		0.094		8.5														100		7.3														40																		18										52						0.081				500				59		500		0.16		0.439

		PHToxR2R3		LW2-G441		G441		3.3				64				0.975		22200		104		0.1		3.66						6.48		96		7.1		0.56		0.265		6.9		26.9		34.2				6.8		1.1										0.504		6.86		17.3		0.092				22.5				16				150						0.177				4.18		5.92		2.05				65.7		83		4		12.1		0.43		640		110		1.64		750		37				2.3		95.9																										2.21		0.575										5.7				1.97		5.34		2.02		4.2						5.4		5.7				0.36				10						15.7				16.5						51		35		63				24		20																																																		69		0.56				5														200		6.4								1.71						23																		12				1.66						61						0.1								37				1.11		0.608

		PHToxR2R3		LW2-G444		G444		2.1						30		2.24		26200		117		0.32		4.1						7.01		170				1.6		0.296				32.2		43.3						3.4		21.5												23.7		0.098				24.6								62						0.226		2.7		93.2		123		1.75				89.3		68		67		218				380		45		1.98		430		87				7.1		118																										18.7		7.63										3.4				74.5		115		1.71								3.5		4								6.4						30.7		33.9		18.2						28		34		51				35		17																																																		55		17.9		1.35		6.4														64		3.2				3.1				2.2						31																						21.5						24						0.053								87				22		4.67

		PHToxR2R3		LW2-G445		G445		67						0.407				24100		13.6		18.7		34						2.03		310				2.7		0.769		52		60.4		257				160		13		3.96		610								2.34		454		0.455				34.2		18				1900		980		1300				1.13		33.5		50.2		18.1		66.8				71		550		1.73		135				3800		1600		1.99		5400		300				26		1360																										6.58		1.22		4.24								74				43.6		16.9		62.6								810		21								95						186				85						280		280		410				220		140																																												0.23						340		0.892				65														850		110								2.2		0.339				240																		150										360						0.55				1900				300		1900		0.186		0.615

		PHToxR2R3		LW2-G450-1		G450-1		5.4						1.98				32000		182		0.23		4.5						5.47		360				0.61		0.338				37.9		46.1						1.8				150										24		0.08				27.3								86		760				0.22		5.1		6.9		9.72		2.55				92.8		70		7.4		19				460		92		2.86		550		130		681		2.4		136																										3.31		0.671		0.409								5.8				3.6		9.05		2.14								7		5								12						67				27						37		32		53				40		17																																																		63		1.1		0.275		6.8														95		8.7								1.42						32																						3.47						48						0.052				910				130		910		1.24		1.27								0.24

		PHToxR2R3		LW2-G453		G453		190				80		132		10		20200		352		6.37		7.3								4500				8.1		5.41				146		120						45		356		8400						90.1				956		2.01				21.9						27000		680		18000		0.16		4.44		54.2		1370		2530		29				64.3		250		660		3930				2300		3400		7.45		5700		30800				7.2		561										540		56						38		7.5						291		288										360				1080		2240		28.8								220										170						22300				5070						170		150		200				140		51																																																		200		203		11.8		27														530		520		100						4.6		3.02				120																		100										2000						0.18				26000		35400000		30800		27000		445

		PHToxR2R3		LW2-G454		G454		0.25										9020		25.9		0.23		2.6						9.16		220						0.15				14.1		18.5										25.5										22.9		0.018												8.9		115				0.042		0.3		0.849								2.4		7.1				1.33				45		9.3		0.24		54		15.7		38.8				115																										0.719												0.81																0.34		0.58								1.1								7.31		4.43						3.8		4.2		5.4				4.9		1.7																																																		3.6						1.4														7.3		0.54														3.7																												4.4						0.056				141				15.7		140

		PHToxR2R3		LW2-G455		G455		8.8						2.19				13700		91		5.98		9.37						2.84		2000						0.95				38		72.6								3.03		350										365		0.151				24								150		1200				0.349		4.9		18		20.7		2.38				9.6		110		12		41				690		170		1.26		860		930						348																										5.08		2.79										12				13		17.9		2.36								14		4.1								18						692				103						53		53		85				57		26																																																		54		2.38		0.43		12														150		22		10.7						0.825						50																						4.72						93						0.14				1600				930		1600		2.69		1.69

		PHToxR2R3		LW2-G456		G456		86						3.97				21900		135		19.3		22.9						2.15						13		0.34		110		43.4		359				61		21						120								66.1		0.067		13.1		31.3								820				0.19		0.342		8.3		10.7		10		7.3				41		690		9.19		28.1				4500		1400		1.31		5900		210				30		457																										4.17				0.762								59				6.55		9.94		6.54								130		10								180						86.8		68.7		33.3						390		410		520				270		170																																																		410		2.67				71														1100		120														320																		35										910						0.83								210				2.08		4.26

		PHToxR2R3		LW2-G457		G457		18						0.868		0.091		23900		171		1.78		6.9						0.694		340				6.9		0.29		30		35.4		187				12		14		0.905				43				1.18				26		0.085		3.43		30								390				0.18		0.207		8.1		4.02		6.84		2.43				62.4		410		3.2		13.3				2300		390		2.24		2700		150				25		219																										0.678		1.08		0.221								14				3.34		5.76		2.21								29		8.4								50						56.8		57.8		26.9						210		190		300				130		110																																																		320		0.805		0.64		33														510		28														140																		18										240						0.23						115000		150				0.968		0.812								0.271

		PHToxR2R3		LW2-G458		G458		2.2								2.98		25100		148		0.12		3.76						8.5						0.53		0.25				29.2		40.6						0.75														14.1		0.085				23.4								70				0.19		0.186		3.8		1.11		1.45						91		54		0.735		2.75				340		67		2.61		410		31				1.4		107																										0.564												3.9				0.548		1.36										2.7		4.8								6.8						7.6				16						25		32		41				30		13																																																		31		0.172				4.7														68		3.5								2.6						26																		14										31						0.046								31				0.282

		PHToxR2R3		LW2-G461		G461		1.2						0.478				23600		170		0.32		4.3						0.875						1.9		0.27				32.9		48.2				7.6		3.5		0.542								1.05				19.5		0.081				23.5								39				0.21		0.219		10.4		2.2		5.39		0.774				80		38		2		8.36				210		30		2.59		240		89				6.7		127																										0.273		0.836										2.5				1.93		4.55		0.734								1.4		2.2								3.4						23		38.3		17.8						16		15		29				14		8.9																																																		30		0.36				3														41		1.9														13																												15						0.036						65700		89				1.21		0.354

		PHToxR2R3		LW2-G467		G467		340										11000		58.9		6.33		9.8						2.87		400				60		0.94		170		56.2		258				81		320										3.92		3.1		139		0.114				41.7		45						4800				0.08		0.169		7.6		39.5		7.44		8.8				6.1		1400		4.13		56				17000		8100		0.8		25000		1300				24		345																										36.5				2.1								64				3.02		7.35		6.71								470		64								890						489		616		160						1600		790		1000				320		400																																																		1500		1.01		1.54		110														6100		960														390																		17										5600						6.5								1300				1.44

		PHToxR2R3		LW2-G468		G468		7.6										29100		170		0.3		4.3						0.667						1		0.24				36.3		47.1				8.5		1.2		0.415								0.479				17.3		0.065				27.8								110				0.23		0.2		7.8		1.62		3.44		1.17				77.5		130		1.72		6.23				670		150		2.74		820		53				2.8		128																										0.207		0.663										11				1.41		2.78		1								6.5		14								20						24				22.6						52		49		99				42		31																																																		110		0.328				9.9														130		11														42				37.6														27										60						0.073								53				1.08		0.263

		PHToxR2R3		LW2-G469		G469		1				19				0.776		27800		195				4.35		11				4.4		72				0.37		0.241				31.8		37.4						0.68														12.7		0.054				25.7								14						0.156		3.6		0.92		1.18		1.01				84.4		14		0.47		3.1				81		18		2.66		99		22				1		98																										0.41												1.7				0.505		1.09		0.919								0.89		1.1								1.6										13						7.2		6.4		11				6.1		2.9																																																		11		0.091				1.3														16		1.4								2.05						5.3																												7.1						0.026								22				0.102

		PHToxR2R3		LW2-G473		G473		13				47				0.427		25100		154		11.8		6.1						0.982		510		200		5.8		1.21		32		55.5		107				46		16				120						8.5				178		0.407		19.8		35.7								410		590		0.26		0.328		30.6		51.2		13.8		10.6				68		420		12.5		75.6				2500		310		2.28		2800		1600				31		444																										41.1				1.52								13				10.1		13.7		9.04								20		22								54						701				770						180		240		320				270		100																																																		330		3.41		1.46		53														450		20														180																		18										160						0.21				710		2510000		1600		710		4.58		2.99

		PHToxR2R3		LW2-G474		G474		2.2				15				0.379		21100		180				3.82						0.857		120				0.27		0.235				27.4		35.1						0.42				63						0.129				12.5		0.054				23				16				24		420				0.134		6.8		2		3.09		0.785				83.4		23		1.07		5.88				140		32		2.59		170		30				0.75		91.7																										0.934		0.932		0.151								2.8				1.07		2.16		0.634		6.4						2.4		2.2								3.2										16						11		12		18				12		5.4																																																		18		0.234				2.3														24		3.5								0.632						9.8																												14						0.031				480				30		480		0.345		0.298

		PHToxR2R3		LW2-G477		G477		49										24400		111		4.56		5.8						3.09		980		480		2.8		1.07		53		46.9		100				39		5.7				130						3.86				122		0.289		19.2		43				16				750		670		0.2		0.216		13.9		44.2		10.3		8.95				34.7		720		3.11		63.5				3700		970		2.16		4700		2500				13		398																										38.9				2.78								50				5.34		10.2		6.17								24		16								42						302		1650		411						190		210		580				180		140																																																		480		1.38		1.47		45														930		31														180																		31										780						0.42				800		1880000		2500		800

		PHToxR2R3		LW2-G480		G480		18				22		1.42		0.212		10500		83.5		0.4		2.4						5.6						0.38		0.2		11		16.7		24.5						1.6										1.33				22.8		0.068						0.94						240						0.123		2.9		14		21.2		2.06				9.5		110		1.61		37				1000		1800		0.83		2800		150				2.5		115																										2.77		1.61		0.417								16				11		19.6		1.64								630		11								38						18		83.3		43.4						67		69		86				70		28																																																		85		0.401				11														290		340														61																		27										770						0.81								150				0.961

		PHToxR2R3		LW2-G492-1		G492-1		1.45								2.07		18000		117		0.15		3.18						4.09		155		8.6				0.25		4.2		23.6		26.1																1.23				17.7		0.051				15.9								72				0.12		0.129		10.6		1.08		1.55		0.728				82.3		63		2.51		3.36				390		52		1.93		440		200						217																										0.492		0.626		0.231								2.05				0.592		0.919		0.497								1.8		3.8								7.05						23				150						25		38.5		47				39.5		15.5																																																		43		0.156				6.15														70.5		2.35								2.01						36																						1.62						32						0.056						188000		200				0.535		0.122

		PHToxR2R3		LW2-G497		G497		19						2.78				15000		114		0.44		7.76						4.71		3900		190				0.766		54		36.3		68.1		0.443						4.85		460								3.6		48.5		0.069		4.99		23.1				79				570		2500				0.156		14.5		1.7		0.619		0.517				74.4		670		7.8		2.8		0.636		4000		480		4.12		4500		290						416																										0.56												15				1.15		0.543		0.441								36		12				0.485				52						71				200						260		360		510				460		160																																																		360		0.44				85														800		36								1.13						420																		23				6.81						310						0.18				3000				290		3000		0.303		0.214

		PHToxR2R3		LW2-U1C-1		U1C-1						38						14900		8.9				2.36						1.87		5		2.9				0.107				20.7		16.5				5.1																5.92		0.022				18.9		12						6.4						0.039				0.86		0.22						4.7						1.1				20				1.4		24		7.2		272				65.2																				2.1						0.067																0.788		0.198																														4.46																																																																								0.58														6.7										0.869																																								0.023								7.2

		PHToxR2R3		LW2-U1C-2		U1C-2												15100		34.5				2.15						0.43		5.3						0.092				19.9		17.3																				5.81		0.02				19.9														0.037		0.6		0.82		0.317						3.9						1.16				6				1.14		8.4				12.1				64.4																										0.406																0.414		0.299																																				1.7																																																																																										0.318																																								0.021																						0.147

		PHToxR2R3		LW2-U1C-3		U1C-3												15400		5.2				2.73						0.195		2100						0.116				26.6		15.8				9.7																6.47		0.017				25.2														0.036				0.166		0.265						6.4						0.461								0.28						5.64				65.9																																										0.145		0.243																																																																																																																														0.584

		PHToxR2R3		LW2-U2C-1		U2C-1						6.6						23800		55				3.33						2.01		44		3.8				0.166				29.1		24.3				5.4																9.96		0.026				23.6								29						0.066		1.2		0.68		0.942		0.55				22		16		0.38		2.2				130		24		1.27		150		6.7		20.4				81.5																										0.079		0.385		0.233												0.597		0.557		0.317																										2.28		1.53						7.7		9.7		12				11		3.9																																																		12				0.128		1.2														33										1.01						8.6																												19						0.04								6.7						0.057

		PHToxR2R3		LW2-U2C-2		U2C-2												24400		31.1				3.16						1.1		25						0.214				32.7		29.4								0.124												13.7		0.048				26.1								28						0.122		0.5		1.56		0.705						24.2		34		0.37		2.29				170		14		1.18		190		40		21.8				165																										0.405																1.15		0.684																		5.6										26		11						20		18		25				11		9.1																																																		23		0.142				2.2														27										0.795						9.7																												7.8						0.046						31000		40

		PHToxR2R3		LW2-U2C-3		U2C-3												18800		12.6				2.63						1.47		14						0.123				25.6		20																				7.54		0.023				21.1														0.051		1.3		0.271		0.389						10						0.687								0.51						15.2				72																												0.142														0.252		0.247																																																																																																																														1.04

		PHToxR2R3		LW2-U3C-1		U3C-1												19500		48.9				3								18						0.116				22.7		21.7				7.5																8.48		0.025				21.7														0.073		3.2		0.441		0.61						17.5						1.1								0.74						126				75.5																										0.206		0.129														0.235		0.48																		8.4

		PHToxR2R3		LW2-U3C-2		U3C-2						5.7						23800		86.6				3.67						0.497		40		2.8				0.124				27.5		25.9		0.252		4.9																9.21		0.043				22.5								5.9						0.105		1.9		0.36		0.538						28				0.21		0.97				19				1.26		24		6.1		14.9				84.6																										0.045																0.319		0.516																		230										1.16		2.3																																																																				0.11				0.49																																																																0.023								6.1						0.06

		PHToxR2R3		LW2-U3C-3		U3C-3										0.128		19100		40.5				3.35						0.561		52		2.7				0.115				23.7		22.3				6.7																8.55		0.024				17.7								9.8				0.07		0.082		1.1		0.192		0.534						17.9		7.6		0.12		0.79				44		9.5		0.97		54		4.52		36.7				80.4																												0.159														0.172		0.375																		20												1.47								5.2		6.5				4.9																																																						0.057				0.58														8.6																3.6																												4.4						0.029								4.52

		PHToxR2R3		LW2-U4Q-1		U4Q-1												25900		78.1				2.88						1		23						0.167				31.4		33.7				6.9																10.1		0.035				25.9								17				0.108		0.121		1.5		0.73		1.4		0.318				59		16		0.68		2.5				97		25		2.02		120		5.5		5.28				88.9																										0.13		0.19		0.278												0.599		1.25										0.72		3.2								2.2								1.86								7.8		9.1		12				8.5		4.1																																																		11		0.29		0.155		1.7														18		1.5														7.8																												9						0.03						3920		5.5				0.121		0.116

		PHToxR2R3		LW2-U4Q-2		U4Q-2												25900		70.9				3.18						0.934		20		3				0.161				31.5		30.1				6.3																9.2		0.032				23.8								17				0.096		0.094				0.804		1.17						48		21		0.619		2.04				110		13		1.47		120				7.91				81.7																										0.223		0.247														0.581		0.923																																				11		12		16				7.5		5.2																																																		13		0.192				1.6														18																6.4																												7.3						0.033												0.299		0.102

		PHToxR2R3		LW2-U4Q-3		U4Q-3												21600		69.9				3.32						1.05		33						0.164				27.4		26.7		0.217																		9.13		0.029				19.6								9.5				0.079		0.104				0.514		1.07						52		9.1		0.396		1.65				57				1.17		62				9.93				73.4																												0.154														0.494		0.916																		9.3																		6		6.7		7.9				4.8																																																				7						0.92														8.6																4.1																																		0.028												0.218		0.131

		PHToxR2R3		LW2-U5Q-1		U5Q-1										5.03		10200		1.9				2.54								4.8						0.085				17.6		13.8				5.2																5.8		0.022				20.3														0.024						0.11						4.1				0.15		0.2								0.18						7.99				50.4																																												0.087																																																																																																																														0.369																																																				0.09

		PHToxR2R3		LW2-U5Q-2		U5Q-2												11300		9.8				2.73						0.357		4.5						0.089				19.3		14.7				4.8																6.6		0.02				20.7														0.027				0.14		0.14						4.4						0.33								0.25						49				55.3																																										0.12		0.12

		PHToxR2R3		LW2-U5Q-3		U5Q-3												12900		8.6				2.57				0.261		0.213		4.2						0.085				17.6		16.3				5.3																6.86		0.014				20.1														0.033						0.21						5.2						0.31		0.368				2.8		0.2		6.1				5.34				56.4																												0.111																0.099																																																																																																																																																																0.91						0.026

		PHToxR2R3		LW2-U6TOC-1		U6TOC-1						5.8						19300		61.3				3.68								21						0.153				25.5		28.7																				9.11		0.037				22.5								7.5				0.075		0.097		4		0.838		1.5		0.366				43				0.42		2.7				26				1.22		33				6.87				77.6																										0.162		0.383		0.203												0.676		1.1		0.163																17																																																																																0.214				0.63														6.4																																																		0.025												0.153

		PHToxR2R3		LW2-U6TOC-2		U6TOC-2						11		0.349				33900		132				5.29						1.52		33						0.209				38.1		47.2		0.253																		14.3		0.055				29								15				0.168		0.235		5.5		1.15		2.45		1.4				98				1.18		5				66		16		2.57		82		8.6		3.92				113																										0.181		0.391		0.439												0.964		2.06		0.963																31												3						6.4		7						6.5																																																						0.478		0.213		1.2														13										0.698						5.1																												6.6						0.025								8.6				0.113		0.376

		PHToxR2R3		LW2-U6TOC-3		U6TOC-3						14						30200		98				4.85								23						0.204				36.2		44.4		0.287		11																13.8		0.05				26.2								9.3				0.164		0.218		9.5		0.672		1.48		0.489				92.4		10		0.43		2.65				55		19		2.37		74		14		12.3				105																												0.164		0.322												0.638		1.32		0.167								0.57		2.6								1.4						4.82		2.96		3.61								6.2		7.5				5.5		2.6																																																		6.3		0.289				1.1														9.2		1														5.2																												5.1						0.025								14				0.061

		PHToxR2R3		LW3-G612-1		G612-1		8		4.8		6		0.45				25800		91.7		0.12		4.09		11						98		15				0.307		12		25.6		35.4				15						93		3.4								14		0.081				22.4						440		200		350				0.2				2.5		1.8		2.6				58		190		0.74		6.9		0.23		1100		200		1.75		1300		26		308				129																										0.96				0.62								11				1.5		1.7		2								16		7.6				0.11				23				3				13		7.5						83		110		140		87		89		46		66		6.2		95		8.9		16		38		51		15		55		17		15		61		41		24		39		23		7.7		53		17		9.6		19								130						15		7.2		55										220		16								0.49						86																		22		2						62		100		180				0.14				440				26		440		0.42				290

		PHToxR2R3		LW3-G613		G613		1.8		1.6		6.1						27100		64.8		1		3.52		5.2						93		7.1				0.322		2.4		27.5		39.4										62		2.9								15.2		0.067				23.6		4.1		6.2				74		370				0.29		4.8		1.3		1.6		2.6				77		71		0.78		5.5		0.35		420		58		1.9		480		21						116																														1								3.2				1.1		1.5		1.6								3.5		3.3				0.18				9.1										8.2						34		46		55		37		43		16		22		1.8		34		2.4		4.8		17		11		5.3		19		4.9		3.9		12		12		4.4		11		7		3.4		13				3.2		6.6								43						6.1		2		50										61		3.3										0.77				42																		9.7								23		26		200				0.045				430				21		430		0.33

		PHToxR2R3		LW3-G622		G622		4.2		5.3		12						29100		96.2		0.14		3.96		10						110		8.9				0.331		4.9		26.9		36.3				22						85		4.5								14		0.057				22.4								220		440				0.21				3.1		2.2		4.1				82.8		150		1.2		9.4		0.3		1100		200		1.94		1300		23		116				146																										0.87				0.92								9				2.2		2.1		3.2								14		11				0.14				28				2.8				11		5.8						79		120		120		86		110		34		75		7.1		95		11		14		44		43		15		61		17		19		58		30		24		32		18		12		70		14		13		18								110						12		9.7		62										180		12								0.2						93																		28								51		99		240				0.13				530				23		530		0.38		0.3		200

		PHToxR2R3		LW3-G623		G623		2.2		2.3		11						34400		109		0.11		3.77		9.7		1.3		0.28		120		6.3				0.21		3.6		29.8		38.7				19						65		3.2								11		0.056				22.6								99		460				0.19				2.5		1.9		2.5				77		82		1.1		6.8		1.6		530		82		2		610		24		132				118																														0.85								3.5		2.6		1.5		1.8		1.6								5.6		6.4				0.13		8.8		12				3.6				10		7.3						39		60		62		43		53		20		37		2.5		45		5		5.8		20		24		8.8		29		8.1		7.6		39		18		8.1		17		9.3		5.6		32		4.7		7.1		9.5								52						6.6		3.5		40										92		5								0.4						48																		13								26		36		180				0.06				530		10500		24		530		0.48				180

		PHToxR2R3		LW3-G625		G625		3.7		5.9		10						24700		115		0.13		3.15		9.5						100						0.18		5.7		24.2		34.4				16						64		3.8								11		0.056				19.7								200		370				0.16				2.9		2		1.2				74.2		180		1.1		6.1		0.31		1200		210		1.94		1400		22		134				100																										0.82				0.79								11				2.1		1.9										12		12				0.15				37				3.1				10		5.5						83		140		140		97		130		43		72		5.6		89		9.5		17		37		37		12		53		11		19		56		25		22		29		18		9.8		56		12		10		14								130						15		7.6		39										190		11								0.45						120																		31		2.1						51		96		160				0.13				430				22		430		0.32		0.27		200

		PHToxR2R3		LW3-G628		G628		2.8		2.5		9.4						27800		121		0.11		3.01		9.4		0.086				140						0.213		4.8		25.1		36.4				18						58.1		3.4								12		0.058				20.9		9.7						93		364				0.18		2.1		1.5		1.8		0.8				74		76		1.1		4.1		0.41		480		87		1.91		570		12		105				103																														0.55								3.9				1.3		1.7										6.6		4.8				0.21		15		12								3.1		5.4						37		52		58		39		44		18		43		3.3		42		4.3		6.4		18		24		8.9		28		5.6		7.2		30		15		10		13		9.8		4.4		34		5.4		5.5		10								51		0.13				6.3		3.7		38										85		5.6								0.14						40																		14								31		40		160				0.06				422		11300		12		422		0.41		0.21		190

		PHToxR2R3		LW3-G637-1		G637-1		69		24								31200		109		0.13		4.14		20		0.072				100		15				0.219		51		27.5		41.9										68		3.9								12.8		0.068				25.1						400		590		330				0.184		3.4		3.5		3.1		6.5				56.6		590		1.2		13		0.31		3300		1100		1.73		4400		30						117																										0.98				1.5								34				2.5		3		5								91		11				0.14		17		81								11		13						260		280		450		250		190		140		160		20		280		47		58		160		88		57		130		50		65		190		54		45		68		62		76		130		18		49		44								400						37		53		50										770		110								0.17						190																		75		7.8						110		660		180				0.48				400				30		400		0.55

		PHToxR2R3		LW3-G638		G638		9.3		6.7		9						27300		80.8		0.1		3.58		9						110						0.215		8.1		28.9		38.9				18						70		2.8								14		0.075				21.6								270		370				0.17				2.8		2.6		3.1				45.9		240		1.1		8.5		0.32		1500		240		1.69		1800		23						106																														1.3								14				2.4		2.3		1.8								15		16				0.11		15		30								8.2		11						130		180		180		130		150		62		93		7.7		140		10		21		47		63		16		79		15		19		67		42		28		44		25		11		81		17		13		23								160						20		8.2		47										240		16														140																		54		2.7						64		99		180				0.2				440				23		440		0.49		0.11		130

		PHToxR2R3		LW3-G643		G643		35		18								24600		63		0.18		3.51		9.6						130		16				0.255		38		27		81.2				19						110		3.9								19		0.112				23.8		9.7				530		700		420				0.164		1.1		3.3		1.9		2.1				44.6		650		1.6		7.3		0.38		3900		830		1.43		4800		33						142																										0.89				1.4								37				2.4		1.9										49		25				0.16				120								13		14						370		390		480		280		260		170		300		20		420		33		55		160		190		59		210		43		55		200		120		79		110		62		55		150		46		34		73								440						52		31		76										800		59														270																		110								120		430		240				0.64				530		27200		33		530		0.54		0.21

		PHToxR2R3		LW3-G648		G648		50		43								20500		63.7		0.15		3						0.81		110						0.145		180		20.4		27.7				1500						94										10.6		0.053				20.8						400		6300		310				0.135				8.2		3.6		4.2				38.1		4300		0.95		16		0.45		31000		6500		1.51		38000		31						97.3																										1.8		0.45										58				6.4		3.1		4								720		140				0.22				1200								16		6.3						2500		3600		3300		2200		2900		1000		1400		45		2300		250		100		1100		600		230		1000		210		330		870		330		240		430		210		280		440		58		150		220								3100		0.15				360		400		57										5600		350														2700																		170								960		3900		140				4.2				400				31		400

		PHToxR2R3		LW3-G653		G653		8.1		13		5.4						33600		96		0.09		3.57		11						88		7.2				0.184		11		28.1		37				16						54		4.2								9.73		0.053				25.5						400		560		350				0.145				6.2		4.2		17				61.1		450		1.5		28		0.42		3000		530		2.09		3600		16						104																																						22				5.6		4.1		17								45		24				0.17		12		80								6.3		3.4						230		370		340		240		320		110		190		11		250		25		35		100		100		32		120		29		39		130		59		43		66		37		24		76		23		24		35								290						38		27		34										490		31														300																		61								120		270		140				0.3				400				16		400		0.59		0.44		130

		PHToxR2R3		LW3-G654		G654		140		120								25300		66.3		0.16		3.89								210						0.306		570		25.4		35.4										280										31.5		0.125				26.6		4.7				890		9400		610				0.225		6.5		140				24				46		6200				170				46000		12000		1.69		58000		130						190																				0.48						28												240				110				23								1200		220								2300										36						3600		5000		4700		3200		4200		1500		2000		200		3400		520		360		2000		1000		540		1600		500		580		1800		560		500		830		710		680		1200		160		540		430								4500						510		670		230										8700		1000						1.1		2.2						3800																		460								1300		6900		410				6.1				890				130		890

		PHToxR2R3		LW3-G656		G656		18		22		21		0.74				31200		109		0.15		3.46		17		0.13				180						0.227		45		30.5		40								0.21		83						0.38		0.51		11		0.06				24.7						620		1100		540				0.165				7.3		3.5		3.7				75		890		2		14		0.33		6000		1000		2.37		7000		52						105																										3.2				0.98								41				4.1		3.3		2.7								87		42				0.079				180								23		8.4						490		710		680		470		560		210		390		21		520		47		63		220		230		65		280		58		64		300		130		80		130		82		78		230		45		51		66								620		0.23				71		54		61										1000		60								0.25						530																		110								210		510		200				0.54				620				52		620		0.71		0.44

		PHToxR2R3		LW3-G663		G663		4.8		3								17400		0.4		0.13		3.45		4.6						110		3.4				0.199		5.6		18.1		34.5				9						39		2.9								16.8		0.069				17.7		7.5						140		170				0.191				3.8		1.5		33				35.4		150		2		38				810		110		1.37		920		53						125																										2				1.9								6.2				1.8		1.4		31								5.5		7.2						11		19								22		20						62		88		110		69		81		35		55		2.8		59		3.7		9.2		19		36		6		38		4.5		5.7		30		26		5.5		21		6.3		3.7		22		7.3		4.3		8.4								87		0.22				12		3.5		29										120		5.6												0.37		74																		16								28		55		100				0.12				210				53		210		0.7

		PHToxR2R3		LW3-G665		G665		24		9.1		2.7						26200		43		0.14		3.02		7.2				0.2		140						0.176		3.6		24.2		37.8				13						55		3.3								10.8		0.065				23.3		4.5						100		260				0.154				1.8		1.6		2.6				55		79		0.86		6				500		220		1.45		720		22		428				104																										0.52				1.1								28				1.3		1.6		1.5								18		4								24								6.9		12						42		42		61		36		34		18		40		5.1		70		8.4		37		22		26		8.7		35		9.7		23		38		22		8.2		20		13		9.5		24		9.5		8.5		14								57		0.095				5.6		5.3		44										110		21														31																		59								46		63		140				0.11				320		33700		22		320				0.1

		PHToxR2R3		LW3-G670		G670				0.52								11700		93		0.31		2.19		4.6						23						0.065				11.8		14.8				14				0.097		12.9		2.7				0.12				4		0.017				15.1		0.53		3.1				6.5		54.9				0.08		1.7		0.29								8.1		4				0.59				27		8		0.5		35				128				48.8																																						0.87				0.21												0.56		0.47								0.86																2.1		1.7		3		1.8		1.8		0.95		2.2				3.6				1.4		1.3		1.7				2.8		0.69		1		1.7						1.7				0.54		2.8														3.1						0.4				6.2										6.6		0.69														1.2																		1.9								3		2.6		20				0.016				67.8		1830				67.8

		PHToxR2R3		LW3-G671		G671		37		16		12						29300		92.8		0.15		3.84		12						320						0.251		17		24.2		48.1										200		7.3								17.6		0.239				21.7		14						260		550				0.296		0.7		5.3		2.9		5.7				65		200		2.5		14		0.81		1300		520		1.54		1800		66		12900				138																				0.31						2.3				2.4								40				3		2.9		3.3								72		9.9								49								26		28						120		100		150		85		69		50		110		19		200		24		56		71		87		31		120		30		43		96		65		54		80		51		27		130		33		32		61								150						16		15		190						0.56				320		56						0.83								70																		89								79		200		440				0.27				750		48600		66		750		1.2		0.068

		PHToxR2R3		LW3-G672		G672		25		11								1950		54.2		0.08		2.71		12						67		4.6				0.113		5.3		15.8		22.8				17						51		3.4								6.89		0.034				15.5		7.4						300		180				0.108				1.5		0.96		2.3				32		130				4.7				1300		940		0.88		2200		17						9.7																										0.45				0.62								21				1		0.87		1.7								160		5.1								90								4.4		6						120		55		100		55		26		32		71		23		160		57		32		110		40		22		80		41		98		110		34		28		36		46		97		75		12		61		29								140						7.8		38		39										460		170								0.1						26																		34								25		460		93				0.56				230		8690		17		230						130

		PHToxR2R3		LW3-G674		G674		9.9		70		2.6						16500		18.7		0.09		8.1		4.4						34		3.6				0.126		2.1		16.5		22.2										27		2.3						0.44		7.75		0.037				16.5				35				69		130				0.089		4		9		1.1		1.1				20		47				11		0.17		330		190		0.7		520		27						85.6																										4.8				0.96								7.7				4.2		0.95										48		2				0.055				20								18		4.9						31		26		35		19		17		12		22		4.2		52		12		78		20		12		6.1		21		7.3		24		35		10		5.8		10		7.7		15		25		2.5		11		6.8								33						3.6		6.6		21										82		14								0.1						17																		16								14		85		61				0.19				160		5750		27		160						110

		PHToxR2R3		LW3-G675		G675		1.5		0.93								10300		19.7		0.08		1.94		7.5						17						0.06				9.81		13.8				10				0.038				2								3.67		0.018				13.6								12		51				0.05		2.1		0.59		0.25		0.27				9.3		6.7		0.19		1.1				51		50		0.5		100								58.3																										0.27				0.15								1.7				0.32		0.23										32		0.63								2.3																4.1		3.4		5.1		3.3		3.1		1.6		4.7		0.54		6.5		1.6		2.6		3.1		2.7		0.78		4.6		1.8		4.3		3.4		2.6		0.78		2.7		2		1.7		5				1.6		1.9								5.4						0.51		0.53												13		2.9														2.7																		3.7								4.3		7.2		26				0.046				55		6880				55		0.061

		PHToxR2R3		LW3-G683		G683		0.7		0.9								28300		99		0.11		3.17		7.9						73						0.163				26.6		39.9				13						40		2.3				0.16				9.5		0.106				23.6				31				21		300				0.153				1.3		1.8						72		22		0.83		3.5		0.31		120		18		1.7		140								99.8																																						1.2				0.93		1.7										0.79		0.99				0.19				1.7																11		12		16		9.5		9.5		5.6		15		0.73		12		1.2		2.1		3.6		5.9		2.1		8.2		1.6		1.5		9.2		5.7		1.8		2.8		2.7		1.7		11		4.7		2		2.4								15		0.091				1.8		12		32										20		1.1								0.18						9.3																		4.4								7.7		8		130				0.017				340						340		0.35				140

		PHToxR2R3		LW3-G684-1		G684-1		7.3		4.8		20		0.46				29200		71.6		0.91		3.93								89						0.197		4.6		29		40.6				23				0.1		50		7				0.49				14		0.08				25.2		1.2		9.3				72		270				0.18				3.1		1.8		2.1				34		52		4		7				330		140		1.3		470		29						95.1																										0.88												8.9				2.2		1.8		1.6								10		6.4								13								15		11						25		26		39		24		21		13		35		8		44		7		14		23		33		10		31		10		15		43		30		21		26		13		8.4		52		18		12		23								36				3.9		3.4		4		29										75		11								0.27						18																		37								21		54		110				0.092				320		15800		29		320

		PHToxR2R3		LW3-G685		G685		1.3		1.1		4.4						26500		79.7		0.1		3.09		8.7						79						0.167				26.5		36.6				16						50		2.9								9.2		0.049				22.7				40				23		340				0.137		1.6		0.63		1.1		1.4				59.8		17		0.69		3.1		0.2		110		38		1.56		150		16						92.9																																						1.9				0.51		1		1.3								0.94		1.7				0.13				2.1								4.1		6						7.6		9.4		13		8.5		9.6		4.3		16		1.5		14		1.7		3		4.6		8.5		4		13		2.7		2.8		13		9.3		4.5		6.1		5.5		1.9		9		4.8		2.5		6.9								12		0.079				1.3		0.55		39		1.9								21		1.9								0.11						8.3																		19								14		10		150				0.023				390				16		390		0.27				200

		PHToxR2R3		LW3-G689		G689		1.9		3.6								13700		12.6		0.13		2.52		6.3						39		4.7				0.109		2.5		15.6		18.4				12						59		2.9								9.1		0.06				16.4				36				260		200				0.102		552		2.7		1.2						24.8		130		0.64		4.1				1100		190		1.15		1300		13		159				71.8																										0.99												7.1				1.7		1.1										9.2		14								27								5.4		2.9						120		130		99		80		69		30		140		6.2		220		51		11		130		61		41		120		41		15		150		35		30		50		37		11		85		17		18		47								160						14		8		44										160		9.4														62																		25								36		94		88				0.27				260		7300		13		260		0.48				140

		PHToxR2R3		LW3-G693		G693		4.4		2.6		14						28800		79.5		0.12		3.46		12						160		17				0.214		3.5		27		39.9				24						83						0.22				12		0.059				22.7		5.2						81		490				0.188				3.5		2.5		3.4				75		51		1.1		9.5		0.26		370		81		2.25		450		25						111																0.5										0.99				0.74								4.1				2.5		2.4		2.7								4.1		4.5				0.18				9.5								11		6.9						28		27		38		24		22		13		53		8.4		74		6.3		6.7		21		31		12		33		12		8		42		30		14		24		21		9.1		29		11		11		18								40						3.8		2.8		68										95		6.2								0.2						20																		13								42		40		220				0.051				570				25		570		0.36		0.29

		PHToxR2R3		LW3-G694		G694		13		17		99						24900		112		0.15		3.49		13				0.29		34						0.226		6.7		22.9		31.5		0.53		17						186										16		0.161				21.4		0.63						250		472				0.242		14.5		3.7		6.3		4.6				70.6		110		1.5		15				930		410		1.69		1300		88						122										4.1										0.36										2.4								32				3		6		2.2								25		24								34				21				35		29						67		76		84		55		61		25		72		53		120		30		49		94		58		47		76		57		78		160		46		54		57		91		120		150				110		57								90		0.12				7.3		13		170										220		26				0.15										51																		85								100		180		320				0.23				658				88		658						120

		PHToxR2R3		LW3-G700		G700		1.8		1.9		7.2						32100		72.7		0.12		3.46		15						170		17				0.185		3.1		28.6		68.7				25						57										11		0.062				23								40		380				0.194				0.9		2		2.3				86		32		0.91		5.2		0.31		190		42		2.27		230		20						120																														0.92								2.5				0.77		1.9		1.4								1.8		2.6				0.12				5.5								5.6		10						14		16		24		15		15		7.5		41		3.4		26		3.5		4.4		14		20		5.4		20		6.5		4.9		26		16		7.2		14		13		4.7		15		8.5		6.4		9.5								21						2.4		1.1		51		2.9								39		2.4								0.13						12																		8.7								47		18		200				0.028				440				20		440		0.39				150

		PHToxR2R3		LW3-G707		G707		1.6		1.5		9.1						27900		81.6		0.15		3.18		17						150		6.2				0.178		2.2		27.8		37.7				23						51										10		0.055				22.7		10						32		370				0.159		4.9		0.96		1.6		1.9				73.1		22		1		4.4		0.43		140		34		1.75		180		20						102																														0.57								2.1				0.69		1.5		1.3								1.4		2.6				0.27				2.9								8.5		5.1						9.7		11		17		11		12		5		29		2.9		19		2.7		3.6		7.8		16		5.2		18		5		3.8		19		13		5.6		13		8.9		3.2		25				4.1		7.7								16		0.16				1.6		0.92		41										31		2.1														9																		8.4								26		14		160				0.028				420				20		420		0.4				150

		PHToxR2R3		LW3-G711		G711		2		1.6		12						26900		91.8		0.11		3.44		13						150		9.8				0.202		3.2		27.6		36.6				23						52						0.37				9.9		0.051				23.3								55		390				0.147		1.9		1.3		1.7						71		53		0.85		3.5		0.35		280		41		2.02		320		19						95																																						2.4				0.63		1.6										2.1		2.7				0.2				4.2								6.2		6.5						33		26		39		20		15		14		45		3.9		40		2.7		4		11		22		5.9		30		5.4		3.8		25		15		6.4		16		11		4		34				5.7		10								28						2.8		1.2		39		1.5								52		2.9								0.33						14																		7.6								30		19		160				0.037				440				19		440		0.35				150

		PHToxR2R3		LW3-G713		G713		3.8		1.5		5.2						29700		119		0.13		2.9		11						70						0.15		3.8		26.7		32				17				0.066		51										9.5		0.05				22								30		290				0.19		1.8		0.71		1.8		1.3				59		25		0.63		3.8		0.24		160		49		1.52		210		16						92.1																														0.37								2.1				0.61		1.7		0.96								6.6		1.8				0.12				4.8								5.4		5.4						12		13		19		11		12		5.5		27		2.6		24		2.6		3.6		9.3		17		4.8		16		3.7		3.8		18		12		5.8		12		7.6		3.5		19				4.4		7								23						1.9		1.2		48										32		5.6														10																		6								60		22		150				0.037				340				16		340		0.29		0.12		110

		PHToxR2R3		LW3-G718		G718		1.7		1.4		9.7						31100		83.8		0.11		3.48		9.8				0.19		130						0.189		2.2		29.1		38.6				18						57						0.31				10		0.053				24.5								35		410				0.162		13.1		1.1		1.5						67		26		0.8		3.1		0.29		180		38		2.2		220		16						103																																						2.2				0.65		1.4										1.4		2.8				0.16				4.5								4.9		5.1						13		15		20		13		17		6.2		32		3.7		25		2.7		3.6		12		18		4.9		22		3.9		3.9		23		15		5.2		13		8.4		3.9		13				4.6		20								21						2		0.93		43										36		2.3								0.14						12																		8.9								26		16		170				0.025				470				16		470		0.34				150

		PHToxR2R3		LW3-G722		G722		1.8		1.5		11						29900		94		0.15		3.42		16						200						0.194		2.4		27.6		39.4				29						69.6						0.5				11		0.056				22.9								36		523				0.181		2.5		1.1		2.3		0.78				89		25		0.9		4.2		0.47		160		35		2.05		200		21		52.9				109																														0.43								2.4				0.93		2.2										1.5		2.6				0.29				3.3								6.4		7.4						11		13		19		13		13		5.6		41		4		26		2.9		3.9		8.6		19		5.9		23		6.4		4.2		22		19		7.8		16		8.5		3.9		16				6		18								19						1.9		1.1		54		1.3								36		2.5								0.14						10																		8								31		15		220				0.028				593				21		593		0.41				190

		PHToxR2R3		LW3-G736		G736		2.2		1.3		15						27600		116		0.11		3.11		17				0.16		75		15				0.161		2.2		26.4		33.6				15						37						0.33				8.3		0.047				23								27		360				0.128				1.7		1.5		1.4				59.5		19		0.82		4.6		0.43		130		38		1.75		160		18						88.7																														0.3								2.1				0.65		1.5		1.1								2.5		1.7				0.25				3.9								4.7		5.7						11		11		14		8.8		8		4.6		23		3.9		18		2.8		3.4		8.5		16		4		16		3.7		3.6		18		11		5.6		11		5.1		3.2		20				4.3		10								14		0.12				1.5		1.3		27										29		3.1														7																		5.5								12		19		120				0.025				400				18		400		0.35				150

		PHToxR2R3		LW3-G737		G737		2.6		2.9		15		1.1				33200		170		0.12		3.68		19						170						0.174				28.9		37.4										56										9.5		0.053				24.1								44		440				0.175						3.6		3.2				78		29		1.9		8		0.54		200		61		2.26		260		24						103																												0.56		2								4.5						3										3.4		3.7				0.27				5.5								6		11						15		16		22		15		16		7.4		37		4.5		26		4.3		7.4		13		21		7.6		20		7.1		5.6		25		16		16		13		8.1		5.6		40				6.2		22								23						2.4		1.7		43										44		4.2								0.4						13																		16								26		24		180				0.031				500				24		500		0.67		0.18

		PHToxR2R3		LW3-G740		G740		3.6		3.1		16						12100		30.9		0.19		2		16				0.76		1100		84				0.154		10		15.9		25.3								0.15		90								0.33		15		0.034				11.7								140		610				0.151		26.3		4.7		1.4						70		110		3.6		13				700		110		1.53		810		230						249																0.38										3.9												5.5				0.75		0.83										4.6		5.7								13				39						190						48		64		80		55		59		27		52		13		59		9.1		8.6		37		47		20		41		13		17		73		37		30		23		29		17		78		25		26		21								80						8.1		4.9		68		22								140		6.7				0.29										51																		11								28		67		270				0.12				700		249000		230		700		3

		PHToxR2R3		LW3-G741		G741		0.96		1.1		5.3		0.47				29500		78.6		0.12		3.08		13				0.2		130		6.3				0.179		2.4		27.2		33.9				19						39						0.45				9.2		0.045				23.8		3.4						25		310				0.147				0.88		1.5		1.2				64.4		22		1.1		3.6				130		25		1.61		160		23						95.4																														0.61								1.6				0.57		1.4		0.6								1		1.7								2.4								5.3		7.2						11		11		16		11		11		5.5		43		1.4		19		2		2.7		8.7		16		4.3		17		4.1		2.4		19		13		4		12		6.8		2.3		24				4.1		13								16		0.14				1.8		0.64		29										25		1.4								0.15						8.3																		7.1								32		10		120				0.029				350				23		350		0.44		0.16		150

		PHToxR2R3		LW3-G744		G744		1.4		1.3		13		0.47				26700		97.4		0.11		3.08		16		0.1		0.35		200		15				0.154		2.9		26.7		33.4				26						46						0.39				9.5		0.047				22.1								33		350				0.14				1.2		1.7		0.6				67.7		23		1.2		3.4		0.5		150		33		1.78		190		27						90.6																1												0.15		0.5								2.2				0.71		1.5										1		2				0.29				3.7								6.5		6.2						12		12		18		12		11		5.4		31		2.9		17		2.6		3.5		7.7		17		4.4		15		5		3.7		19		14		5.6		11		7.7		3.8		25				4.3		11								17		0.23				1.9		0.83		34		1.4								34		1.8														8.9																		7.2								24		15		130				0.028				400				27		400		0.51		0.19		210

		PHToxR2R3		LW3-G745		G745		1.7		1.4		8.9		0.43				31800		88		0.13		3.23		9.1		0.071				190		14				0.189		3.8		29.6		34.9				22						52										10		0.051				24.1								44		370				0.157				1.1		1.4		1.9				65		33		1.5		4.4		0.26		210		40		1.75		250		31						99.2																														0.82								2.3				0.64		1.3		1.1								1.2		2.6								3.2								7		7						14		15		25		15		13		7.5		38		3.3		23		2.8		3.7		12		21		7.1		22		4.2		3.5		22		20		7.3		16		8.8		3.4		32		9.5		4.5		17								25		0.26				2.1		1.2		38										50		2.2								0.17						10																		8								22		20		150				0.036				420				31		420		0.63		0.23		220

		PHToxR2R3		LW3-G746		G746		1.4		1.1		10						30500		102		0.56		3.55						0.32		210						0.192				29.8		37.5										61		7.9								10		0.052				24.8								28		450				0.2		5.6		1.4		1.8		4.1				71		20		1.5		7.3		0.45		130		30		1.92		160		36						84.6																																						1.6				0.88		1.7		3.7								1.5		1.6				0.23				2.7										31						9.4		9.1		15		9.8		9.4		4.7		26		2.9		18		2.1		2.7		9.8		15		4		13		4.6		2.7		26		12		5.5		9.2		5.8		2.7		27				6.4		14								16		0.21				1.5		0.9		36										30		1.9														7.6																		5.8								15		15		160				0.024				510				36		510		0.63		0.21

		PHToxR2R3		LW3-G750		G750		2.1		1.3		7.9						29800		100		0.54		3.27		12				0.3		180						0.187		4.7		30.2		35.3				37						60		5.8								12		0.055				25.6		3.3		11				37		410				0.2		9.1		1.2		1.6						53.8		34		1.1		3.5		0.52		190		44		1.73		240		18						87.7																																						2.2				0.86		1.5										2.6		1.9				0.3				5.7								5.1		9.2						15		16		26		15		14		7.5		36		2.8		22		2.6		3.5		11		15		4.7		19		4		3.2		21		12		5.2		10		7.8		3		21				3.6		6.1								22						2.3		1.3		38										41		3.3								1.7						12																		6.7								20		22		170				0.033				470				18		470		0.56		0.14

		PHToxR2R3		LW3-G751		G751		1.5		1.2		9						31100		83		0.54		3.52		13				0.28		190		25				0.171		3.2		32		38.2				29						58		4.9								10		0.054				26.4		2.6		12				27		410				0.19		3.6		1.5		1.7						60		22		1.1		3.6		0.4		140		30		1.77		170		18						84.5																																						1.6				0.99		1.6										1.5		1.7				0.22				3								7.2		6.8						11		12		17		11		11		4.9		26		2.3		16		2		2.8		8.7		11		4.4		13		2.5		3.5		13		12		3.9		8.8		6.6		2.5		19		5.3		3.7		5.2								17						1.7		1		34										30		2								0.25						8.6																		6								16		14		150				0.024				470				18		470		0.46		0.17

		PHToxR2R3		LW3-G752		G752		6.9		3		16						29300		96		0.76		3.91		10				0.26		230		24				0.206		7.4		32.2		49				18						120		4.8		0.079						20		0.091				26.3				7.9		670		110		550				0.46		9.6		1.3		2.1		2.3				57.8		77		1.5		5.7		0.38		530		160		2		690		39						115																														1.2								4.5				0.93		2										10		3.5				0.15				11								18		17						37		37		57		33		32		20		50		9		52		8.9		7.5		36		28		14		28		12		7.6		39		23		15		20		18		9.6		30		7.9		12		17								70						5.2		5.9		76										130		12								0.19						30																		21								32		98		260				0.074				670		30500		39		670		0.91

		PHToxR2R3		LW3-G755		G755		4.9		2.7		16						27700		59.4		0.7		3.8						0.59		550						0.182		8.6		35.8		97.3								0.24		100										25		0.082		0.92		24.3		0.98		10				340		600				0.53		5.1		0.88		1.5						45		460		1.3		3.4		0.72		2400		160		2.07		2600		27						125										25																												4.8				0.8		1.5						12				5.6		30				0.29				20								11		13						220		290		340		220		240		120		200		11		180		8.8		7.5		76		130		29		110		15		7		110		120		53		77		34		9.1		130		78		17		59								240						36		3.5		74										340		5.5								0.18						250																		21								100		76		310				0.23				700				27		700		0.55		0.18

		PHToxR2R3		LW3-G756		G756		1.6		1.6		16						29400		69.2		0.54		3.09								410						0.226				29.6		33.1										85										20		0.173				24		59		12				49		520				0.57		1.4				1.3		4.9				40.4		35		8.1		7				240		45		1.53		280		56						91.8										42																				1.4								2.6						1		3.5								1.8		2.4								5.5								27		26						18		19		27		18		18		8.1		57		4.3		44		2.8		4.2		14		25		7.3		25		6.1		4.8		31		23		9.6		14		9.7		5		18				6		12								28		2.1				3		1.4		55										50		2.8								0.27						15																		6.7								17		23		240				0.047				610				56		610		3.6		1.5

		PHToxR2R3		LW3-G763		G763		2.2		1.2		4.4		0.93				30100		116		0.565		3.12		7.2						99		6.6				0.149		5.5		27.6		33.1				23						52		4.2								10.3		0.054				24.5		6		8.8				90		350				0.18		4.7		1.1		1.8		1.1				56		90		1.2		4		0.32		490		51		1.66		540		19						80																														0.48								1.8				1		1.6				2.4						3.2		2.8				0.19				8.2								7.5		8						60		51		66		37		25		24		50		10		66		3.9		3		22		24		5.4		45		9.2		4.2		44		17		5.5		22		13		6.8		32				15		8.9								54						6		1.5		36		1.5								86		3.8														28																		4								17		27		160				0.068				400				19		400		0.47		0.11

		PHToxR2R3		LW3-G766		G766		0.81		0.83		9.4						20600		31.1		0.47		2.86		5.8						180						0.148				20.4		24.5				30						58		4.4								10		0.056				20.2		10		11				24		340				0.17		1.6		0.77		1.3						35.7		16		0.81		3		0.58		110		30		1.24		140		20						82.2																																						1.1				0.58		1										5.5		1.3				0.2				2.9								5.6		11						8.3		8.7		12		8.2		8.9		4.2		11		1.7		13		1.8		1.9		6.1		13		2.7		9.7		2.9		2.2		12		12		3		6.5		3.5		1.6		14		5.4		2.1		6.2								11						1.3		0.76		36										21		1.6														6.7																		5.5		9.9						5.5		12		160				0.026				400				20		400		0.43

		PHToxR2R3		LW3-G767		G767		0.87		0.94		6.9						30800		59.7		0.47		3.17		5.3						150						0.134				31.3		30.5				29						48.2		3.5								8.5		0.05				23.5				5.6				19		332				0.17		5.6		0.59		0.99						56		16		0.73		1.9		0.32		100		24		1.46		130		12						84.1																																						1.5				0.5		0.97										0.91		1.6				0.2				1.6								4.1		4.2						8.7		9.7		12		8.6		10		4.1		14		1.1		12		1.7		2.4		6.3		9		2.5		9.5		3		2.4		8.4		9.9		2.9		6.3		3.6		2.2		8.5				3		7.7								11						1.4		0.54		28										18		1.1								0.19						8.1																		8.5								9.4		8.9		130				0.021				380				12		380		0.34		0.088

		PHToxR2R3		LW3-G769		G769		1.4		1.3		8.1		0.24				29800		94.3		0.44		3.25		6.8						260		5.9				0.148		1.6		31.4		33.3				29						55		3.7								12		0.05				24.5				7.6				25		370				0.19		5.9		1.2		1.4		0.96				40		23		0.88		3.6		0.36		140		31		1.64		170		20						87.8																										0.47				0.81								2.4				0.72		1.3										1.6		2.1				0.18				2.6								8.9		7.3						12		13		18		10		12		5.2		21		1.6		17		2.9		3.7		9.4		12		5.1		12		4.2		2.9		15		13		6.2		9.1		6.3		2.6		11				4.5		11								16						1.8		0.92		37										24		1.7														10																		7.7								15		13		160				0.025				430				20		430		0.37		0.088		98

		PHToxR2R3		LW3-G772		G772		3.8		3.6		31						28600		79.4		0.53		3.22		36						1100		29				0.211		12		32.2		37.8				41						120										19		0.04				25.2		3.1		41				150		900				0.31		3.8		2		1.9						48		81		1.7		4.6		1.4		620		160		2.06		770		18						105																																						6.2				0.93		1.9										6.8		3				1.2				16								6.7		7.3						50		48		62		42		50		19		88		10		80		10		9.8		62		100		49		69		24		8.4		100		110		83		61		39		11		140		66		18		84								64						7.4		4.9		63										130		7.6								180		0.19				36																		40		9						23		78		360				0.11				1000				18		1000		1.1

		PHToxR2R3		LW3-G775		G775		1.3		1.5		13						26300		78.8		0.5		2.97		4.6						180		5				0.126		2		26.8		29.4				26						50		4								9.3		0.047				22.7				5.5				32		360				0.17		3.6		0.74		1.1						33		24		0.87		2.3		0.43		160		42		1.24		200		16						84.1																																						2.2				0.58		1										2.6		2.6				0.26				5.2								5.7		6.7						13		15		18		13		15		5.5		22		2.7		19		2.7		3.7		12		16		6.9		16		5.4		3.9		18		16		5.7		11		6.5		3.8		13		5.8		4.4		12								17						2.2		1.3		29										30		2.3														12																		9.3								14		18		140				0.04				410				16		410		0.43

		PHToxR2R3		LW3-G776		G776		2.2		2.2								14200		36.5		0.57		2.15														0.205				20.2		25.4										45								0.1		179		0.037				19.4								54		280				0.17		2.4		6.9				52				14		49				60				300		58		0.75		360		500						90																										6.4												3.5				0.53				49								3		2.4								5.2										480						25		32		38		24		27		11		33		5.9		74		3		5.7		20		43		9.9		38		7.8		7.3		25		55		12		33		11		8.2		140		41		9		17								33						4.9		2.3		32										54		3.2								0.27						26																		13								14		28		160				0.15				330		2750000		500		330

		PHToxR2R3		LW3-G777		G777												5690				0.28		1.02														0.075				10.9		11.6										8.8										7.39		0.019				11.9		0.27						10		58				0.11				0.3								1.7		8.8		0.93		0.78				57		7.1		0.17		64		15						44																										0.26																												0.33		1								1.2								3.4		8.7						5.3		6.3		6.6		4.2		5.2		2.2		4.4				6.7		0.7				4.3		3.2				3.9		0.9		0.54		2.6										0.52		2.8														6.3								0.29												8.6																5.8																		0.81								2.3		3.3						0.061				67		57400		15		67		0.24

		PHToxR2R3		LW3-G778		G778		1.4		0.94								8100		0.26		0.92		1.93														0.163		6		27.3		19.5				15						21		2						0.2		28.5		0.055				16.2		1.4						99		130				0.17				23				130				6		100				150				600		96		0.4		700		1300						78.9										4.3																23												1.2								120								1.3		6.5								21										1300						67		55		76		39		36		24		40				120		5.4		2.1		37		21		4		43		5.8		3.2		26		20		3.7		19		3.8		3.5		130		14		4.4		9								66						8.9		2.7		16										130		4.6				0.19										42																0.47		2.4								17		59		80				0.38				150		577000		1300		150

		PHToxR2R3		LW3-G779		G779				0.57								9460		17.3		0.37		1.11		2.2				0.52								0.093				10		14.1				18						17		2.2						0.24		4.12		0.019				14.7		0.72				83		6.1		66				0.12		4.3		5.7		2		9.6				4.8				5.4		17				19		11		0.43		30		200						47.4										3.6																5.4				8.8								1.1				0.31		0.68										0.54		0.38								1.1								87		100														2				2.1		2.1		3.8		1.3		1.7		5		2.7		2.8		3		2.5		2.1		4.4				2.7		2.1		4.5		2.5		8.1				3.4		2.3										1.5						0.59		13										5.3		0.73				0.12																												1.6								3.1		5.2		40				0.026				83		197000		200		83

		PHToxR2R3		LW3-G780		G780		3.8		4		13		0.24				16800		54.2		0.58		2.29										18				0.225				20.1		25.4		0.12								130										22.1		0.316				20.2				21				58		360				0.46		1.3		1.1		1.5		7.1				19.7		43				9.7				300		120		1.07		420		45						103																														0.97								6.5				0.79		1.4		6.1								30		3.9								7.1				6.4				16		12		8.2				23		32		33		21		30		9.8		23		11		35		7.5		11		35		19		13		23		15		21		32		20				15		16		20		29		11		18		20								25						3.2		4.6		130										58		11				0.52										27																		9.6		8.5						15		55		280				0.099				490				45		490

		PHToxR2R3		LW3-G781		G781		1.2		2.2		6.8		0.26				14200		54.6		0.71		1.89		4.3				0.21				5.8				0.156		2.7		17.1		20.8				12						38		2.4								14		0.046				18.2				3.2				70		210				0.22		1.4		0.55		0.88		3.4				18.8		51				4.8				350		52		0.76		400		24						79.8										18																				0.68								3.6				0.45		0.84		2.7								2.1		4								4.9								5.7		9						20		34		40		30		42		11		16		2.3		22		2.4		5.8		15		13		5.1		13		5.2		6.5		11		10		5		7.4		6.3		6.1		12		7.9		6.1		6.6								33						3.5		2		32										59		2.8								1.3						37																		9.7		1.8						15		25		120				0.098				250				24		250

		PHToxR2R3		LW3-G785		G785				0.55		6.4						20700		95.8		0.08		2.53		6.3						83		17				0.09				20.4		22.5				18						37		3								7		0.034				18.7								8.9		230				0.1				1.6		1.5						35		6		0.45		3.4		0.15		41		12		1.18		53								76.6																																						0.88				1.2		1.4										0.32		1.1				0.13		9.8		0.95																2.7		3.3		4.5		3.4		3.8		1.5		7		0.98		6.3		1.1		1.4		4		6.9		2		6.4		2.8		1.6		7.9		9.1		2.3		5		3.5		1.3		12				1.6		3.6								4.4						0.55				21										8.9		0.64														2.7																		4.2								5.6		4		92				0.014				270						270		0.31				110

		PHToxR2R3		LW3-G786		G786				0.58		4.9						23500		64.7		0.09		2.51		7.5						36						0.131				24.5		27.5				360						26		2.5								6.9		0.061				21.4								17		210				0.11						2.3						51		16		0.41		2.9		0.13		91		13		1.34		100								80.3																																						0.91						2.3										0.33		1.8				0.1		7.7		1.2																9		9.5		12		7.6		7		3.6		25		0.61		15		1.1		1.5		6.1		9.5		2.6		14		2.1		1.6		11		7.7		2.6		5.3		3.3		1.4		5.3				2										11		0.061				1.4		0.3		13										14		0.85								0.19						6.2																		3.1								21		5.3		66				0.021				240						240		0.19		0.11		100

		PHToxR2R3		LW3-G787		G787		0.96		0.94		5.3						32300		42.8		0.11		3.15		11						33						0.125				23.6		30.9										31		2.9				0.11				8.42		0.034				22.4								11		200				0.138				1.1		1.6						55.6		9.2				2.9		0.14		58		20		1.37		77								98.2																																						1.4				0.97		1.5										0.52		1.8				0.12				1.5																4.4		5.4		7.1		4.7		5.2		2.1		17		2.3		9.2		1.9		2.3		6.3		14		3.8		15				2.4		12		5.5		2.5		9.3		7.3		2.2		15		8.8		2.7		3.9								6.7						1.1		0.41		21										11		1.3						0.14		0.14		0.36				3.6																		7								59		6.3		83				0.022				230						230

		PHToxR2R3		LW3-G788		G788												10800		4.33		0.095		1.97		3.6						9.1						0.0505				12.5		12.8										2.6		1.7								3.96		0.009				17.9								0.82		9.2				0.0345												1.9		0.64								4.7		2.3		0.12		7.1				26.7				57.8																																						0.44																																										0.61		0.53		0.45		0.37				0.19		0.57				1.2				0.6								1.7		0.55		0.49														1.6														0.42										1.7										1																0.25																										0.49				6.9				0.011				12		598				12





final chemistry for FPM

				Survey		Station		Sample		4-Methylphenol		Aldrin		Ammonia		Benzyl alcohol		beta-Hexachlorocyclohexane		Cadmium		Carbazole		Chromium		Copper		delta-Hexachlorocyclohexane		Dibenzofuran		Dieldrin		Endrin		Endrin ketone		Lead		Mercury		Nickel		Pentachlorophenol		Phenol		Silver		Sulfide		Sum DDD (calc'd)		Sum DDE (calc'd)		Sum DDT (calc'd)		Total Chlordane (calc'd)		Total Endosulfan (calc'd)		Total HPAHs (calc'd)		Total LPAHs (calc'd)		Total PCBs (calc'd)		Zinc

										ppb		ppb		ppm		ppb		ppb		ppm		ppb		ppm		ppm		ppb		ppb		ppb		ppb		ppb		ppm		ppm		ppm		ppb		ppb		ppm		ppm		ppb		ppb		ppb		ppb		ppb		ppb		ppb		ppb		ppm

				PHToxR2R3		LW2-D1-1		D1-1		6.6				72.4				2.01		0.422				33.8		41		0.701		0.8								14.5		0.087		21.2				8.3		0.2		17		2.1		3.14		0.52		0.47				250		29		23		123

				PHToxR2R3		LW2-D2		D2						41.9				1.79		0.196		3.2		27.5		21.9												10.8		0.04		22.4						0.085				1.47		0.85		0.363		0.23				760		66		17		85.8

				PHToxR2R3		LW2-G007-1		G007-1						113				1.96		0.855		7.3		46.5		45.8				3.35								25.5		0.078		29.8						0.303		9.9		2.45		2.7		0.27		0.46				720		110		290		190

				PHToxR2R3		LW2-G009		G009						27.1				3.67		0.603		3		68.3		28.2				1.8		9.28						55.1										0.15		2.1		31.8		3.13		4.38		1.47				820		100		1900		339

				PHToxR2R3		LW2-G010		G010						60.5				3.82		0.568						42.5		0.641		3						0.526		19.2		0.087								0.236		8.1		5.47		1.09		2.77		0.61				540		76		200		153

				PHToxR2R3		LW2-G011		G011		5.5				84.5				1.93		0.711		16		64.8		40				8.4		0.397						54		0.071								0.227		1.9		14.9		4.3		3.45		1.8				1700		240		1800		365

				PHToxR2R3		LW2-G015		G015		8.9				75.9		8.7		4.19		0.977		10		81.6		43.5				4.8								39.8		0.107		32.4						0.241		2.3		5.33		3		6.01		1.3				2900		220		1900		260

				PHToxR2R3		LW2-G017		G017		16				96.7				5.53		1.61		15		99.9		53.6				7.2		0.953				0.945		46.2		0.09						13		0.342		1.6		3.74		3		3.31		2.2				2000		180		810		301

				PHToxR2R3		LW2-G019		G019				0.902		15.6						1.42		4.3		155		40.1				3.8								55.9		0.057		21.1				7.8		0.315		2.5		2.17		0.851		3.68		1.34				1000		87		1600		703

				PHToxR2R3		LW2-G020		G020		9.7				56.4				4.05		0.651		21		44.5		44.9				9.8						2.73		32.1		0.12		28.3				7.2		0.27		17.8		3.28		2.64		2.21		2.26				2100		280		500		235

				PHToxR2R3		LW2-G024		G024				1.38		80.4				5.38		0.395		13		46		46.6				12						0.691		16.2		0.08		30						0.245		7.9		4.8		2.78		6.11		0.746				1500		730		100		139

				PHToxR2R3		LW2-G025		G025						26				2.42		0.195		14		224		21				8.6						0.826		13.5		0.02		21.4						0.169		3.9		2.33		2.09		8.3		1				1900		260		500		287

				PHToxR2R3		LW2-G026		G026		15				92.3				10.8		0.432		4.8		39.2		44.8				2.3		0.218						16.2		0.083		28.3						0.229		14.7		1.33		2.5		0.19		0.337				390		56		64		135

				PHToxR2R3		LW2-G027		G027						12.3				1.86		0.143				27.3		18.4				0.44						0.29		7.74		0.03		25.1						0.049				1.18		1.04		1.09		0.32				140		14		120		84.5

				PHToxR2R3		LW2-G033		G033						65.7				2.71		0.264		6.3		35		33.7				2.9						0.078		13.4		0.05		27.4				5.3		0.138		9.6		2.06		1.46		0.352		0.19				650		430		54		123

				PHToxR2R3		LW2-G034		G034				0.239		44				1.05		0.138		16		23.8		22.8				0.48		0.308				0.302		17.6		0.03		23						0.052		1.3		2.93		2.9		26		1.45				410		23		46		120

				PHToxR2R3		LW2-G035		G035				0.601		71.1				3.63		0.391		10		47.1		44		0.389		8.4						0.932		15.6		0.07		28.5				11		0.275		17.4		2.8		4.6		0.86		1.1				980		170		84		135

				PHToxR2R3		LW2-G038		G038		23				75.2						0.186		3.8		30.3		18.7				2.8								10.7		0.022		22.3						0.067		2.8		1.2		1.13								390		200		170		125

				PHToxR2R3		LW2-G060		G060		11				29.4				2.6		0.118		4		29.8		20.9				3.6				0.69				10.9		0.192		25.7						0.058		0.3		3.2				1.04		0.31		0.373		2600		340				82

				PHToxR2R3		LW2-G061		G061		11				83.9		7.1				0.298		6.3		26.3		34.4				7.6								15.1		0.252		23.8						0.183		16.3												1000		190		18		111

				PHToxR2R3		LW2-G062		G062				0.798		36.5				4.06		0.14		5.6		14.6		15.8		0.644		2.2				0.055		1.07		16		0.032		16.9		4.6				0.049				1.35		2.1		1.35		0.403				830		85		13		65.6

				PHToxR2R3		LW2-G064		G064				0.347		20				1.74		0.137		14		26.2		21.8				5.5		1.32						10.3				24						0.063		0.3		12.1		2.1		4.56		0.374				4500		520				71.2

				PHToxR2R3		LW2-G066		G066						76.3						0.248		6.5		30		33.6				2.5		0.186				0.878		13.9		0.078		24.8						0.159		5		5.35		7.1		33.6		1.36				1200		120		17		102

				PHToxR2R3		LW2-G067		G067		11		0.243		77.7				2.19		0.532		13		28.1		33.2				24		0.2				0.832		18.6		0.06		24.9						0.18		14.8		2.33		2		1.1		1.61				1000		500		37		103

				PHToxR2R3		LW2-G073		G073				0.155		23.9				1.86		0.113				18.3		14.5				0.34						0.095		7.2		0.021		19.9						0.036		0.3		0.42		0.193		0.32		0.23				72		8		23		68.1

				PHToxR2R3		LW2-G074		G074						5.4						0.118				17.2		14.4				0.51						0.121		6.03		0.018		19.1						0.042				0.471		0.393		0.312		0.21		0.14		47		8.1				65.5

				PHToxR2R3		LW2-G077		G077		7.7		1.13		129				1.25		0.255		5.2		35.3		40		0.291		1.4				0.911		1.13		13.7		0.059		23.9						0.23		25.5		3.52		5.1		1.99		2.5		1.2		490		54		18		108

				PHToxR2R3		LW2-G078		G078						31.7				1.16		0.133				17.6		16										0.099		6.47		0.019		18.5						0.042		3.3		0.3		0.2		0.221						53		4.3		22		66

				PHToxR2R3		LW2-G079		G079				0.052		12.8						0.185				23.2		21.1		0.366		0.27								8.12		0.037		23.2						0.068		4.3								0.184				26		8.8				62

				PHToxR2R3		LW2-G080		G080				0.79		36.4				2.33		0.251				14.8		16.6				0.66								21		0.016		18						0.035		2.2		0.892		0.38		0.483				0.24		330		260		63		143

				PHToxR2R3		LW2-G082		G082				0.091		9.25				0.282		0.118				20.4		19.6				0.71						0.083		8.68		0.036		20.8		1.1		6.9		0.057		1.2		1.15		0.79		0.39		0.31				180		17		180		78.5

				PHToxR2R3		LW2-G083		G083				0.832		61.9				2.78		0.29				30.4		30				3						0.317		14.9		0.063		24.6				7.8		0.111		1.8		2.26		1.65		1.25		1.04				570		84		77		114

				PHToxR2R3		LW2-G085		G085						53.1				6.23		0.973		130		91.6		98.1		0.731		62						3.36		75.5		0.173		34.9						0.343		34		10.8		6.83		7.87		2.95				16000		3200		1800		472

				PHToxR2R3		LW2-G086		G086				0.443		93				0.329		0.534				35.1		38.3		0.242		4.1						0.26		20.4		0.079		25.9						0.151		0.9		2.38		2.6		4.37		0.78				510		83		220		140

				PHToxR2R3		LW2-G088		G088				1.19		82.7				0.426		0.341		8.1		36.4		48.7		0.17		5						0.416		21.8		0.084		27.5						0.189		10		3.07		2.87		1.37		0.65				1300		140		260		157

				PHToxR2R3		LW2-G089		G089				0.166		30.6				2.54		0.291		20		15.6		21.9				8.6						0.37		44.3		0.029		17.6						0.04		1.2		2.43		1.47		1.7		0.3				2200		2600		260		144

				PHToxR2R3		LW2-G090		G090				0.861		94.2				0.481		0.563		6.2		44		48.5		0.231		3.1								30.8		0.11		28				10		0.199		16.5		2.56		3.78		1.11		0.773				620		72		800		185

				PHToxR2R3		LW2-G091		G091						93.4						0.414		8.6		44.3		49.6				4.3						0.463		28.5		0.108		27.5						0.198		2.3		6		3.7		2.95		0.79		2.42		970		130		220		187

				PHToxR2R3		LW2-G092		G092				1.31		16.7		90		1.68		2.86		540		117		120		0.289		280						2.64		59.1		0.085		41.3				680		0.371		17.7		4.7		5.32		8.69		2.7				17000		8300		1600		717

				PHToxR2R3		LW2-G093		G093		57				148				7.99		0.869		43		46.8		67.4				28						7.26		105		0.281		30.8				14		0.252		32.7		27.9		21.1		9.49		7.48				4100		1500		3500		296

				PHToxR2R3		LW2-G096		G096				0.255		52.3				0.639		0.215		8.7		19.5		25.8				4.1						0.486		43.4		0.049								0.08		8.4		13.3		4.28		8		1.44				860		120		310		124

				PHToxR2R3		LW2-G099		G099				1.56		108				0.46		0.461		13		40.2		67.8		0.193		2.6						0.331		27.7		0.092		27.4						0.185		3.7		5.48		4.16		21.2		1.72				1100		94		310		171

				PHToxR2R3		LW2-G103		G103		9.4		0.327		96.3				0.328		0.231		4.4		29.5		38.9				1						0.717		15.1		0.065		25.1				3.6		0.149		2.4		4.76		5.52		6.92		1.58				260		37		110		107

				PHToxR2R3		LW2-G105		G105		190				64				0.954		0.211				22.1		22.5		0.218		28						0.483		26		0.058				14.7				0.106		3.5		8.98		4.27		1.54		2.71				5900		2300		17		94.6

				PHToxR2R3		LW2-G106		G106				0.502		92.7				0.471		0.507		10		48.4		66.1		0.295		3.7						0.565		25.3		0.072		33						0.171		2.6		4.09		3.45		3.1		1.04				770		92		260		182

				PHToxR2R3		LW2-G109		G109				0.604		115				0.313		0.732		6.1		39.2		52.1				2.1								26.9		0.085		28.6		6.4				0.191		18.9		2.31		1.78		1.4		0.8				440		61		230		239

				PHToxR2R3		LW2-G111		G111				3.18		64				0.862		3.51		13		103		216		2.35		5.9						1.38		120		0.279		78.1		20		32		0.625		20.8		3.79		2.19		5.26		0.98		3.24		830		180		1700		1940

				PHToxR2R3		LW2-G112		G112		510		0.956		107		9.3		0.458		0.795		5.7		38.8		62		0.423		1.8						0.466		84		0.097		29.4				22		0.348		10.4		2.6		2.78		1.55		0.745				500		49		340		271

				PHToxR2R3		LW2-G117		G117						134				0.386		0.231		37		29.3		30.6		0.271		17								17		0.056		20.7						0.146		8.4		3.76		2.58		1.26		0.98		0.73		2600		680		18		95.6

				PHToxR2R3		LW2-G121		G121		11		1.06		124				1.71		0.256		8.7		34.2		37.8				14								14.1		0.107		23.3				5.9		0.19		8.6		27.2		5.47		0.64		2.1				1300		330		19		105

				PHToxR2R3		LW2-G122		G122		7.1				172				0.425		0.249		11		31.5		38.8		0.344		25				0.293				15.2		0.065		25.5				6.4		0.309		3.2		5.7		5.26		0.201		2.3		2.81		2500		660		13		105

				PHToxR2R3		LW2-G123		G123						78.3				1.22		0.072				40		30.9												5.46		0.137		29.5						0.068		1.4										0.297		15		11				67.3

				PHToxR2R3		LW2-G124		G124		8.7				33.1						0.093		32		18.8		17				8.8				3.53				28.6		0.052		19.2		29				0.044		0.8		3.44		0.578		0.501						3200		420		23		87.8

				PHToxR2R3		LW2-G127		G127				0.301		77.5				0.852		0.255				27.1		37		0.181		8								15.6		0.115		23						0.237		0.8		6.5		2.5		12.5		0.971		0.379		9900		870		17		100

				PHToxR2R3		LW2-G130		G130		8.7		0.204		60.9				0.399		0.15		8.7		20.9		23.7				5								13.1		0.08		20.7						0.126		3.2		14.9		2.7		48.5		1.35		0.299		2900		360		36		81.8

				PHToxR2R3		LW2-G133		G133				0.207		164				0.747		0.23		9.9		27		35.7		0.423		6.1		0.153						12.7		0.09		21.7						0.191		4.3		1.83		3.01		0.47		1.03		0.438		1700		220		12		93.1

				PHToxR2R3		LW2-G136		G136						100				0.842		0.25				30.5		35.6				15		0.337						19.5		0.08		22.6						0.177		1		3.9		2.54		0.282		1.58				2700		350		51		100

				PHToxR2R3		LW2-G139		G139						84.7				0.792		0.38		450		29.8		39.5				170		0.149						36.6		0.11		24.2						0.156		11.5		3.91		10		0.199		1.83				24000		5500		32		188

				PHToxR2R3		LW2-G142		G142		6				48.4				0.79		0.17		11		16.8		19.7				7.7		0.079						20.3		0.05		13.6				15		0.101		0.4		8		2.27		1.19		1.94				2500		270		19		73.8

				PHToxR2R3		LW2-G147		G147						35.4						0.16		5.7		21.6		19.3				1.8		0.159						18.8		0.07		20.6				4.8		0.1				9.07		1.89		1.59		1.6				1700		140		19		87.7

				PHToxR2R3		LW2-G155		G155		96				189						0.848		21		35.9		45.6				15								72.2		0.19		28.9						0.27		9.2												8400		1700				127

				PHToxR2R3		LW2-G157		G157						74.7				0.685		0.112				21.4		26				19								13.3		0.022		19.5						0.09		1.1		0.459										1700		1700				96.6

				PHToxR2R3		LW2-G160		G160						77.6				1.3		0.193		72		23.7		88.2				32				1.5				35.8		0.137		23.7						0.132		39.3		2.34										5700		1900				132

				PHToxR2R3		LW2-G161		G161						32				1.52		0.151				18.8		74.7				29								20		0.054		19.4						0.114		3.8		0.745										5500		2100				83.6

				PHToxR2R3		LW2-G163		G163						32						0.043				11.2		10.2				1.9								3.23				12.9						0.024				0.14								0.242		370		37				42.5

				PHToxR2R3		LW2-G164		G164						16.8		8.1		0.743		0.103		8.9		17.8		18				2.1								7.91		0.037								0.063		1.2		0.65		0.672				0.81		0.201		610		54		5.3		75.9

				PHToxR2R3		LW2-G166		G166						37.4						0.113		2.1		28.4		25.9				8.7								15.8		0.024		22.4						0.089		60.9		0.84		0.524				0.11		0.28		1100		280				81.7

				PHToxR2R3		LW2-G170		G170						107				0.954		0.142		24		18		21.3				6.7								11.1		0.04		17						0.126		5.6		1.01		1.7		1.1		0.75		0.41		1600		330		8		75.4

				PHToxR2R3		LW2-G172		G172				0.832		99.5				0.713		0.249		11		36.7		42.4				20		0.323		0.344				14.1		0.057		29.5				11		0.176		20.1		3.75		6.53		1.83		0.502		0.833		2000		430		17		117

				PHToxR2R3		LW2-G176		G176				0.173		22.9				1.21		0.102				12.2		14.3				6.9		0.779		0.043				12.9		0.04		10.8						0.042		3.1		0.52		0.642		0.099		0.67		0.26		1300		350				80.9

				PHToxR2R3		LW2-G178		G178				1.32		56				0.88		0.112		580		20		19.6		0.193		810						2.07		11.5		0.083								0.091		0.7		4.28		1.96		2.24		1.7				390000		75000		8.1		72.9

				PHToxR2R3		LW2-G179		G179						102						0.208		20		19.3		24.8				190				4.43				14.2		0.067		20.1		9.7				0.557		4.2		122		9		13.2		8.9				91000		41000				80.1

				PHToxR2R3		LW2-G180		G180				0.308		21.1						0.084		15		15.6		12.2				12								17.2										0.039		0.4		4.9		0.424		0.871		0.97		0.911		25000		1700				59.6

				PHToxR2R3		LW2-G182		G182						71.4				0.164		0.096				20		18.2				9.3		0.102						8.29		0.054		18.6						0.052		1.6		2.99		1.21		0.317		0.44		0.24		2200		620				72.1

				PHToxR2R3		LW2-G184		G184						51.2				0.207		0.114		4.4		23.6		19.5				1.8		0.123						8.25		0.028		20.7						0.061		6.9		4.83		0.86		0.662		0.258				730		120		51		86.8

				PHToxR2R3		LW2-G187		G187						31.7				0.632		0.084				27.2		23.4				0.78								5.74		0.032		19.6						0.05												0.302		64		13				56.3

				PHToxR2R3		LW2-G197-1		G197-1		37				55				4.63		0.349		72		41.2		183				58								60		0.174		29.2		8.2				0.191		29.1		3.77		3.53		1.8		3				6100		1700		55		216

				PHToxR2R3		LW2-G198		G198						71				1.05		0.304		53		55.9		290				31								90.1		0.154		28		16				0.729		16.7		5.26		2.24		0.727		2.84				5900		840		120		270

				PHToxR2R3		LW2-G199		G199						71.6				5.95		0.259		130		50.2		400				170								86.6		0.173		24.7		37		9.2		0.195		1.5		4.07		1.16		1.75		3.91				4200		4100		96		270

				PHToxR2R3		LW2-G200		G200		14				76.3				2.51		0.165		13		24.6		24.7				11								11.4		0.037		21.7						0.095		1.5		7.99		2.94		4.95		1.46				2000		360		21.1		93.3

				PHToxR2R3		LW2-G202		G202		7.5				91.7				5.7		0.3		15		30.5		120				17								27.8		0.147		22.2				7.2		0.238		5.1		6.27		2.39		0.602		1.44		1.1		1800		330		67		280

				PHToxR2R3		LW2-G203-1		G203-1				0.497		84.2				1.3		0.295		35.5		57.2		493		0.368		25.5		0.153						58.6		0.164		43.3		16				0.277		4.6		2.14		2.35		0.554		0.913				3000		500		70		243

				PHToxR2R3		LW2-G204		G204						77				4.57		0.164		23		39.3		60.8				21								52.7		0.081		20.6		12		24		0.099		3.5		2.64		0.818		0.44		0.547				10000		2000		60.3		114

				PHToxR2R3		LW2-G205		G205						36.4				4.32				2.9		17.3		23.7				2.7								15		0.025		18.1				9.7		0.068		0.85		4.23		1.7		1.18		0.51				1200		160		5.97		79.3

				PHToxR2R3		LW2-G206		G206		37				94				7.16		0.38		120		37.4		166		0.895		40								94.7		0.153		25.7		8.6				0.248		3.8		136		5.06		93.3		1.24				4100		790		120		227

				PHToxR2R3		LW2-G207		G207		33				259				6.63		0.391		64		37.6		76.9				210						1.9		83.4		0.144		20.4				12		0.269		33		22.1		5.7		13.3		4.53				6300		1900		212		229

				PHToxR2R3		LW2-G209		G209						34				8.2		0.206		140		34.2		89.2				130						3.39		147		0.201		19.1						0.12		0.4		7.41		1.63		1.9		5.08				8600		2100		200		169

				PHToxR2R3		LW2-G210		G210						165				1.9		0.272		130		26.8		34.9				360				1.85				21.6		0.125		24.6						0.329				3.81				4.28						260000		86000		8.58		97.4

				PHToxR2R3		LW2-G212-1		G212-1						58.9						0.185				23.1		26.7				1.9								10.5		0.052		19.7				6.4		0.06		2		0.41				0.271						330		70		41		93.1

				PHToxR2R3		LW2-G213		G213		39				37.5				2.63		0.166		24		20.4		25.7				13				8.68				16.1		0.091		19						0.153		3.3		1.6		0.577		3.75						19000		4300				77.8

				PHToxR2R3		LW2-G220		G220				0.304		38.6				2.49		0.222				22		40.9				13		0.955		1.62		1.44		17.2		0.041		20.3						0.135		1.5		11.4		1.9		2.73						12000		1400				119

				PHToxR2R3		LW2-G221		G221				0.295		43.2				2.18		0.119		1100		21.7		20.5		0.211		680		0.657		0.522				7.67		0.035		20.5						0.086		0.3		6.16		0.801		4.01						120000		69000		8.9		73

				PHToxR2R3		LW2-G227		G227				0.116		12.4				0.362		0.18		4.8		16.6		18.7				1.3								27.3		0.013		12.7		3.5				0.043				1.09		0.48		0.79		0.36		0.385		420		45		8.1		103

				PHToxR2R3		LW2-G228		G228						97.2				1.38		0.28		76		33.5		101		1.26		42		1.45						36.6		0.089		25.7						0.191		17.9		10.2		6.9		3.41		2.6		0.815		7700		1400		23		149

				PHToxR2R3		LW2-G230		G230						115				1.48		0.25		39		34.4		55		0.843		37		1.35						29.1		0.062		26.4						0.169		6.8		15.1		8.38		27.3		2.7				6200		670		240		132

				PHToxR2R3		LW2-G231		G231						53.3				4.45		0.156		26		21.5		348				9								24.3		0.031		28		12		4.9		0.156		4.2		5.62		2.04		1.41						2600		270		6.69		135

				PHToxR2R3		LW2-G232		G232		230		2.57		73				1.09		0.268		81		28.5		62.5				42								28.1		0.15		25.1		48		8		0.247		5.8		12.9		3.2		4.51		4.97				7200		900		51.9		128

				PHToxR2R3		LW2-G234		G234						38.4				6.12		0.104		5.4		16.4		24.7				1.4								24.3		0.016		13.2				6.8		0.053				8.2		0.601		3.83						640		430				129

				PHToxR2R3		LW2-G235		G235				0.143		3.2				0.078		0.064				12.8		9.7				4.2								6.85		0.121		11.9						0.028		0.2		0.48		0.788		0.129		0.48		0.24		23000		680				52.7

				PHToxR2R3		LW2-G240		G240						88.1				0.684		0.257		34		33.5		50.9		0.546		24		0.444						18.2		0.069		28.4						0.169		11.2		23.6		3.5		40.9		2.65				6700		850				117

				PHToxR2R3		LW2-G242		G242						77.6						0.242		35		34.4		56.3				14				0.762				19.3		0.057		22.9						0.15		1.9		57		9.86		276		1.13		0.378		6900		940				122

				PHToxR2R3		LW2-G244		G244						87				0.913		0.185		46		31.1		84.5				13						2.14		27.9		0.211		24.9		13				0.139		8.1		4.8		1.53		1.7		1.1				2800		390		190		108

				PHToxR2R3		LW2-G245		G245				0.214		105		22		0.568		0.9		77		32.6		562		0.302		28		0.356						34.8		0.065		26.3						0.365		2.8		18.1		3.8		11.2		2.44				6800		1400		20		133

				PHToxR2R3		LW2-G247		G247		30				29.2				1.15		0.261		36		28.6		102				21								32.8		0.143		22.5		44		9.6		0.148		3.1		8.69		2.99		1.95		2.7				3500		670		164		125

				PHToxR2R3		LW2-G254		G254						12						0.163		75		25.2		24.4				16				0.719				16.2		0.387		25.4						0.09		1.2		10.8		1.02		2.03		1.8				9100		950		57		89.2

				PHToxR2R3		LW2-G260		G260						28.3						0.097		15		18.1		17.8		0.092		3				4.51				17.5		0.624		22.8						0.035				2.32		1.77		3.64		0.468		0.237		2100		320		12		70.8

				PHToxR2R3		LW2-G263		G263						115				2		0.262		220		40.8		47				42				20.6				45.9		0.06		200		290				0.196		28.6		13.9		2.74		17.6						39000		18000				111

				PHToxR2R3		LW2-G264		G264						157				5.97		0.379		30000		34.4		55				2600				24.9				27.1		0.17		51.6						0.531		491		72		11.8		20.1		2.62		14		1300000		400000				160

				PHToxR2R3		LW2-G267		G267						68.8				0.765		0.243		3.2		34.9		42.4				3.1								16.5		0.12		29.7						0.285		8.3		3.05		2.92		1.09		0.96				340		69				107

				PHToxR2R3		LW2-G268		G268						1.5						0.304		12		35.1		42.9				22						0.613		32.5		0.122		24.3		11				0.235		1.8		9.87		2.72		3.99		2.63				910		250		120		196

				PHToxR2R3		LW2-G269		G269				7.08		334				7.82		0.39		2500		35.5		56.3				530								25.4		0.37		42.6						0.552		998		81		13		43		11.4		22		170000		58000				166

				PHToxR2R3		LW2-G270-1		G270-1						166				2.14		0.272		760		34.4		42.7				420								684		0.085		35.5		36				0.225		59		19.3		9.3		10.3		4.7				160000		65000				130

				PHToxR2R3		LW2-G273		G273		66		1.04		248				2.94		0.256		780		27		39.6				450				4.86				27.6		0.109		27.7		25				0.406		543		26		6.7		23		5.7				120000		33000		130		159

				PHToxR2R3		LW2-G274		G274						49.9				20.3		0.229		590		26.9		21.5				210				20.8				46.7		0.063		53.2		5.6				0.088		336		39.4		9.94		23.7		21				170000		23000				127

				PHToxR2R3		LW2-G276		G276						227				1.09		0.268		110		39.3		49.3				76								15.6		0.06		29.3						0.364		15.7		39.8		6.68		40.7		2.15		3.89		36000		8400				126

				PHToxR2R3		LW2-G277		G277				0.217		89.1				0.51		0.16		5.4		25		39.2				6.3		0.112				0.452		15.1		0.132		21.9				16		0.199		1.2		1.6		2.6		0.67		1.01				470		100		53		93.4

				PHToxR2R3		LW2-G278		G278						184				3.2		0.29		1400		36.6		46.3				610				38.6				16.6		0.07		35.1						0.341		9		114		13.6		32.5		4.54		14		270000		59000				129

				PHToxR2R3		LW2-G280		G280		11		0.291		77.2				0.682		0.19		7.3		34		51.5		0.379		16		0.966				0.318		17.4		0.176		26.3				33		0.207		21.2		2.3		2.34		1.05		1.22				830		240		358		115

				PHToxR2R3		LW2-G282		G282		260				33.3						0.732				29.7		69.2				32								66.5		0.249		23.4						0.202		5.4		19.7		4.99		8.06		1.3				3300		820		3250		243

				PHToxR2R3		LW2-G283		G283						152				13.6		0.336		8500		28.9		50.3		3.03		5400								39.8		0.1		49.7		19				0.332		103		440		56.4		60.5		6				1500000		590000				183

				PHToxR2R3		LW2-G284		G284						161				2.59		0.316		53		37.9		47.9				27								20.8		0.07		26.2						0.494		13.9		49.8		8.42		18.3		1.89				32000		9300				135

				PHToxR2R3		LW2-G288		G288						188				17		0.343		17000		34.8		43.6		0.912		21000								23.3		0.196		34.3						0.508		80.6		640		96.1		22.6		7.4				1400000		1700000				136

				PHToxR2R3		LW2-G292		G292						122						0.194		430		30.3		38.4				550				3.08				14.1		0.058		34.3						0.178		1.4		64.6		12.1		39.8		3.33				310000		70000		20		114

				PHToxR2R3		LW2-G294-1		G294-1						112						0.398		18000		32		41.5				7800		11.2		10.1				26.4		0.152		28.3		20				0.412		132		840		70.3		9.59						640000		620000		93		129

				PHToxR2R3		LW2-G295		G295						75.8				0.628		0.18		3.6		32.9		45.1				3.4								14.6		0.081		25				7.9		0.213		3.5		1.76		2.18		0.487		0.756				260		48		115		104

				PHToxR2R3		LW2-G296		G296						57.1				2.49		0.309		4.9		29.9		47.6				7.3								26		0.077		22.2				6.2		0.217		9.4		3.81		4.55		3.41		2.36				310		82		160		126

				PHToxR2R3		LW2-G298		G298				47.2		120				26.4		0.256		56000		25.7		30.6		21.2		46000								17.5		0.089		26.1		43				0.36		40.6		2200		33.1		60.7				45		2800000		5100000				101

				PHToxR2R3		LW2-G301		G301						112						0.192		290		28.7		30.3				7200				17.1				14		0.044		23.6		5.9				0.126		3.3		70		14.3		41.6		4.3				610000		650000		17.3		107

				PHToxR2R3		LW2-G302		G302						168						0.415		9400		37.4		41				72				9.4				41.1		0.133		28.6						0.378		10.1		163		83.2		24.3		20.4				130000		13000		170		241

				PHToxR2R3		LW2-G303		G303		8.8				45.2				6.62		0.271		3.2		33.1		40.3				12						2.03		16.6		0.235		26.5		7.1		6.3		1.72		0.7		3.99		1.25		0.878		0.593				400		130		117		112

				PHToxR2R3		LW2-G308		G308						88.4				2.57		0.184		160		23.7		23.4				690								13.4		0.43		20.3		2.4				0.145		2.9		16.2		8.42		1.62		2.1				19000		22000		71.5		104

				PHToxR2R3		LW2-G311-1		G311-1		117				242				3.62		0.452		93		42.6		53.5				255		1.41		7.37		4.57		32.2		0.438		34.1		8.1				0.586		17.4		1400		94.3		271		246		3.22		55000		27000		180		145

				PHToxR2R3		LW2-G315		G315				1.03		124						0.321		41		30.3		35				34								19.9		0.07		21.8		1.4				0.207		5		100		15.3		40.3		6.31				6200		1100				145

				PHToxR2R3		LW2-G316		G316						18						0.054		16		13.1		11				2.5								3.32		0.012		15.3						0.025				2.45		1.38		1.46						2400		200				67.6

				PHToxR2R3		LW2-G318		G318				1.76		73.1				1.59		0.206		94		19.2		24.1				910								15.6		0.045		18.4						0.118		2.1		32.3		9.3		17						12000		12000		49.2		104

				PHToxR2R3		LW2-G320		G320						147				2.08		0.211		120		18		21.9				2900				27.9				11		0.055		17.1						0.105		1.7		41.5		4.96		19				0.733		22000		31000		41.3		90.5

				PHToxR2R3		LW2-G321		G321		60				107				3.83		0.398				23.2		31.9				61								46.3		0.242		20.8						0.254		5.8		4.24		1.18		3.39						3300		1600		128		175

				PHToxR2R3		LW2-G323		G323						30						0.094		73		10		12				32				20.7				6.51		0.014		16.9		1.3				0.028		5		9.41		4.67		52						14000		1200		6.42		51.4

				PHToxR2R3		LW2-G324-1		G324-1				2.89		19.8						0.139		33		19.1		21.2				10		0.26						31.1		0.038		18.1						0.049		0.3		9.2		9.09		29.6						5200		400		23		101

				PHToxR2R3		LW2-G327		G327		73				228				0.798		0.567				38.1		96.3				24								144		0.722		29.4		1.5				0.523		43.3		23.2		5.78		2.12		3.77				2200		780		250		291

				PHToxR2R3		LW2-G329		G329						23.8				4.48		0.12		4.9		11.6		13.3				5.9		0.907						13.9		0.023		16.6						0.047				8.33		3.4		3.24		0.96				600		95				61.8

				PHToxR2R3		LW2-G331		G331		13		4.39		30.8						0.165		280		15.7		15				57								46.5		0.017		15.5		3.9				0.038				61.3		46		40.1		2.67				17000		3000		23.7		95

				PHToxR2R3		LW2-G333		G333				10.6		56.7				0.904		0.241		140		23.4		24.4				42								31		0.057		20.1						0.285		2.2		466		42.7		71.6		8.9				10000		1700		71.6		114

				PHToxR2R3		LW2-G334		G334				1.17		41.1				7.11		0.309		120		33.6		35.3				110								36.1		0.066		50.4				96		0.18		87.5		300		201		236		32.3		235		16000		3200				111

				PHToxR2R3		LW2-G335		G335						34.2						0.144		33		17.5		17.2				7.5								22		0.029		17.7						0.056		7		320		61.8		118		1.22				4100		450		21.3		98.2

				PHToxR2R3		LW2-G336		G336						49.1						0.126		4.2		21		17.7				3.4								15.6		0.057		21.2						0.072		0.9		75.7		22		247		0.996				500		120		28		85.3

				PHToxR2R3		LW2-G339		G339						68.5				7.3		0.21				36.2		39.5				2.1								14.9		0.075		27						0.2		29.7		116		23.2		83.1						510		63		77.6		102

				PHToxR2R3		LW2-G342		G342				0.156		77.7						0.19		9.2		28.3		48.3		0.26		5.4								13.9		0.059		22.4				23		0.192		4.2		0.935		1.49		0.201		0.37				790		180		24		98.7

				PHToxR2R3		LW2-G345-1		G345-1				1.91		121						0.242		4.55		31.4		36.5		0.326		2.4		0.165						14.4		0.068		25.7				8.5		0.171		7.1		165		26		572		1.82		0.501		770		82		31		96.6

				PHToxR2R3		LW2-G346		G346				0.406		66.4				0.649		0.22		24		29.7		56.7		1.45		8				0.552				19.6		0.071		22.8				22		0.232		2.4		1.64		2.2		1.46		0.71				2400		230		51		112

				PHToxR2R3		LW2-G347		G347		10				69				0.471		0.25		26		34.2		66.8		1.29		8.6								30.1		0.08		23.8				15		0.242		7.3		2.06		2		0.928		0.907				1700		200		67.4		127

				PHToxR2R3		LW2-G348		G348		4.9		10.6		87.2				3.66		0.183		21		28.3		28.8		0.965		17								21.4		0.056		25.2						0.122		6.6		356		150		570		12.4				1200		310		97.2		93.7

				PHToxR2R3		LW2-G350		G350				6.23		170						0.287		62		35		44.2				55				5.39				18.6		0.092		26.9						0.223		0.8		331		63.5		860		2.92				11000		1600		106		120

				PHToxR2R3		LW2-G351		G351		13		24.7		152						0.359		8.2		39.9		44.5				16								30.4		0.128		28.5				6.4		0.243		3.1		255		29.8		176		21				2500		340		331		175

				PHToxR2R3		LW2-G352		G352		8.8				92.5				0.419		0.16				22.9		39		0.31		1.1								11		0.054		20.5						0.161		4.6		1.15		1.8		0.355		0.808		0.501		150		25		32		87.2

				PHToxR2R3		LW2-G353-1		G353-1		6.8		25.9		131						0.393		11		35.2		46.7				4.5								36.9		0.076		26.1		14				0.238		1.9		860		175		3530		56				1800		180				124

				PHToxR2R3		LW2-G355		G355				691		88.3						0.294		370		47.9		147				76								1290		0.087		102		320				0.197		4.9		2460		906		8110		669				140000		6300				144

				PHToxR2R3		LW2-G359		G359		13				160		8.9		4.33		0.28		3.7		34.2		43				2.2		1.91				1.57		16.3		0.076		25.2				11		0.199		3.1		25.7		8.2		3.88		5.9				280		43				111

				PHToxR2R3		LW2-G360		G360				4.5		76.4						0.356				58.4		101				2.8								32.6		0.068		29.4						0.262		166		3040		590		13000		23				850		91		160		136

				PHToxR2R3		LW2-G362-1		G362-1		15.5				142						0.27		3.6		31.5		39.7				3.4								15.7		0.0573		25.7				23		0.216		5.4		19.4		9.71		53.2		0.663				510		87		53		108

				PHToxR2R3		LW2-G364		G364		54				85						0.283				34.1		54.9				5.9								31.3		0.446		25.3				9.2		0.327		19.8		5		6.05		0.807		0.14				810		210		150		136

				PHToxR2R3		LW2-G366		G366		12		7.19		18						0.151		11		43.6		63.6				1.1								25.8		0.062		25.3				12		0.216				863		1180		3370		9.6				380		38		27.3		126

				PHToxR2R3		LW2-G367		G367						45.9				4.07		0.548		31		33.2		96.9				12								69		0.155		19.3		67				0.203		2.9		11.6		4.95		4.74		2.8				4700		960		1000		262

				PHToxR2R3		LW2-G368		G368		41				76.9						0.168				34.4		37.2				5.7								12.5		0.055		23						0.198		445		14.9		4.71		16.6				1.02		380		110		19		102

				PHToxR2R3		LW2-G371		G371		390				58.6						0.158		7.6		39.8		28.2				1.8								20.1		0.106		14.8				17		0.092		9.7		108		41.7		111		3.1				480		76		92		85.2

				PHToxR2R3		LW2-G372-1		G372-1		125				95.9				9.56		0.362		4.2		33.3		97				2.3								25.1		0.122		25.3				16		0.336		15.4		1.89		2.53		1.15		1.16				370		61		200		168

				PHToxR2R3		LW2-G376		G376		11				141				8.94		0.489		9.4		44.1		223				3.8								47.8		0.204		30.6				14		0.492		19.4		5.12		3.92		3.5		0.61				830		110		220		299

				PHToxR2R3		LW2-G377		G377		4				12.2						0.098		14		22.5		16				0.39								11		0.016		19				5.1		0.032				6.23		1.3		0.931						120		14		5.1		74.6

				PHToxR2R3		LW2-G380		G380		8.6				31.7						0.422		36		25.8		170				16						0.911		22.7		0.049		17		3		8.5		0.173		4.7		1.8		2.42		2.32						7500		1900		180		203

				PHToxR2R3		LW2-G382		G382		18				115				1.56		0.533		20		64.8		230		0.407		9.1								76.3		0.137		33.8		44		16		0.537		26.5		6.01		1.5		2.31		0.855				1800		260		450		362

				PHToxR2R3		LW2-G383		G383						13.5				2.01		0.422				128		33.8				2.8								10.3		0.032		9.2						0.097		4.6		1.26				3.28		0.972				460		72		38.4		173

				PHToxR2R3		LW2-G384-1		G384-1		13.5				276		8.8		9.63		0.313		5.25		39.1		349				3.65								20.2		0.072		27.2		18		20.5		0.374		110		2.46		2.75				0.349				330		73		54		241

				PHToxR2R3		LW2-G385		G385						225				5.94		0.714				45.9		105				3.1								46.8		0.128		28.8						0.613		7.2		5.43		0.92				2.2				640		83		1000		275

				PHToxR2R3		LW2-G386		G386						122				3.45		0.225		3.9		28		123		0.431		1.3								13.7		0.051		22.2						0.17		1.5		0.779		1.28		0.099		0.322				240		36		170		126

				PHToxR2R3		LW2-G387		G387		19				178				2.35		0.253				37.5		52.6		0.478		0.95								11.7		0.069		26.5						0.209		4.5		1.06		1.7		1.43		0.267				93		20		29		117

				PHToxR2R3		LW2-G389		G389						22				2.41						25.4		15.8		0.414										6.34		0.02						3.5		0.049		0.7		0.252		0.514		0.528						3.9		2.4				52.3

				PHToxR2R3		LW2-G390		G390		52				103				2.54		0.663		160		50.9		1080				89						2.72		102		0.308		31.7		85				0.643		3.7		29.1		8.5		24.6		26				13000		3100		1600		731

				PHToxR2R3		LW2-G392		G392		20		0.367		91.4				0.746		0.246		45		33.6		360		0.303		30								25.9		0.136		23.1						0.289		2		3.8		2.11		0.37		1.3				3800		870		80		218

				PHToxR2R3		LW2-G393		G393						178						0.997		76		62.3		330				62								94.9		0.163		31.2		180		34		0.617		38.5		17.6				19.3						15000		2100		2360		597

				PHToxR2R3		LW2-G396		G396						76.4						0.09				29.7		28.9				0.4								4.91		0.038		25.9						0.066		0.9												34		8.2				66.2

				PHToxR2R3		LW2-G398		G398		19				171		21		4		0				34		203				4								14		0		24				25		0		5		0		1								320		110				162

				PHToxR2R3		LW2-G401		G401						92.7						0.339		25		29.7		36.1				17								19.8		0.07		19.7				120		0.188		3.4		4.88		4.08		2.8		0.82				3600		670		40		140

				PHToxR2R3		LW2-G403		G403						21.6						0.116				15.2		16.3				1.1								11.2		0.018		15.4				6.1		0.04		0.5		0.975		0.374		0.12						140		69				72.1

				PHToxR2R3		LW2-G405		G405						25.7				0.354		0.34		7		15.3		30.7				2.1								12.8		0.06		13.1						1.63		1.2												430		92		18		133

				PHToxR2R3		LW2-G408		G408		16				159				6.03		0.569		17		52		354				11								54.7		0.122		32.8				22		0.805		60.7		6.8		3.2		3.46		0.802				1100		230		130		477

				PHToxR2R3		LW2-G409		G409		11				127				0.443		0.167				32.1		52.4		0.259		2.6								11.9		0.05		25.7				5.7		0.189		4.6		1.01		1.66		0.459		0.81				170		85		18.7		111

				PHToxR2R3		LW2-G413		G413		6				34.6				2.12		0.271				16.7		28				0.52								15.3		0.029		15.2		7.1		16		0.058		0.6		0.501		0.38		0.12		0.642		0.991		100		14		54		142

				PHToxR2R3		LW2-G415		G415		480				109						0.651		290		48.5		242				35						4.78		86.1		0.325		23.1		66		74		0.641		13.1		10.1		6.35		13.8		3.03				11000		1700		894		469

				PHToxR2R3		LW2-G416		G416		75				97.8				8.25		0.631		29		42.5		94.4				3.3								53.5		0.182		28.5				83		0.896		51.3		6.03		4.69		0.507		0.602				4800		210		350		302

				PHToxR2R3		LW2-G417		G417		9.6		0.491		65.3		5.7		1.8		0.265		3		20.4		22.9				1.2								14		0.183		12.1		0.81		4.7		0.096				3.84		0.66		0.441		5.85				150		48		140		103

				PHToxR2R3		LW2-G420		G420						119				0.557		0.184				31.2		73.1				2.1								12.2		0.059		23.4				18		0.298		2.6		1.04		1.77		0.371		1.19				400		110		23		131

				PHToxR2R3		LW2-G425		G425						35.6				0.553		0.19				15.7		19.2				1.8								12.7		0.053		17						0.059		3.6		0.37		0.159		0.188		1.4		0.278		210		42		18.8		127

				PHToxR2R3		LW2-G426		G426		57				161				2.45		0.82		230		35		128				45								54.8		0.219		23.2		14				1.13		39.6		4.19		3.85		1.06						15000		1700		300		420

				PHToxR2R3		LW2-G430		G430						12.1						0.133		2.3		13		21.1				2.6								8.47		0.034		10.6		1.1				1.2				0.166								0.19		980		170		6.8		88.6

				PHToxR2R3		LW2-G437		G437		37				64.7						0.413		6.4		27.1		44.1				4.4						0.368		25.3		0.147		19.6				9.1		0.262				3.41		2.61		0.327		0.88				550		110		59		157

				PHToxR2R3		LW2-G441		G441		64				104				6.48		0.265		6.9		26.9		34.2				3.3						0.504		17.3		0.092		22.5				16		0.177				4.18		5.92		2.05		4		0.43		640		110		37		95.9

				PHToxR2R3		LW2-G444		G444				30		117				7.01		0.296				32.2		43.3				2.1		21.5						23.7		0.098		24.6						0.226		2.7		93.2		123		1.75		67				380		45		87		118

				PHToxR2R3		LW2-G445		G445				0.407		13.6				2.03		0.769		52		60.4		257				67		3.96						454		0.455		34.2		18				1.13		33.5		50.2		18.1		66.8		1.73				3800		1600		300		1360

				PHToxR2R3		LW2-G450-1		G450-1				1.98		182				5.47		0.338				37.9		46.1				5.4								24		0.08		27.3						0.22		5.1		6.9		9.72		2.55		7.4				460		92		130		136

				PHToxR2R3		LW2-G453		G453		80		132		352						5.41				146		120				190		356				90.1		956		2.01		21.9						4.44		54.2		1370		2530		29		660				2300		3400		30800		561

				PHToxR2R3		LW2-G454		G454						25.9				9.16		0.15				14.1		18.5				0.25								22.9		0.018								0.042		0.3		0.849										45		9.3		15.7		115

				PHToxR2R3		LW2-G455		G455				2.19		91				2.84		0.95				38		72.6				8.8		3.03						365		0.151		24						0.349		4.9		18		20.7		2.38		12				690		170		930		348

				PHToxR2R3		LW2-G456		G456				3.97		135				2.15		0.34		110		43.4		359				86								66.1		0.067		31.3						0.342		8.3		10.7		10		7.3		9.19				4500		1400		210		457

				PHToxR2R3		LW2-G457		G457				0.868		171				0.694		0.29		30		35.4		187				18		0.905				1.18		26		0.085		30						0.207		8.1		4.02		6.84		2.43		3.2				2300		390		150		219

				PHToxR2R3		LW2-G458		G458						148				8.5		0.25				29.2		40.6				2.2								14.1		0.085		23.4						0.186		3.8		1.11		1.45				0.735				340		67		31		107

				PHToxR2R3		LW2-G461		G461				0.478		170				0.875		0.27				32.9		48.2				1.2		0.542				1.05		19.5		0.081		23.5						0.219		10.4		2.2		5.39		0.774		2				210		30		89		127

				PHToxR2R3		LW2-G467		G467						58.9				2.87		0.94		170		56.2		258				340						3.92		139		0.114		41.7		45				0.169		7.6		39.5		7.44		8.8		4.13				17000		8100		1300		345

				PHToxR2R3		LW2-G468		G468						170				0.667		0.24				36.3		47.1				7.6		0.415				0.479		17.3		0.065		27.8						0.2		7.8		1.62		3.44		1.17		1.72				670		150		53		128

				PHToxR2R3		LW2-G469		G469		19				195		11		4.4		0.241				31.8		37.4				1								12.7		0.054		25.7						0.156		3.6		0.92		1.18		1.01		0.47				81		18		22		98

				PHToxR2R3		LW2-G473		G473		47				154				0.982		1.21		32		55.5		107				13						8.5		178		0.407		35.7						0.328		30.6		51.2		13.8		10.6		12.5				2500		310		1600		444

				PHToxR2R3		LW2-G474		G474		15				180				0.857		0.235				27.4		35.1				2.2						0.129		12.5		0.054		23				16		0.134		6.8		2		3.09		0.785		1.07				140		32		30		91.7

				PHToxR2R3		LW2-G477		G477						111				3.09		1.07		53		46.9		100				49						3.86		122		0.289		43				16		0.216		13.9		44.2		10.3		8.95		3.11				3700		970		2500		398

				PHToxR2R3		LW2-G480		G480		22		1.42		83.5				5.6		0.2		11		16.7		24.5				18						1.33		22.8		0.068				0.94				0.123		2.9		14		21.2		2.06		1.61				1000		1800		150		115

				PHToxR2R3		LW2-G492-1		G492-1						117				4.09		0.25		4.2		23.6		26.1				1.45						1.23		17.7		0.051		15.9						0.129		10.6		1.08		1.55		0.728		2.51				390		52		200		217

				PHToxR2R3		LW2-G497		G497				2.78		114				4.71		0.766		54		36.3		68.1		0.443		19		4.85						48.5		0.069		23.1				79		0.156		14.5		1.7		0.619		0.517		7.8		0.636		4000		480		290		416

				PHToxR2R3		LW2-U1C-1		U1C-1		38				8.9				1.87		0.107				20.7		16.5												5.92		0.022		18.9		12				0.039				0.86		0.22								20				7.2		65.2

				PHToxR2R3		LW2-U1C-2		U1C-2						34.5				0.43		0.092				19.9		17.3												5.81		0.02		19.9						0.037		0.6		0.82		0.317								6						64.4

				PHToxR2R3		LW2-U1C-3		U1C-3						5.2				0.195		0.116				26.6		15.8												6.47		0.017		25.2						0.036				0.166		0.265														65.9

				PHToxR2R3		LW2-U2C-1		U2C-1		6.6				55				2.01		0.166				29.1		24.3												9.96		0.026		23.6						0.066		1.2		0.68		0.942		0.55		0.38				130		24		6.7		81.5

				PHToxR2R3		LW2-U2C-2		U2C-2						31.1				1.1		0.214				32.7		29.4						0.124						13.7		0.048		26.1						0.122		0.5		1.56		0.705				0.37				170		14		40		165

				PHToxR2R3		LW2-U2C-3		U2C-3						12.6				1.47		0.123				25.6		20												7.54		0.023		21.1						0.051		1.3		0.271		0.389														72

				PHToxR2R3		LW2-U3C-1		U3C-1						48.9						0.116				22.7		21.7												8.48		0.025		21.7						0.073		3.2		0.441		0.61														75.5

				PHToxR2R3		LW2-U3C-2		U3C-2		5.7				86.6				0.497		0.124				27.5		25.9		0.252										9.21		0.043		22.5						0.105		1.9		0.36		0.538				0.21				19				6.1		84.6

				PHToxR2R3		LW2-U3C-3		U3C-3						40.5				0.561		0.115				23.7		22.3												8.55		0.024		17.7						0.082		1.1		0.192		0.534				0.12				44		9.5		4.52		80.4

				PHToxR2R3		LW2-U4Q-1		U4Q-1						78.1				1		0.167				31.4		33.7												10.1		0.035		25.9						0.121		1.5		0.73		1.4		0.318		0.68				97		25		5.5		88.9

				PHToxR2R3		LW2-U4Q-2		U4Q-2						70.9				0.934		0.161				31.5		30.1												9.2		0.032		23.8						0.094				0.804		1.17				0.619				110		13				81.7

				PHToxR2R3		LW2-U4Q-3		U4Q-3						69.9				1.05		0.164				27.4		26.7		0.217										9.13		0.029		19.6						0.104				0.514		1.07				0.396				57						73.4

				PHToxR2R3		LW2-U5Q-1		U5Q-1						1.9						0.085				17.6		13.8												5.8		0.022		20.3						0.024						0.11				0.15										50.4

				PHToxR2R3		LW2-U5Q-2		U5Q-2						9.8				0.357		0.089				19.3		14.7												6.6		0.02		20.7						0.027				0.14		0.14														55.3

				PHToxR2R3		LW2-U5Q-3		U5Q-3						8.6				0.213		0.085				17.6		16.3												6.86		0.014		20.1						0.033						0.21						0.368				2.8				56.4

				PHToxR2R3		LW2-U6TOC-1		U6TOC-1		5.8				61.3						0.153				25.5		28.7												9.11		0.037		22.5						0.097		4		0.838		1.5		0.366		0.42				26						77.6

				PHToxR2R3		LW2-U6TOC-2		U6TOC-2		11		0.349		132				1.52		0.209				38.1		47.2		0.253										14.3		0.055		29						0.235		5.5		1.15		2.45		1.4		1.18				66		16		8.6		113

				PHToxR2R3		LW2-U6TOC-3		U6TOC-3		14				98						0.204				36.2		44.4		0.287										13.8		0.05		26.2						0.218		9.5		0.672		1.48		0.489		0.43				55		19		14		105

				PHToxR2R3		LW3-G612-1		G612-1		6		0.45		91.7		11				0.307		12		25.6		35.4				8								14		0.081		22.4						0.2				2.5		1.8		2.6		0.74		0.23		1100		200		26		129

				PHToxR2R3		LW3-G613		G613		6.1				64.8		5.2				0.322		2.4		27.5		39.4				1.8								15.2		0.067		23.6		4.1		6.2		0.29		4.8		1.3		1.6		2.6		0.78		0.35		420		58		21		116

				PHToxR2R3		LW3-G622		G622		12				96.2		10				0.331		4.9		26.9		36.3				4.2								14		0.057		22.4						0.21				3.1		2.2		4.1		1.2		0.3		1100		200		23		146

				PHToxR2R3		LW3-G623		G623		11				109		9.7		0.28		0.21		3.6		29.8		38.7				2.2								11		0.056		22.6						0.19				2.5		1.9		2.5		1.1		1.6		530		82		24		118

				PHToxR2R3		LW3-G625		G625		10				115		9.5				0.18		5.7		24.2		34.4				3.7								11		0.056		19.7						0.16				2.9		2		1.2		1.1		0.31		1200		210		22		100

				PHToxR2R3		LW3-G628		G628		9.4				121		9.4				0.213		4.8		25.1		36.4				2.8								12		0.058		20.9		9.7				0.18		2.1		1.5		1.8		0.8		1.1		0.41		480		87		12		103

				PHToxR2R3		LW3-G637-1		G637-1						109		20				0.219		51		27.5		41.9				69								12.8		0.068		25.1						0.184		3.4		3.5		3.1		6.5		1.2		0.31		3300		1100		30		117

				PHToxR2R3		LW3-G638		G638		9				80.8		9				0.215		8.1		28.9		38.9				9.3								14		0.075		21.6						0.17				2.8		2.6		3.1		1.1		0.32		1500		240		23		106

				PHToxR2R3		LW3-G643		G643						63		9.6				0.255		38		27		81.2				35								19		0.112		23.8		9.7				0.164		1.1		3.3		1.9		2.1		1.6		0.38		3900		830		33		142

				PHToxR2R3		LW3-G648		G648						63.7				0.81		0.145		180		20.4		27.7				50								10.6		0.053		20.8						0.135				8.2		3.6		4.2		0.95		0.45		31000		6500		31		97.3

				PHToxR2R3		LW3-G653		G653		5.4				96		11				0.184		11		28.1		37				8.1								9.73		0.053		25.5						0.145				6.2		4.2		17		1.5		0.42		3000		530		16		104

				PHToxR2R3		LW3-G654		G654						66.3						0.306		570		25.4		35.4				140								31.5		0.125		26.6		4.7				0.225		6.5		140				24						46000		12000		130		190

				PHToxR2R3		LW3-G656		G656		21		0.74		109		17				0.227		45		30.5		40				18		0.21				0.38		11		0.06		24.7						0.165				7.3		3.5		3.7		2		0.33		6000		1000		52		105

				PHToxR2R3		LW3-G663		G663						0.4		4.6				0.199		5.6		18.1		34.5				4.8								16.8		0.069		17.7		7.5				0.191				3.8		1.5		33		2				810		110		53		125

				PHToxR2R3		LW3-G665		G665		2.7				43		7.2		0.2		0.176		3.6		24.2		37.8				24								10.8		0.065		23.3		4.5				0.154				1.8		1.6		2.6		0.86				500		220		22		104

				PHToxR2R3		LW3-G670		G670						93		4.6				0.065				11.8		14.8						0.097				0.12		4		0.017		15.1		0.53		3.1		0.08		1.7		0.29										27		8				48.8

				PHToxR2R3		LW3-G671		G671		12				92.8		12				0.251		17		24.2		48.1				37								17.6		0.239		21.7		14				0.296		0.7		5.3		2.9		5.7		2.5		0.81		1300		520		66		138

				PHToxR2R3		LW3-G672		G672						54.2		12				0.113		5.3		15.8		22.8				25								6.89		0.034		15.5		7.4				0.108				1.5		0.96		2.3						1300		940		17		9.7

				PHToxR2R3		LW3-G674		G674		2.6				18.7		4.4				0.126		2.1		16.5		22.2				9.9								7.75		0.037		16.5				35		0.089		4		9		1.1		1.1				0.17		330		190		27		85.6

				PHToxR2R3		LW3-G675		G675						19.7		7.5				0.06				9.81		13.8				1.5		0.038						3.67		0.018		13.6						0.05		2.1		0.59		0.25		0.27		0.19				51		50				58.3

				PHToxR2R3		LW3-G683		G683						99		7.9				0.163				26.6		39.9				0.7						0.16		9.5		0.106		23.6				31		0.153				1.3		1.8				0.83		0.31		120		18				99.8

				PHToxR2R3		LW3-G684-1		G684-1		20		0.46		71.6						0.197		4.6		29		40.6				7.3		0.1				0.49		14		0.08		25.2		1.2		9.3		0.18				3.1		1.8		2.1		4				330		140		29		95.1

				PHToxR2R3		LW3-G685		G685		4.4				79.7		8.7				0.167				26.5		36.6				1.3								9.2		0.049		22.7				40		0.137		1.6		0.63		1.1		1.4		0.69		0.2		110		38		16		92.9

				PHToxR2R3		LW3-G689		G689						12.6		6.3				0.109		2.5		15.6		18.4				1.9								9.1		0.06		16.4				36		0.102		552		2.7		1.2				0.64				1100		190		13		71.8

				PHToxR2R3		LW3-G693		G693		14				79.5		12				0.214		3.5		27		39.9				4.4						0.22		12		0.059		22.7		5.2				0.188				3.5		2.5		3.4		1.1		0.26		370		81		25		111

				PHToxR2R3		LW3-G694		G694		99				112		13		0.29		0.226		6.7		22.9		31.5		0.53		13								16		0.161		21.4		0.63				0.242		14.5		3.7		6.3		4.6		1.5				930		410		88		122

				PHToxR2R3		LW3-G700		G700		7.2				72.7		15				0.185		3.1		28.6		68.7				1.8								11		0.062		23						0.194				0.9		2		2.3		0.91		0.31		190		42		20		120

				PHToxR2R3		LW3-G707		G707		9.1				81.6		17				0.178		2.2		27.8		37.7				1.6								10		0.055		22.7		10				0.159		4.9		0.96		1.6		1.9		1		0.43		140		34		20		102

				PHToxR2R3		LW3-G711		G711		12				91.8		13				0.202		3.2		27.6		36.6				2						0.37		9.9		0.051		23.3						0.147		1.9		1.3		1.7				0.85		0.35		280		41		19		95

				PHToxR2R3		LW3-G713		G713		5.2				119		11				0.15		3.8		26.7		32				3.8		0.066						9.5		0.05		22						0.19		1.8		0.71		1.8		1.3		0.63		0.24		160		49		16		92.1

				PHToxR2R3		LW3-G718		G718		9.7				83.8		9.8		0.19		0.189		2.2		29.1		38.6				1.7						0.31		10		0.053		24.5						0.162		13.1		1.1		1.5				0.8		0.29		180		38		16		103

				PHToxR2R3		LW3-G722		G722		11				94		16				0.194		2.4		27.6		39.4				1.8						0.5		11		0.056		22.9						0.181		2.5		1.1		2.3		0.78		0.9		0.47		160		35		21		109

				PHToxR2R3		LW3-G736		G736		15				116		17		0.16		0.161		2.2		26.4		33.6				2.2						0.33		8.3		0.047		23						0.128				1.7		1.5		1.4		0.82		0.43		130		38		18		88.7

				PHToxR2R3		LW3-G737		G737		15		1.1		170		19				0.174				28.9		37.4				2.6								9.5		0.053		24.1						0.175						3.6		3.2		1.9		0.54		200		61		24		103

				PHToxR2R3		LW3-G740		G740		16				30.9		16		0.76		0.154		10		15.9		25.3				3.6		0.15						15		0.034		11.7						0.151		26.3		4.7		1.4				3.6				700		110		230		249

				PHToxR2R3		LW3-G741		G741		5.3		0.47		78.6		13		0.2		0.179		2.4		27.2		33.9				0.96						0.45		9.2		0.045		23.8		3.4				0.147				0.88		1.5		1.2		1.1				130		25		23		95.4

				PHToxR2R3		LW3-G744		G744		13		0.47		97.4		16		0.35		0.154		2.9		26.7		33.4				1.4						0.39		9.5		0.047		22.1						0.14				1.2		1.7		0.6		1.2		0.5		150		33		27		90.6

				PHToxR2R3		LW3-G745		G745		8.9		0.43		88		9.1				0.189		3.8		29.6		34.9				1.7								10		0.051		24.1						0.157				1.1		1.4		1.9		1.5		0.26		210		40		31		99.2

				PHToxR2R3		LW3-G746		G746		10				102				0.32		0.192				29.8		37.5				1.4								10		0.052		24.8						0.2		5.6		1.4		1.8		4.1		1.5		0.45		130		30		36		84.6

				PHToxR2R3		LW3-G750		G750		7.9				100		12		0.3		0.187		4.7		30.2		35.3				2.1								12		0.055		25.6		3.3		11		0.2		9.1		1.2		1.6				1.1		0.52		190		44		18		87.7

				PHToxR2R3		LW3-G751		G751		9				83		13		0.28		0.171		3.2		32		38.2				1.5								10		0.054		26.4		2.6		12		0.19		3.6		1.5		1.7				1.1		0.4		140		30		18		84.5

				PHToxR2R3		LW3-G752		G752		16				96		10		0.26		0.206		7.4		32.2		49				6.9				0.079				20		0.091		26.3				7.9		0.46		9.6		1.3		2.1		2.3		1.5		0.38		530		160		39		115

				PHToxR2R3		LW3-G755		G755		16				59.4				0.59		0.182		8.6		35.8		97.3				4.9		0.24						25		0.082		24.3		0.98		10		0.53		5.1		0.88		1.5				1.3		0.72		2400		160		27		125

				PHToxR2R3		LW3-G756		G756		16				69.2						0.226				29.6		33.1				1.6								20		0.173		24		59		12		0.57		1.4				1.3		4.9		8.1				240		45		56		91.8

				PHToxR2R3		LW3-G763		G763		4.4		0.93		116		7.2				0.149		5.5		27.6		33.1				2.2								10.3		0.054		24.5		6		8.8		0.18		4.7		1.1		1.8		1.1		1.2		0.32		490		51		19		80

				PHToxR2R3		LW3-G766		G766		9.4				31.1		5.8				0.148				20.4		24.5				0.81								10		0.056		20.2		10		11		0.17		1.6		0.77		1.3				0.81		0.58		110		30		20		82.2

				PHToxR2R3		LW3-G767		G767		6.9				59.7		5.3				0.134				31.3		30.5				0.87								8.5		0.05		23.5				5.6		0.17		5.6		0.59		0.99				0.73		0.32		100		24		12		84.1

				PHToxR2R3		LW3-G769		G769		8.1		0.24		94.3		6.8				0.148		1.6		31.4		33.3				1.4								12		0.05		24.5				7.6		0.19		5.9		1.2		1.4		0.96		0.88		0.36		140		31		20		87.8

				PHToxR2R3		LW3-G772		G772		31				79.4		36				0.211		12		32.2		37.8				3.8								19		0.04		25.2		3.1		41		0.31		3.8		2		1.9				1.7		1.4		620		160		18		105

				PHToxR2R3		LW3-G775		G775		13				78.8		4.6				0.126		2		26.8		29.4				1.3								9.3		0.047		22.7				5.5		0.17		3.6		0.74		1.1				0.87		0.43		160		42		16		84.1

				PHToxR2R3		LW3-G776		G776						36.5						0.205				20.2		25.4				2.2								179		0.037		19.4						0.17		2.4		6.9				52						300		58		500		90

				PHToxR2R3		LW3-G777		G777												0.075				10.9		11.6												7.39		0.019		11.9		0.27				0.11				0.3						0.93				57		7.1		15		44

				PHToxR2R3		LW3-G778		G778						0.26						0.163		6		27.3		19.5				1.4								28.5		0.055		16.2		1.4				0.17				23				130						600		96		1300		78.9

				PHToxR2R3		LW3-G779		G779						17.3		2.2		0.52		0.093				10		14.1												4.12		0.019		14.7		0.72				0.12		4.3		5.7		2		9.6		5.4				19		11		200		47.4

				PHToxR2R3		LW3-G780		G780		13		0.24		54.2						0.225				20.1		25.4		0.12		3.8								22.1		0.316		20.2				21		0.46		1.3		1.1		1.5		7.1						300		120		45		103

				PHToxR2R3		LW3-G781		G781		6.8		0.26		54.6		4.3		0.21		0.156		2.7		17.1		20.8				1.2								14		0.046		18.2				3.2		0.22		1.4		0.55		0.88		3.4						350		52		24		79.8

				PHToxR2R3		LW3-G785		G785		6.4				95.8		6.3				0.09				20.4		22.5												7		0.034		18.7						0.1				1.6		1.5				0.45		0.15		41		12				76.6

				PHToxR2R3		LW3-G786		G786		4.9				64.7		7.5				0.131				24.5		27.5												6.9		0.061		21.4						0.11						2.3				0.41		0.13		91		13				80.3

				PHToxR2R3		LW3-G787		G787		5.3				42.8		11				0.125				23.6		30.9				0.96						0.11		8.42		0.034		22.4						0.138				1.1		1.6						0.14		58		20				98.2

				PHToxR2R3		LW3-G788		G788						4.33		3.6				0.0505				12.5		12.8												3.96		0.009		17.9						0.0345														4.7		2.3				57.8





EPA_July_2009 bioassay endpts

				Chironomid Survival Level 1		Hyalella Survival Level 1		Chironomid Biomass Level 1		Hyalella Biomass Level 1		Chironomid Survival Level 2		Hyalella Survival Level 2		Chironomid Biomass Level 2		Hyalella Biomass Level 2		Chironomid Survival Level 3		Hyalella Survival Level 3		Chironomid Biomass Level 3		Hyalella Biomass Level 3

		Location		Ch_surv_5th		Hy_surv_5th		Chr_Grow_5th		Hya_Grow_5th		Ch_surv_5th_+10		Hy_surv_5th_+10		Chr_Grow_5th_+10		Hya_Grow_5th_+10		Ch_surv_5th_+20		Hy_surv_5th_+20		Chr_Grow_5th_+20		Hya_Grow_5th_+20

		D1-1		0		0		0		1		0		0		0		0		0		0		0		0

		D2		0		0		0		0		0		0		0		0		0		0		0		0

		G007-1		1		0		0		1		1		0		0		0		0		0		0		0

		G009		0		0		0		0		0		0		0		0		0		0		0		0

		G010		0		0		0		0		0		0		0		0		0		0		0		0

		G011		0		0		0		0		0		0		0		0		0		0		0		0

		G015		0		0		0		0		0		0		0		0		0		0		0		0

		G017		0		0		0		0		0		0		0		0		0		0		0		0

		G019		0		0		0		0		0		0		0		0		0		0		0		0

		G020		0		0		0		0		0		0		0		0		0		0		0		0

		G024		0		0		0		1		0		0		0		1		0		0		0		1

		G025		0		0		0		0		0		0		0		0		0		0		0		0

		G026		0		0		0		0		0		0		0		0		0		0		0		0

		G027		0		0		0		0		0		0		0		0		0		0		0		0

		G033		0		0		0		1		0		0		0		0		0		0		0		0

		G034		0		0		0		0		0		0		0		0		0		0		0		0

		G035		0		0		0		0		0		0		0		0		0		0		0		0

		G038		0		0		0		0		0		0		0		0		0		0		0		0

		G060		0		0		0		0		0		0		0		0		0		0		0		0

		G061		0		0		0		1		0		0		0		1		0		0		0		0

		G062		0		0		0		1		0		0		0		0		0		0		0		0

		G064		0		0		0		0		0		0		0		0		0		0		0		0

		G066		0		0		0		0		0		0		0		0		0		0		0		0

		G067		0		0		0		1		0		0		0		0		0		0		0		0

		G073		0		0		0		0		0		0		0		0		0		0		0		0

		G074		0		0		0		0		0		0		0		0		0		0		0		0

		G077		1		0		0		0		0		0		0		0		0		0		0		0

		G078		0		1		0		1		0		0		0		0		0		0		0		0

		G079		0		0		0		1		0		0		0		0		0		0		0		0

		G080		0		0		0		0		0		0		0		0		0		0		0		0

		G082		0		0		0		0		0		0		0		0		0		0		0		0

		G083		0		0		0		1		0		0		0		1		0		0		0		1

		G085		1		1		1		1		1		0		1		0		1		0		1		0

		G086		1		0		1		0		1		0		1		0		0		0		0		0

		G088		1		0		1		0		1		0		1		0		1		0		1		0

		G089		1		0		1		1		1		0		1		1		1		0		1		0

		G090		1		0		1		0		1		0		1		0		0		0		1		0

		G091		0		0		0		0		0		0		0		0		0		0		0		0

		G092		1		1		1		1		1		1		1		1		1		1		1		1

		G093		0		0		1		0		0		0		1		0		0		0		0		0

		G096		1		0		0		0		0		0		0		0		0		0		0		0

		G099		0		0		1		0		0		0		1		0		0		0		1		0

		G103		1		0		1		0		1		0		0		0		0		0		0		0

		G105		1		0		1		0		1		0		1		0		1		0		1		0

		G106		0		0		0		0		0		0		0		0		0		0		0		0

		G109		0		0		1		0		0		0		1		0		0		0		0		0

		G111		0		0		0		1		0		0		0		0		0		0		0		0

		G112		0		0		1		0		0		0		0		0		0		0		0		0

		G117		1		1		1		0		1		0		1		0		1		0		1		0

		G121		0		0		0		0		0		0		0		0		0		0		0		0

		G122		1		0		1		0		1		0		1		0		0		0		1		0

		G123		1		0		0		1		1		0		0		1		0		0		0		1

		G124		1		0		0		0		0		0		0		0		0		0		0		0

		G127		0		0		0		0		0		0		0		0		0		0		0		0

		G130		0		0		0		0		0		0		0		0		0		0		0		0

		G133		1		0		0		0		1		0		0		0		0		0		0		0

		G136		0		0		0		0		0		0		0		0		0		0		0		0

		G139		0		0		0		0		0		0		0		0		0		0		0		0

		G142		0		0		0		0		0		0		0		0		0		0		0		0

		G147		0		0		0		0		0		0		0		0		0		0		0		0

		G155		0		0		1		1		0		0		1		0		0		0		1		0

		G157		1		1		1		1		1		1		1		1		1		1		1		1

		G160		1		1		1		1		1		0		1		0		1		0		1		0

		G161		1		1		1		1		1		1		1		1		1		1		1		1

		G163		0		0		0		0		0		0		0		0		0		0		0		0

		G164		0		0		0		0		0		0		0		0		0		0		0		0

		G166		0		0		0		0		0		0		0		0		0		0		0		0

		G170		0		0		0		0		0		0		0		0		0		0		0		0

		G172		0		0		0		0		0		0		0		0		0		0		0		0

		G176		1		1		1		1		1		1		1		1		1		1		1		0

		G178		1		0		0		0		0		0		0		0		0		0		0		0

		G179		1		1		1		1		1		1		1		1		1		1		1		1

		G180		0		0		1		0		0		0		0		0		0		0		0		0

		G182		0		0		0		0		0		0		0		0		0		0		0		0

		G184		0		0		0		0		0		0		0		0		0		0		0		0

		G187		1		0		0		0		1		0		0		0		1		0		0		0

		G197-1		0		0		0		0		0		0		0		0		0		0		0		0

		G198		0		0		0		0		0		0		0		0		0		0		0		0

		G199		0		0		0		0		0		0		0		0		0		0		0		0

		G200		0		0		0		1		0		0		0		1		0		0		0		0

		G202		0		0		0		0		0		0		0		0		0		0		0		0

		G203-1		0		0		0		1		0		0		0		0		0		0		0		0

		G204		0		0		1		0		0		0		0		0		0		0		0		0

		G205		0		0		0		1		0		0		0		0		0		0		0		0

		G206		0		0		0		1		0		0		0		0		0		0		0		0

		G207		1		0		1		0		0		0		0		0		0		0		0		0

		G209		0		0		0		0		0		0		0		0		0		0		0		0

		G210		1		1		1		1		1		1		1		1		1		1		1		1

		G212-1		0		0		0		0		0		0		0		0		0		0		0		0

		G213		0		0		1		1		0		0		0		0		0		0		0		0

		G220		0		0		0		0		0		0		0		0		0		0		0		0

		G221		0		0		0		0		0		0		0		0		0		0		0		0

		G227		0		0		0		0		0		0		0		0		0		0		0		0

		G228		0		0		0		0		0		0		0		0		0		0		0		0

		G230		0		0		0		0		0		0		0		0		0		0		0		0

		G231		0		0		0		0		0		0		0		0		0		0		0		0

		G232		0		0		0		0		0		0		0		0		0		0		0		0

		G234		0		0		0		0		0		0		0		0		0		0		0		0

		G235		0		0		1		0		0		0		1		0		0		0		0		0

		G240		0		0		0		0		0		0		0		0		0		0		0		0

		G242		0		0		0		0		0		0		0		0		0		0		0		0

		G244		0		0		0		0		0		0		0		0		0		0		0		0

		G245		0		0		0		1		0		0		0		1		0		0		0		0

		G247		0		0		0		0		0		0		0		0		0		0		0		0

		G254		0		0		1		0		0		0		0		0		0		0		0		0

		G260		0		0		0		0		0		0		0		0		0		0		0		0

		G263		1		0		0		0		0		0		0		0		0		0		0		0

		G264		1		0		1		1		1		0		1		0		1		0		1		0

		G267		0		0		0		1		0		0		0		1		0		0		0		0

		G268		0		0		0		0		0		0		0		0		0		0		0		0

		G269		1		0		1		0		1		0		1		0		0		0		1		0

		G270-1		1		0		1		1		1		0		1		0		1		0		1		0

		G273		0		1		1		1		0		1		1		1		0		0		1		1

		G274		1		1		1		1		1		1		1		1		1		1		1		1

		G276		1		0		1		1		1		0		1		0		0		0		0		0

		G277		0		0		0		1		0		0		0		0		0		0		0		0

		G278		1		0		1		0		1		0		1		0		1		0		1		0

		G280		0		0		0		1		0		0		0		1		0		0		0		0

		G282		0		0		1		1		0		0		0		0		0		0		0		0

		G283		1		1		1		1		1		1		1		1		1		1		1		1

		G284		0		0		0		1		0		0		0		0		0		0		0		0

		G288		1		1		1		1		1		1		1		1		1		1		1		1

		G292		0		0		0		0		0		0		0		0		0		0		0		0

		G294-1		1		1		1		1		1		1		1		1		1		1		1		1

		G295		0		0		0		1		0		0		0		1		0		0		0		0

		G296		0		0		0		1		0		0		0		1		0		0		0		1

		G298		1		1		1		1		1		1		1		1		1		1		1		1

		G301		0		0		0		0		0		0		0		0		0		0		0		0

		G302		1		1		1		1		1		1		1		1		1		1		1		1

		G303		0		0		0		1		0		0		0		1		0		0		0		0

		G308		1		1		1		1		1		0		1		0		1		0		1		0

		G311-1		1		1		1		0		1		1		1		0		1		1		1		0

		G315		0		0		0		0		0		0		0		0		0		0		0		0

		G316		0		0		0		0		0		0		0		0		0		0		0		0

		G318		0		0		0		0		0		0		0		0		0		0		0		0

		G320		1		0		1		0		1		0		1		0		1		0		1		0

		G321		0		0		0		1		0		0		0		0		0		0		0		0

		G323		0		0		0		0		0		0		0		0		0		0		0		0

		G324-1		0		0		0		0		0		0		0		0		0		0		0		0

		G327		0		0		1		0		0		0		1		0		0		0		1		0

		G329		0		0		0		0		0		0		0		0		0		0		0		0

		G331		0		0		0		0		0		0		0		0		0		0		0		0

		G333		0		0		0		0		0		0		0		0		0		0		0		0

		G334		0		0		0		0		0		0		0		0		0		0		0		0

		G335		0		0		0		0		0		0		0		0		0		0		0		0

		G336		1		0		0		0		0		0		0		0		0		0		0		0

		G339		1		0		1		0		0		0		1		0		0		0		1		0

		G342		0		0		0		1		0		0		0		1		0		0		0		0

		G345-1		0		0		0		0		0		0		0		0		0		0		0		0

		G346		0		0		0		1		0		0		0		1		0		0		0		1

		G347		0		0		0		1		0		0		0		1		0		0		0		0

		G348		1		0		1		0		1		0		1		0		1		0		1		0

		G350		0		0		0		0		0		0		0		0		0		0		0		0

		G351		0		0		1		1		0		0		0		1		0		0		0		0

		G352		0		0		0		1		0		0		0		0		0		0		0		0

		G353-1		0		0		0		0		0		0		0		0		0		0		0		0

		G355		0		0		1		0		0		0		0		0		0		0		0		0

		G359		0		0		0		1		0		0		0		0		0		0		0		0

		G360		1		1		1		1		1		1		1		1		1		1		1		1

		G362-1		0		0		1		0		0		0		0		0		0		0		0		0

		G364		0		0		1		1		0		0		0		1		0		0		0		0

		G366		1		1		1		1		1		1		1		1		1		1		1		1

		G367		0		0		0		0		0		0		0		0		0		0		0		0

		G368		1		1		1		1		1		1		1		1		1		1		1		1

		G371		1		1		1		1		1		1		1		1		1		1		1		1

		G372-1		0		0		0		0		0		0		0		0		0		0		0		0

		G376		0		0		0		1		0		0		0		0		0		0		0		0

		G377		0		0		0		1		0		0		0		0		0		0		0		0

		G380		0		0		0		0		0		0		0		0		0		0		0		0

		G382		0		0		0		1		0		0		0		1		0		0		0		0

		G383		0		0		0		0		0		0		0		0		0		0		0		0

		G384-1		0		0		0		0		0		0		0		0		0		0		0		0

		G385		0		0		0		0		0		0		0		0		0		0		0		0

		G386		0		0		0		1		0		0		0		0		0		0		0		0

		G387		0		0		0		0		0		0		0		0		0		0		0		0

		G389		1		0		0		0		1		0		0		0		0		0		0		0

		G390		0		1		1		1		0		1		1		1		0		1		1		1

		G392		0		0		1		1		0		0		1		1		0		0		0		0

		G393		0		0		1		0		0		0		0		0		0		0		0		0

		G396		1		1		0		1		0		0		0		1		0		0		0		0

		G398		0		0		0		1		0		0		0		1		0		0		0		1

		G401		0		0		0		1		0		0		0		1		0		0		0		0

		G403		0		0		0		0		0		0		0		0		0		0		0		0

		G405		0		0		0		0		0		0		0		0		0		0		0		0

		G408		1		0		0		0		0		0		0		0		0		0		0		0

		G409		0		0		0		1		0		0		0		0		0		0		0		0

		G413		0		0		0		0		0		0		0		0		0		0		0		0

		G415		0		0		1		0		0		0		0		0		0		0		0		0

		G416		0		0		0		1		0		0		0		1		0		0		0		0

		G417		0		0		0		0		0		0		0		0		0		0		0		0

		G420		0		0		0		0		0		0		0		0		0		0		0		0

		G425		0		0		0		0		0		0		0		0		0		0		0		0

		G426		0		0		0		1		0		0		0		0		0		0		0		0

		G430		0		0		0		0		0		0		0		0		0		0		0		0

		G437		0		0		0		0		0		0		0		0		0		0		0		0

		G441		0		0		0		0		0		0		0		0		0		0		0		0

		G444		0		0		0		0		0		0		0		0		0		0		0		0

		G445		0		0		1		1		0		0		1		1		0		0		0		1

		G450-1		0		0		0		0		0		0		0		0		0		0		0		0

		G453		1		1		1		1		1		1		1		1		1		1		1		1

		G454		0		0		0		0		0		0		0		0		0		0		0		0

		G455		1		0		1		0		1		0		1		0		0		0		1		0

		G456		0		0		0		0		0		0		0		0		0		0		0		0

		G457		0		0		0		1		0		0		0		0		0		0		0		0

		G458		0		0		0		1		0		0		0		0		0		0		0		0

		G461		0		0		0		1		0		0		0		0		0		0		0		0

		G467		0		0		0		0		0		0		0		0		0		0		0		0

		G468		1		0		0		1		0		0		0		1		0		0		0		1

		G469		0		0		0		0		0		0		0		0		0		0		0		0

		G473		0		0		0		0		0		0		0		0		0		0		0		0

		G474		0		0		0		0		0		0		0		0		0		0		0		0

		G477		0		0		0		0		0		0		0		0		0		0		0		0

		G480		0		0		0		0		0		0		0		0		0		0		0		0

		G492-1		0		0		0		0		0		0		0		0		0		0		0		0

		G497		0		0		0		0		0		0		0		0		0		0		0		0

		U1C-1		0		0		0		0		0		0		0		0		0		0		0		0

		U1C-2		0		0		0		0		0		0		0		0		0		0		0		0

		U1C-3		0		0		0		0		0		0		0		0		0		0		0		0

		U2C-1		0		0		0		0		0		0		0		0		0		0		0		0

		U2C-2		0		0		0		0		0		0		0		0		0		0		0		0

		U2C-3		0		0		0		0		0		0		0		0		0		0		0		0

		U3C-1		0		0		0		0		0		0		0		0		0		0		0		0

		U3C-2		0		0		0		0		0		0		0		0		0		0		0		0

		U3C-3		0		0		0		0		0		0		0		0		0		0		0		0

		U4Q-1		0		0		0		0		0		0		0		0		0		0		0		0

		U4Q-2		0		0		0		0		0		0		0		0		0		0		0		0

		U4Q-3		0		0		0		0		0		0		0		0		0		0		0		0

		U5Q-1		0		0		0		0		0		0		0		0		0		0		0		0

		U5Q-2		0		0		0		0		0		0		0		0		0		0		0		0

		U5Q-3		0		0		0		0		0		0		0		0		0		0		0		0

		U6TOC-1		0		0		0		1		0		0		0		0		0		0		0		0

		U6TOC-2		0		0		0		0		0		0		0		0		0		0		0		0

		U6TOC-3		0		0		0		1		0		0		0		1		0		0		0		1

		G612-1		0		0		0		1		0		0		0		1		0		0		0		1

		G613		0		0		0		1		0		0		0		1		0		0		0		0

		G622		0		0		0		1		0		0		0		1		0		0		0		0

		G623		0		0		0		1		0		0		0		1		0		0		0		0

		G625		0		0		0		1		0		0		0		0		0		0		0		0

		G628		0		0		0		1		0		0		0		1		0		0		0		0

		G637-1		0		0		0		1		0		0		0		1		0		0		0		0

		G638		0		0		0		1		0		0		0		1		0		0		0		0

		G643		0		0		1		1		0		0		0		0		0		0		0		0

		G648		0		0		0		1		0		0		0		1		0		0		0		0

		G653		0		0		1		1		0		0		0		1		0		0		0		0

		G654		0		0		1		1		0		0		1		0		0		0		1		0

		G656		0		1		0		1		0		0		0		0		0		0		0		0

		G663		0		0		1		1		0		0		1		1		0		0		0		0

		G665		0		0		0		1		0		0		0		1		0		0		0		0

		G670		0		1		0		1		0		0		0		0		0		0		0		0

		G671		0		0		0		1		0		0		0		1		0		0		0		1

		G672		1		0		1		1		1		0		1		1		0		0		0		0

		G674		0		0		1		1		0		0		0		1		0		0		0		0

		G675		0		1		0		1		0		0		0		0		0		0		0		0

		G683		0		0		1		1		0		0		0		0		0		0		0		0

		G684-1		0		0		0		1		0		0		0		0		0		0		0		0

		G685		0		0		0		1		0		0		0		1		0		0		0		0

		G689		1		0		1		1		1		0		1		0		1		0		1		0

		G693		0		0		1		1		0		0		0		1		0		0		0		0

		G694		0		0		1		1		0		0		1		1		0		0		1		0

		G700		0		0		1		1		0		0		0		1		0		0		0		0

		G707		0		0		0		1		0		0		0		1		0		0		0		0

		G711		0		0		0		1		0		0		0		1		0		0		0		0

		G713		0		0		1		1		0		0		0		1		0		0		0		0

		G718		0		0		1		1		0		0		0		1		0		0		0		0

		G722		0		0		1		1		0		0		0		1		0		0		0		0

		G736		0		0		0		1		0		0		0		0		0		0		0		0

		G737		0		0		1		1		0		0		0		1		0		0		0		0

		G740		0		1		0		0		0		0		0		0		0		0		0		0

		G741		0		0		0		1		0		0		0		0		0		0		0		0

		G744		0		0		0		1		0		0		0		0		0		0		0		0

		G745		0		0		0		1		0		0		0		0		0		0		0		0

		G746		1		0		0		1		0		0		0		0		0		0		0		0

		G750		0		1		0		1		0		0		0		1		0		0		0		0

		G751		0		0		0		0		0		0		0		0		0		0		0		0

		G752		0		1		0		1		0		0		0		1		0		0		0		0

		G755		0		1		0		1		0		0		0		0		0		0		0		0

		G756		0		1		0		0		0		0		0		0		0		0		0		0

		G763		0		0		0		0		0		0		0		0		0		0		0		0

		G766		0		0		0		0		0		0		0		0		0		0		0		0

		G767		0		0		0		0		0		0		0		0		0		0		0		0

		G769		0		0		0		0		0		0		0		0		0		0		0		0

		G772		0		0		0		0		0		0		0		0		0		0		0		0

		G775		0		0		0		1		0		0		0		0		0		0		0		0

		G776		0		1		0		1		0		0		0		0		0		0		0		0

		G777		0		1		0		0		0		1		0		0		0		0		0		0

		G778		0		0		0		0		0		0		0		0		0		0		0		0

		G779		0		1		0		0		0		0		0		0		0		0		0		0

		G780		0		0		0		0		0		0		0		0		0		0		0		0

		G781		0		1		0		1		0		0		0		1		0		0		0		0

		G785		0		0		0		1		0		0		0		0		0		0		0		0

		G786		0		1		0		1		0		0		0		0		0		0		0		0

		G787		0		0		1		1		0		0		0		1		0		0		0		0

		G788		0		0		1		0		0		0		0		0		0		0		0		0





ANOVA-CHG

		CG3														CG2

		ANOVA														ANOVA

		Between Groups														Between Groups

				Sum of Squares		df		Mean Square		F		Sig.						Sum of Squares		df		Mean Square		F		Sig.

		log(4-Methylphenol, ppb)		3.9120567742		1		3.9120567742		21.337494771		0.00				log(4-Methylphenol, ppb)		4.1402004766		1		4.1402004766		22.8165013748		0.00

		log(Aldrin, ppb)		3.7666573636		1		3.7666573636		8.0165721828		0.01				log(Aldrin, ppb)		1.3776991887		1		1.3776991887		2.7629053254		0.10

		log(Aluminum, ppm)		0.006418896		1		0.006418896		0.2074610459		0.65				log(Aluminum, ppm)		0.0012927741		1		0.0012927741		0.0417591532		0.84

		log(Ammonia, ppm)		1.5765458603		1		1.5765458603		9.4991399025		0.00				log(Ammonia, ppm)		0.5761596311		1		0.5761596311		3.4008405919		0.07

		log(Antimony, ppm)		0.1943014141		1		0.1943014141		0.9338883068		0.33				log(Antimony, ppm)		0.4031120775		1		0.4031120775		1.9463126779		0.16

		log(Arsenic, ppm)		0.0930171257		1		0.0930171257		2.3849567511		0.12				log(Arsenic, ppm)		0.1789665752		1		0.1789665752		4.623713827		0.03

		log(Benzyl alcohol, ppb)		0.2803406915		1		0.2803406915		4.7661066559		0.03				log(Benzyl alcohol, ppb)		0.0931763189		1		0.0931763189		1.5030397233		0.23

		log(Bis(2-ethylhexyl) phthalate, ppb)		3.0949198839		1		3.0949198839		6.9511942789		0.01				log(Bis(2-ethylhexyl) phthalate, ppb)		5.5156739543		1		5.5156739543		12.7223743364		0.00

		log(Butylbenzyl phthalate, ppb)		0.5316886211		1		0.5316886211		1.2493114319		0.27				log(Butylbenzyl phthalate, ppb)		0.6840664515		1		0.6840664515		1.6135001576		0.21

		log(Butyltin ion, ppb)		0.5059857581		1		0.5059857581		0.9344287732		0.34				log(Butyltin ion, ppb)		1.63769741		1		1.63769741		3.1203196857		0.08

		log(Cadmium, ppm)		0.9043427466		1		0.9043427466		10.5442260081		0.00				log(Cadmium, ppm)		1.0797077482		1		1.0797077482		12.6786035191		0.00

		log(Carbazole, ppb)		33.3614620775		1		33.3614620775		60.5836511602		0.00				log(Carbazole, ppb)		28.569346009		1		28.569346009		49.7486131437		0.00

		log(Chromium, ppm)		0.1280297328		1		0.1280297328		3.4679336654		0.06				log(Chromium, ppm)		0.122301675		1		0.122301675		3.3110066576		0.07

		log(Copper, ppm)		0.1452737425		1		0.1452737425		1.2826412977		0.26				log(Copper, ppm)		0.2895563057		1		0.2895563057		2.5677720953		0.11

		log(delta-Hexachlorocyclohexane, ppb)		0.2954169534		1		0.2954169534		2.0160267972		0.16				log(delta-Hexachlorocyclohexane, ppb)		0.1551283191		1		0.1551283191		1.0387592505		0.31

		log(Dibutyltin ion, ppb)		0.0151170398		1		0.0151170398		0.0184976443		0.89				log(Dibutyltin ion, ppb)		1.0008547665		1		1.0008547665		1.2455405141		0.27

		log(Dieldrin, ppb)		6.8407865809		1		6.8407865809		16.4545016043		0.00				log(Dieldrin, ppb)		7.8400876966		1		7.8400876966		19.8979128301		0.00

		log(Diethyl phthalate, ppb)		0.0529103739		1		0.0529103739		0.2520219472		0.62				log(Diethyl phthalate, ppb)		0.4402776563		1		0.4402776563		2.1934863982		0.15

		log(Endrin, ppb)		1.5363969058		1		1.5363969058		2.4035267524		0.13				log(Endrin, ppb)		1.5363969058		1		1.5363969058		2.4035267524		0.13

		log(Endrin ketone, ppb)		1.6991425811		1		1.6991425811		6.1047638993		0.02				log(Endrin ketone, ppb)		1.9088877566		1		1.9088877566		6.9352034153		0.01

		log(Lead, ppm)		2.5239677685		1		2.5239677685		17.955690847		0.00				log(Lead, ppm)		2.8114156239		1		2.8114156239		20.1421595244		0.00

		log(Mercury, ppm)		2.1573530144		1		2.1573530144		19.3914223559		0.00				log(Mercury, ppm)		2.6690484507		1		2.6690484507		24.3815420369		0.00

		log(Nickel, ppm)		0.1294422087		1		0.1294422087		7.2457701944		0.01				log(Nickel, ppm)		0.1006413924		1		0.1006413924		5.6012242976		0.02

		log(Pentachlorophenol, ppb)		0.1133113192		1		0.1133113192		0.2710800335		0.60				log(Pentachlorophenol, ppb)		0.1206328484		1		0.1206328484		0.2886649367		0.59

		log(Phenol, ppb)		0.6044437811		1		0.6044437811		4.2039596643		0.04				log(Phenol, ppb)		0.5446972369		1		0.5446972369		3.7702000056		0.06

		log(PYO_PTO (mg/kg))		5.8520704896		1		5.8520704896		22.2151305801		0.00				log(PYO_PTO (mg/kg))		5.6581515557		1		5.6581515557		21.0810793971		0.00

		log(Selenium, ppm)		0.0502673122		1		0.0502673122		1.2374515955		0.27				log(Selenium, ppm)		0.0863545278		1		0.0863545278		2.1419516691		0.15

		log(Silver, ppm)		1.5616731439		1		1.5616731439		13.1538400167		0.00				log(Silver, ppm)		1.6596543558		1		1.6596543558		14.0188855371		0.00

		log(Sulfide, ppm)		17.5613014969		1		17.5613014969		50.5304715813		0.00				log(Sulfide, ppm)		15.6456231628		1		15.6456231628		43.9993114685		0.00

		log(Sum DDD (calc'd), ppb)		32.1466456858		1		32.1466456858		55.2856839328		0.00				log(Sum DDD (calc'd), ppb)		27.9684777594		1		27.9684777594		46.8881458207		0.00

		log(Sum DDE (calc'd), ppb)		20.9106099113		1		20.9106099113		62.6303543361		0.00				log(Sum DDE (calc'd), ppb)		17.6734935236		1		17.6734935236		51.0798389163		0.00

		log(Sum DDT (calc'd), ppb)		16.6844843929		1		16.6844843929		23.2867979349		0.00				log(Sum DDT (calc'd), ppb)		14.9712082535		1		14.9712082535		20.6894118961		0.00

		log(Sum of 34 PAHs (ESB calc'd) (TU))		32.6454265516		1		32.6454265516		55.8919215695		0.00				log(Sum of 34 PAHs (ESB calc'd) (TU))		33.0852697743		1		33.0852697743		56.7945155435		0.00

		log(Tetrabutyltin, ppb)		0.5123799661		1		0.5123799661		1.431149695		0.24				log(Tetrabutyltin, ppb)		0.0567379559		1		0.0567379559		0.1524154172		0.70

		log(Total % Fines (calc'd) (pct))		0.867907411		1		0.867907411		4.050635559		0.05				log(Total % Fines (calc'd) (pct))		0.7048347368		1		0.7048347368		3.2809733514		0.07

		log(Total Benzofluoranthenes (calc'd), ppb)		37.043119892		1		37.043119892		50.9410413861		0.00				log(Total Benzofluoranthenes (calc'd), ppb)		36.6783680769		1		36.6783680769		50.3485963138		0.00

		log(Total Chlordane (calc'd), ppb)		10.0452389425		1		10.0452389425		37.4331131372		0.00				log(Total Chlordane (calc'd), ppb)		8.3099277684		1		8.3099277684		30.1303361537		0.00

		log(Total DDTs (calc'd), ppb)		26.9599004105		1		26.9599004105		46.8100768423		0.00				log(Total DDTs (calc'd), ppb)		24.777404433		1		24.777404433		42.4521965739		0.00

		log(Total Endosulfan (calc'd), ppb)		6.9926345757		1		6.9926345757		30.9190555434		0.00				log(Total Endosulfan (calc'd), ppb)		6.711571458		1		6.711571458		29.2384994801		0.00

		log(Total HPAHs (calc'd), ppb)		49.418765139		1		49.418765139		60.4027753225		0.00				log(Total HPAHs (calc'd), ppb)		49.0406902777		1		49.0406902777		59.8436358385		0.00

		log(Total LPAHs (calc'd), ppb)		67.6200749473		1		67.6200749473		79.0065109975		0.00				log(Total LPAHs (calc'd), ppb)		64.9278571667		1		64.9278571667		75.0211569309		0.00

		log(Total organic carbon (pct))		2.238217555		1		2.238217555		17.2302062786		0.00				log(Total organic carbon (pct))		1.7376441945		1		1.7376441945		13.2018783707		0.00

		log(Total PAHs (calc'd), ppb)		55.6212198667		1		55.6212198667		65.9721381613		0.00				log(Total PAHs (calc'd), ppb)		54.9226387322		1		54.9226387322		64.9553680766		0.00

		log(Total PCB Congeners (calc'd) (ppt))		0.6123272422		1		0.6123272422		0.819975126		0.37				log(Total PCB Congeners (calc'd) (ppt))		0.8194094333		1		0.8194094333		1.1010509847		0.30

		log(Total PCBs (calc'd), ppb)		3.8025165023		1		3.8025165023		8.7621510224		0.00				log(Total PCBs (calc'd), ppb)		5.3477007779		1		5.3477007779		12.5173482893		0.00

		log(Total Toxic Dioxin Furans (calc'd) (ppt))		1.0465210723		1		1.0465210723		1.5191154894		0.22				log(Total Toxic Dioxin Furans (calc'd) (ppt))		0.9119889896		1		0.9119889896		1.3200396436		0.25

		log(Tributyltin ion, ppb)		0.0865080376		1		0.0865080376		0.0995032542		0.75				log(Tributyltin ion, ppb)		0.776482239		1		0.776482239		0.9032212174		0.35

		log(Zinc, ppm)		0.3168901299		1		0.3168901299		5.059045226		0.03				log(Zinc, ppm)		0.36959179		1		0.36959179		5.9175188936		0.0155937404

		log(1-Methylnaphthalene (ppb))		2.2301232756		1		2.2301232756		8.8073745936		0.00				log(1-Methylnaphthalene (ppb))		2.1568688457		1		2.1568688457		8.474293444		0.01

		log(alpha-Hexachlorocyclohexane (ppb))		0.4194549119		1		0.4194549119		1.5624438757		0.22				log(alpha-Hexachlorocyclohexane (ppb))		0.1846148533		1		0.1846148533		0.6794243558		0.41

		log(beta-Endosulfan (ppb))		0.2276330535		1		0.2276330535		0.6325784202		0.43				log(beta-Endosulfan (ppb))		0.0837911127		1		0.0837911127		0.230361706		0.63

		log(beta-Hexachlorocyclohexane (ppb))		1.0676126702		1		1.0676126702		4.4732250171		0.04				log(beta-Hexachlorocyclohexane (ppb))		0.3096728938		1		0.3096728938		1.2761780997		0.26

		log(Diesel Range Hydrocarbons (ppm))		28.0742444894		1		28.0742444894		121.8793323102		0.00				log(Diesel Range Hydrocarbons (ppm))		25.0173285408		1		25.0173285408		101.8499913999		0.00

		log(gamma-Hexachlorocyclohexane (ppb))		0.3600908823		1		0.3600908823		1.307133784		0.26				log(gamma-Hexachlorocyclohexane (ppb))		0.475477165		1		0.475477165		1.738994085		0.19

		log(Methoxychlor (ppb))		0.3936364366		1		0.3936364366		0.9054887369		0.35				log(Methoxychlor (ppb))		1.146828122		1		1.146828122		2.7308412246		0.10

		log(Pyrene (ppb))		55.5859257431		1		55.5859257431		69.0137673164		0.00				log(Pyrene (ppb))		54.6480277574		1		54.6480277574		67.5712654748		0.00

		log(Residual Range Hydrocarbons (ppm))		9.2954183059		1		9.2954183059		51.4961747421		0.00				log(Residual Range Hydrocarbons (ppm))		8.1362666236		1		8.1362666236		43.6303111969		0.00

		log(Hexachlorobenzene (ppb))		2.0168116763		1		2.0168116763		6.2515050389		0.01				log(Hexachlorobenzene (ppb))		1.2223050426		1		1.2223050426		3.729139757		0.06

		log(Dibenzofuran ppb)		38.2452645539		1		38.2452645539		60.3053412145		0.00				log(Dibenzofuran ppb)		35.7648196639		1		35.7648196639		55.5677911992		0.00





ANOVA-HYG

		HG3														HG2

		ANOVA														ANOVA

		Between Groups														Between Groups

				Sum of Squares		df		Mean Square		F		Sig.						Sum of Squares		df		Mean Square		F		Sig.

		log(4-Methylphenol, ppb)		0.9289569907		1		0.9289569907		4.4662335454		0.04				log(4-Methylphenol, ppb)		0.2481953072		1		0.2481953072		1.161844775		0.28

		log(Aldrin, ppb)		2.2306687982		1		2.2306687982		4.5676287527		0.04				log(Aldrin, ppb)		0.1861333211		1		0.1861333211		0.3628346177		0.55

		log(Aluminum, ppm)		0.0740137508		1		0.0740137508		2.4102462588		0.12				log(Aluminum, ppm)		0.301978205		1		0.301978205		10.091310027		0.00

		log(Ammonia, ppm)		0.5493048961		1		0.5493048961		3.2405565232		0.07				log(Ammonia, ppm)		0.5695120645		1		0.5695120645		3.3611478828		0.07

		log(Antimony, ppm)		0.4685602662		1		0.4685602662		2.2655355469		0.13				log(Antimony, ppm)		0.4989023409		1		0.4989023409		2.4138376654		0.12

		log(Arsenic, ppm)		0.1041359634		1		0.1041359634		2.6726618209		0.10				log(Arsenic, ppm)		0.0286567243		1		0.0286567243		0.7306145277		0.39

		log(Benzyl alcohol, ppb)		0.549130218		1		0.549130218		10.1196253363		0.00				log(Benzyl alcohol, ppb)		0.2635958669		1		0.2635958669		4.4599063389		0.04

		log(Bis(2-ethylhexyl) phthalate, ppb)		1.7962874243		1		1.7962874243		3.9784063316		0.05				log(Bis(2-ethylhexyl) phthalate, ppb)		0.1354427799		1		0.1354427799		0.2947402462		0.59

		log(Butylbenzyl phthalate, ppb)		0.0352046108		1		0.0352046108		0.0817064302		0.78				log(Butylbenzyl phthalate, ppb)		1.3879200541		1		1.3879200541		3.3325291964		0.07

		log(Butyltin ion, ppb)		0.0159451025		1		0.0159451025		0.0290598598		0.87				log(Butyltin ion, ppb)		0.1722245829		1		0.1722245829		0.3151985459		0.58

		log(Cadmium, ppm)		0.4324695114		1		0.4324695114		4.9481971003		0.03				log(Cadmium, ppm)		0.043962043		1		0.043962043		0.4953819753		0.48

		log(Carbazole, ppb)		20.6339882469		1		20.6339882469		33.6406543299		0.00				log(Carbazole, ppb)		0.0354835182		1		0.0354835182		0.049638745		0.82

		log(Chromium, ppm)		0.2749714421		1		0.2749714421		7.5517818367		0.01				log(Chromium, ppm)		0.0419777719		1		0.0419777719		1.1279831784		0.29

		log(Copper, ppm)		0.6051976709		1		0.6051976709		5.4189899039		0.02				log(Copper, ppm)		0.4854015407		1		0.4854015407		4.3303631737		0.04

		log(delta-Hexachlorocyclohexane, ppb)		1.7193784124		1		1.7193784124		14.5642138237		0.00				log(delta-Hexachlorocyclohexane, ppb)		0.895954938		1		0.895954938		6.6602123265		0.01

		log(Dibutyltin ion, ppb)		0.3703167195		1		0.3703167195		0.455882139		0.50				log(Dibutyltin ion, ppb)		0.1706305286		1		0.1706305286		0.2093416922		0.65

		log(Dieldrin, ppb)		6.672956937		1		6.672956937		15.9111779669		0.00				log(Dieldrin, ppb)		2.8045798072		1		2.8045798072		5.5703549131		0.02

		log(Diethyl phthalate, ppb)		0.0481340653		1		0.0481340653		0.2291473773		0.63				log(Diethyl phthalate, ppb)		0.461614857		1		0.461614857		2.3056250474		0.14

		log(Endrin, ppb)		0.6743514146		1		0.6743514146		1.0080718236		0.32				log(Endrin, ppb)		0.2794814566		1		0.2794814566		0.4094558685		0.53

		log(Endrin ketone, ppb)		1.3027403712		1		1.3027403712		4.5845304819		0.04				log(Endrin ketone, ppb)		0.0089034118		1		0.0089034118		0.0293660684		0.86

		log(Lead, ppm)		0.7526940803		1		0.7526940803		5.1324727119		0.02				log(Lead, ppm)		0.010486497		1		0.010486497		0.0702830213		0.79

		log(Mercury, ppm)		0.9830764434		1		0.9830764434		8.522958272		0.00				log(Mercury, ppm)		0.6281631585		1		0.6281631585		5.3882055962		0.02

		log(Nickel, ppm)		0.1003145585		1		0.1003145585		5.582670289		0.02				log(Nickel, ppm)		0.0179313999		1		0.0179313999		0.981778525		0.32

		log(Pentachlorophenol, ppb)		1.5017103051		1		1.5017103051		3.7638704462		0.06				log(Pentachlorophenol, ppb)		0.2507066093		1		0.2507066093		0.6024901242		0.44

		log(Phenol, ppb)		0.4970779498		1		0.4970779498		3.4274601952		0.07				log(Phenol, ppb)		0.5734128148		1		0.5734128148		3.9781531067		0.05

		log(PYO_PTO (mg/kg))		3.8560142207		1		3.8560142207		12.2565610617		0.00				log(PYO_PTO (mg/kg))		0.7602013138		1		0.7602013138		1.9295037939		0.17

		log(Selenium, ppm)		0.1034879206		1		0.1034879206		2.5762093837		0.11				log(Selenium, ppm)		0.0104233724		1		0.0104233724		0.2544812173		0.61

		log(Silver, ppm)		1.7304471616		1		1.7304471616		14.6469613349		0.00				log(Silver, ppm)		1.9458702969		1		1.9458702969		16.5742131676		0.00

		log(Sulfide, ppm)		6.816621044		1		6.816621044		17.3590250243		0.00				log(Sulfide, ppm)		2.4212714769		1		2.4212714769		5.8889876525		0.02

		log(Sum DDD (calc'd), ppb)		14.3039077041		1		14.3039077041		22.154388126		0.00				log(Sum DDD (calc'd), ppb)		1.0857599695		1		1.0857599695		1.5663147263		0.21

		log(Sum DDE (calc'd), ppb)		13.1658263456		1		13.1658263456		36.2814790412		0.00				log(Sum DDE (calc'd), ppb)		2.6206213498		1		2.6206213498		6.5128792647		0.01

		log(Sum DDT (calc'd), ppb)		12.5015157271		1		12.5015157271		17.0341892586		0.00				log(Sum DDT (calc'd), ppb)		1.2837377861		1		1.2837377861		1.6444514423		0.20

		log(Sum of 34 PAHs (ESB calc'd) (TU))		8.7969143348		1		8.7969143348		13.179535385		0.00				log(Sum of 34 PAHs (ESB calc'd) (TU))		0.1034960303		1		0.1034960303		0.1483039514		0.70

		log(Tetrabutyltin, ppb)		0.3355339683		1		0.3355339683		0.9229470942		0.34				log(Tetrabutyltin, ppb)		0.1389480907		1		0.1389480907		0.3758507159		0.54

		log(Total % Fines (calc'd) (pct))		2.0727581525		1		2.0727581525		9.8644464888		0.00				log(Total % Fines (calc'd) (pct))		4.7622912456		1		4.7622912456		23.7069394756		0.00

		log(Total Benzofluoranthenes (calc'd), ppb)		10.7785863668		1		10.7785863668		13.1181719806		0.00				log(Total Benzofluoranthenes (calc'd), ppb)		0.1581626216		1		0.1581626216		0.183940816		0.67

		log(Total Chlordane (calc'd), ppb)		5.5702271503		1		5.5702271503		19.3708125925		0.00				log(Total Chlordane (calc'd), ppb)		0.3066642642		1		0.3066642642		0.9887670533		0.32

		log(Total DDTs (calc'd), ppb)		14.5222036161		1		14.5222036161		23.427001359		0.00				log(Total DDTs (calc'd), ppb)		2.3946926888		1		2.3946926888		3.6132937351		0.06

		log(Total Endosulfan (calc'd), ppb)		0.5673749897		1		0.5673749897		1.8689955199		0.18				log(Total Endosulfan (calc'd), ppb)		0.5307284154		1		0.5307284154		1.7457386221		0.19

		log(Total HPAHs (calc'd), ppb)		15.0294360903		1		15.0294360903		16.0088888056		0.00				log(Total HPAHs (calc'd), ppb)		1.2722148081		1		1.2722148081		1.2888550262		0.26

		log(Total LPAHs (calc'd), ppb)		24.1503358029		1		24.1503358029		23.8975864039		0.00				log(Total LPAHs (calc'd), ppb)		3.8040883246		1		3.8040883246		3.5126022897		0.06

		log(Total organic carbon (pct))		1.9500400771		1		1.9500400771		14.8981870376		0.00				log(Total organic carbon (pct))		1.6797233455		1		1.6797233455		12.7425508793		0.00

		log(Total PAHs (calc'd), ppb)		18.0139250359		1		18.0139250359		18.4834848828		0.00				log(Total PAHs (calc'd), ppb)		2.0942137395		1		2.0942137395		2.0327060186		0.16

		log(Total PCB Congeners (calc'd) (ppt))		2.6035386585		1		2.6035386585		3.6051087705		0.06				log(Total PCB Congeners (calc'd) (ppt))		0.0920093828		1		0.0920093828		0.1221600994		0.73

		log(Total PCBs (calc'd), ppb)		1.5084221132		1		1.5084221132		3.3974347617		0.07				log(Total PCBs (calc'd), ppb)		0.2463484216		1		0.2463484216		0.5480501459		0.46

		log(Total Toxic Dioxin Furans (calc'd) (ppt))		1.2367357968		1		1.2367357968		1.8025477684		0.18				log(Total Toxic Dioxin Furans (calc'd) (ppt))		2.378202174		1		2.378202174		3.5531720724		0.06

		log(Tributyltin ion, ppb)		1.4911698039		1		1.4911698039		1.755112151		0.19				log(Tributyltin ion, ppb)		0.1761330575		1		0.1761330575		0.202886304		0.65

		log(Zinc, ppm)		0.3299560258		1		0.3299560258		5.2714165169		0.02				log(Zinc, ppm)		0.0090589254		1		0.0090589254		0.142220889		0.7063579239

		log(1-Methylnaphthalene (ppb))		0.50475422		1		0.50475422		1.777171775		0.19				log(1-Methylnaphthalene (ppb))		1.3917418018		1		1.3917418018		5.1895421654		0.03

		log(alpha-Hexachlorocyclohexane (ppb))		0.3963561286		1		0.3963561286		1.474640095		0.23				log(alpha-Hexachlorocyclohexane (ppb))		0.00611064		1		0.00611064		0.0222852028		0.88

		log(beta-Endosulfan (ppb))		0.0007715166		1		0.0007715166		0.0021080787		0.96				log(beta-Endosulfan (ppb))		0.2378308535		1		0.2378308535		0.6614240849		0.42

		log(beta-Hexachlorocyclohexane (ppb))		1.8242523525		1		1.8242523525		7.7731948398		0.01				log(beta-Hexachlorocyclohexane (ppb))		0.026290551		1		0.026290551		0.1076828563		0.74

		log(Diesel Range Hydrocarbons (ppm))		17.9734442569		1		17.9734442569		63.9969186301		0.00				log(Diesel Range Hydrocarbons (ppm))		3.0579173807		1		3.0579173807		8.6035221519		0.00

		log(gamma-Hexachlorocyclohexane (ppb))		0.7116677169		1		0.7116677169		2.6436087459		0.11				log(gamma-Hexachlorocyclohexane (ppb))		0.1705887039		1		0.1705887039		0.6117245087		0.44

		log(Methoxychlor (ppb))		0.2236836249		1		0.2236836249		0.5106290542		0.48				log(Methoxychlor (ppb))		0.2236836249		1		0.2236836249		0.5106290542		0.48

		log(Pyrene (ppb))		17.2592906077		1		17.2592906077		18.3441210588		0.00				log(Pyrene (ppb))		1.7585361274		1		1.7585361274		1.7662454143		0.18

		log(Residual Range Hydrocarbons (ppm))		5.3478727125		1		5.3478727125		26.6255208245		0.00				log(Residual Range Hydrocarbons (ppm))		1.0586028859		1		1.0586028859		4.7478480418		0.03

		log(Hexachlorobenzene (ppb))		2.4550538759		1		2.4550538759		7.6776467818		0.01				log(Hexachlorobenzene (ppb))		0.1999419355		1		0.1999419355		0.5978945415		0.44

		log(Dibenzofuran ppb)		20.1922835771		1		20.1922835771		28.7297162394		0.00				log(Dibenzofuran ppb)		2.8793130048		1		2.8793130048		3.7458622302		0.05





ANOVA-CHS

		cs3														cs2

		ANOVA														ANOVA

		Between Groups														Between Groups

				Sum of Squares		df		Mean Square		F		Sig.						Sum of Squares		df		Mean Square		F		Sig.

		log(4-Methylphenol, ppb)		2.1477885605		1		2.1477885605		10.8516575422		0.00				log(4-Methylphenol, ppb)		1.2072545035		1		1.2072545035		5.8691303938		0.02

		log(Aldrin, ppb)		3.3431363036		1		3.3431363036		7.0387520458		0.01				log(Aldrin, ppb)		1.9647480487		1		1.9647480487		3.9968949545		0.05

		log(Aluminum, ppm)		0.008794787		1		0.008794787		0.284325733		0.59				log(Aluminum, ppm)		0.0093851515		1		0.0093851515		0.3034314655		0.58

		log(Ammonia, ppm)		0.3932183093		1		0.3932183093		2.3124005663		0.13				log(Ammonia, ppm)		0.9880692093		1		0.9880692093		5.8814885611		0.02

		log(Antimony, ppm)		0.0002080426		1		0.0002080426		0.0009957495		0.97				log(Antimony, ppm)		0.0001782196		1		0.0001782196		0.0008530077		0.98

		log(Arsenic, ppm)		0.0102700078		1		0.0102700078		0.2614167934		0.61				log(Arsenic, ppm)		0.0007864443		1		0.0007864443		0.0200018679		0.89

		log(Benzyl alcohol, ppb)		0.3076069818		1		0.3076069818		5.2710785964		0.03				log(Benzyl alcohol, ppb)		0.2589686967		1		0.2589686967		4.3758105727		0.04

		log(Bis(2-ethylhexyl) phthalate, ppb)		0.9458472568		1		0.9458472568		2.0759668921		0.15				log(Bis(2-ethylhexyl) phthalate, ppb)		0.7708334429		1		0.7708334429		1.6887089347		0.20

		log(Butylbenzyl phthalate, ppb)		0.0175635626		1		0.0175635626		0.0407455497		0.84				log(Butylbenzyl phthalate, ppb)		0.1221256981		1		0.1221256981		0.2840513111		0.60

		log(Butyltin ion, ppb)		0.1828249705		1		0.1828249705		0.3346944398		0.56				log(Butyltin ion, ppb)		0.0240245974		1		0.0240245974		0.0437941769		0.83

		log(Cadmium, ppm)		0.191468942		1		0.191468942		2.1700298228		0.14				log(Cadmium, ppm)		0.3669348635		1		0.3669348635		4.1875029487		0.04

		log(Carbazole, ppb)		32.1199006523		1		32.1199006523		57.6882812993		0.00				log(Carbazole, ppb)		24.8102615126		1		24.8102615126		41.8532413306		0.00

		log(Chromium, ppm)		0.0510090537		1		0.0510090537		1.3718103905		0.24				log(Chromium, ppm)		0.0917659358		1		0.0917659358		2.4772674881		0.12

		log(Copper, ppm)		0.0028273336		1		0.0028273336		0.0248554834		0.87				log(Copper, ppm)		0.0081345756		1		0.0081345756		0.071523653		0.79

		log(delta-Hexachlorocyclohexane, ppb)		0.7347855772		1		0.7347855772		5.334317893		0.03				log(delta-Hexachlorocyclohexane, ppb)		0.2747705825		1		0.2747705825		1.8698596804		0.18

		log(Dibutyltin ion, ppb)		0.0477456548		1		0.0477456548		0.0584553696		0.81				log(Dibutyltin ion, ppb)		0.0789608985		1		0.0789608985		0.0967237709		0.76

		log(Dieldrin, ppb)		6.2091812941		1		6.2091812941		14.4577742379		0.00				log(Dieldrin, ppb)		4.7669310391		1		4.7669310391		10.3443785864		0.00

		log(Diethyl phthalate, ppb)		0.0529103739		1		0.0529103739		0.2520219472		0.62				log(Diethyl phthalate, ppb)		0.0004160939		1		0.0004160939		0.0019702031		0.96

		log(Endrin, ppb)		2.2894331188		1		2.2894331188		3.7332221265		0.06				log(Endrin, ppb)		1.3136056331		1		1.3136056331		2.0305895234		0.16

		log(Endrin ketone, ppb)		1.8517922367		1		1.8517922367		6.7073082984		0.01				log(Endrin ketone, ppb)		1.1221261496		1		1.1221261496		3.9123536688		0.05

		log(Lead, ppm)		0.9174585548		1		0.9174585548		6.2802159559		0.01				log(Lead, ppm)		0.636953881		1		0.636953881		4.3315157512		0.04

		log(Mercury, ppm)		0.6111780688		1		0.6111780688		5.2398523395		0.02				log(Mercury, ppm)		0.684932571		1		0.684932571		5.8851428342		0.02

		log(Nickel, ppm)		0.0488687654		1		0.0488687654		2.6920024291		0.10				log(Nickel, ppm)		0.0805288277		1		0.0805288277		4.4639442891		0.04

		log(Pentachlorophenol, ppb)		0.3788787874		1		0.3788787874		0.9143675341		0.34				log(Pentachlorophenol, ppb)		0.3284737854		1		0.3284737854		0.7914037966		0.38

		log(Phenol, ppb)		1.3308888868		1		1.3308888868		9.8342077927		0.00				log(Phenol, ppb)		0.0706042665		1		0.0706042665		0.4707356874		0.49

		log(PYO_PTO (mg/kg))		6.386999471		1		6.386999471		25.5775542593		0.00				log(PYO_PTO (mg/kg))		6.5950816804		1		6.5950816804		26.9874726417		0.00

		log(Selenium, ppm)		0.0233985494		1		0.0233985494		0.5728011546		0.45				log(Selenium, ppm)		0.1425041858		1		0.1425041858		3.5769149214		0.06

		log(Silver, ppm)		0.4485466836		1		0.4485466836		3.6601438672		0.06				log(Silver, ppm)		0.5236063247		1		0.5236063247		4.2816428893		0.04

		log(Sulfide, ppm)		12.231512468		1		12.231512468		33.0641369659		0.00				log(Sulfide, ppm)		10.1336047689		1		10.1336047689		26.7555581262		0.00

		log(Sum DDD (calc'd), ppb)		27.2231884438		1		27.2231884438		45.4344931093		0.00				log(Sum DDD (calc'd), ppb)		20.4171716728		1		20.4171716728		32.7378454738		0.00

		log(Sum DDE (calc'd), ppb)		19.2157714747		1		19.2157714747		56.4802430767		0.00				log(Sum DDE (calc'd), ppb)		15.7005214294		1		15.7005214294		44.4287088553		0.00

		log(Sum DDT (calc'd), ppb)		15.9842491005		1		15.9842491005		22.2189881997		0.00				log(Sum DDT (calc'd), ppb)		9.0520824163		1		9.0520824163		12.0971872046		0.00

		log(Sum of 34 PAHs (ESB calc'd) (TU))		30.4342074748		1		30.4342074748		51.425392199		0.00				log(Sum of 34 PAHs (ESB calc'd) (TU))		21.1190824284		1		21.1190824284		33.8239115595		0.00

		log(Tetrabutyltin, ppb)		0.048891684		1		0.048891684		0.1312514913		0.72				log(Tetrabutyltin, ppb)		0.217545585		1		0.217545585		0.5923905185		0.45

		log(Total % Fines (calc'd) (pct))		0.3935299879		1		0.3935299879		1.822786996		0.18				log(Total % Fines (calc'd) (pct))		0.9440300836		1		0.9440300836		4.411295502		0.04

		log(Total Benzofluoranthenes (calc'd), ppb)		30.1714468104		1		30.1714468104		40.127229776		0.00				log(Total Benzofluoranthenes (calc'd), ppb)		22.7942280849		1		22.7942280849		29.2822588237		0.00

		log(Total Chlordane (calc'd), ppb)		7.7542846615		1		7.7542846615		27.8746502892		0.00				log(Total Chlordane (calc'd), ppb)		6.6946665408		1		6.6946665408		23.6785037905		0.00

		log(Total DDTs (calc'd), ppb)		22.3789400592		1		22.3789400592		37.794004034		0.00				log(Total DDTs (calc'd), ppb)		17.70686478		1		17.70686478		29.0925819747		0.00

		log(Total Endosulfan (calc'd), ppb)		3.4880143991		1		3.4880143991		12.9963708138		0.00				log(Total Endosulfan (calc'd), ppb)		5.5036499316		1		5.5036499316		22.5467980752		0.00

		log(Total HPAHs (calc'd), ppb)		41.325236266		1		41.325236266		48.815932241		0.00				log(Total HPAHs (calc'd), ppb)		27.5233605517		1		27.5233605517		30.7530500701		0.00

		log(Total LPAHs (calc'd), ppb)		60.2132546904		1		60.2132546904		68.250535553		0.00				log(Total LPAHs (calc'd), ppb)		42.8969799284		1		42.8969799284		45.4483445174		0.00

		log(Total organic carbon (pct))		1.4893487953		1		1.4893487953		11.2425547754		0.00				log(Total organic carbon (pct))		1.2347643096		1		1.2347643096		9.2596379603		0.00

		log(Total PAHs (calc'd), ppb)		47.5922259409		1		47.5922259409		54.629921448		0.00				log(Total PAHs (calc'd), ppb)		32.6363578622		1		32.6363578622		35.3410692467		0.00

		log(Total PCB Congeners (calc'd) (ppt))		0.0745660663		1		0.0745660663		0.0989724538		0.75				log(Total PCB Congeners (calc'd) (ppt))		0.1309833957		1		0.1309833957		0.1740167428		0.68

		log(Total PCBs (calc'd), ppb)		1.2977735676		1		1.2977735676		2.9169454841		0.09				log(Total PCBs (calc'd), ppb)		1.7370417613		1		1.7370417613		3.9211741975		0.05

		log(Total Toxic Dioxin Furans (calc'd) (ppt))		0.5948429834		1		0.5948429834		0.8552198832		0.36				log(Total Toxic Dioxin Furans (calc'd) (ppt))		0.8720918214		1		0.8720918214		1.2612202319		0.27

		log(Tributyltin ion, ppb)		0.3638655108		1		0.3638655108		0.4204143349		0.52				log(Tributyltin ion, ppb)		0.1424826246		1		0.1424826246		0.1640350779		0.69

		log(Zinc, ppm)		0.0257944427		1		0.0257944427		0.4053266418		0.52				log(Zinc, ppm)		0.0003372425		1		0.0003372425		0.0052920586		0.9420577908

		log(1-Methylnaphthalene (ppb))		0.0117056311		1		0.0117056311		0.0399747662		0.84				log(1-Methylnaphthalene (ppb))		0.2534613974		1		0.2534613974		0.8785233467		0.35

		log(alpha-Hexachlorocyclohexane (ppb))		0.4578778583		1		0.4578778583		1.7089641146		0.20				log(alpha-Hexachlorocyclohexane (ppb))		0.0701057672		1		0.0701057672		0.2565037286		0.61

		log(beta-Endosulfan (ppb))		0.1210617233		1		0.1210617233		0.3337517565		0.57				log(beta-Endosulfan (ppb))		0.0601479035		1		0.0601479035		0.1650709053		0.69

		log(beta-Hexachlorocyclohexane (ppb))		1.4052356168		1		1.4052356168		5.9320082758		0.02				log(beta-Hexachlorocyclohexane (ppb))		0.493968626		1		0.493968626		2.0438402962		0.15

		log(Diesel Range Hydrocarbons (ppm))		29.2269810205		1		29.2269810205		130.1400984181		0.00				log(Diesel Range Hydrocarbons (ppm))		24.759120216		1		24.759120216		100.2717451098		0.00

		log(gamma-Hexachlorocyclohexane (ppb))		0.0097220483		1		0.0097220483		0.0345074257		0.85				log(gamma-Hexachlorocyclohexane (ppb))		0.5382843575		1		0.5382843575		1.9768117569		0.17

		log(Methoxychlor (ppb))		0.3869916733		1		0.3869916733		0.8899369519		0.35				log(Methoxychlor (ppb))		0.6288767813		1		0.6288767813		1.4621298891		0.23

		log(Pyrene (ppb))		48.0026022184		1		48.0026022184		57.679586094		0.00				log(Pyrene (ppb))		37.7572017798		1		37.7572017798		43.4774695674		0.00

		log(Residual Range Hydrocarbons (ppm))		7.3017551188		1		7.3017551188		38.2724502454		0.00				log(Residual Range Hydrocarbons (ppm))		5.2626618371		1		5.2626618371		26.1441082677		0.00

		log(Hexachlorobenzene (ppb))		1.8537192184		1		1.8537192184		5.7271672176		0.02				log(Hexachlorobenzene (ppb))		0.6866076892		1		0.6866076892		2.0727787468		0.15

		log(Dibenzofuran ppb)		34.06		1		34.06		52.3909127694		0.00				log(Dibenzofuran ppb)		29.02		1		29.02		43.3554288069		0.00





ANOVA-HYS

		HS3														HS2

		ANOVA														ANOVA

		Between Groups														Between Groups

				Sum of Squares		df		Mean Square		F		Sig.						Sum of Squares		df		Mean Square		F		Sig.

		log(4-Methylphenol, ppb)		2.4257117963		1		2.4257117963		12.3997578005		0.00				log(4-Methylphenol, ppb)		2.8427787468		1		2.8427787468		14.7923557768		0.00		log(4-Methylphenol, ppb)

		log(Aldrin, ppb)		4.1266893166		1		4.1266893166		8.8646662928		0.00				log(Aldrin, ppb)		3.6423898446		1		3.6423898446		7.7274702945		0.01		log(Aldrin, ppb)

		log(Aluminum, ppm)		0.0001981703		1		0.0001981703		0.0064005132		0.94				log(Aluminum, ppm)		0.0206725946		1		0.0206725946		0.6692051806		0.41		log(Aluminum, ppm)

		log(Ammonia, ppm)		0.317229651		1		0.317229651		1.8626635281		0.17				log(Ammonia, ppm)		0.4753445738		1		0.4753445738		2.8000239401		0.10		log(Ammonia, ppm)

		log(Antimony, ppm)		0.3597450283		1		0.3597450283		1.7352904558		0.19				log(Antimony, ppm)		0.3300755148		1		0.3300755148		1.5911488239		0.21		log(Antimony, ppm)

		log(Arsenic, ppm)		0.0460794578		1		0.0460794578		1.1766100602		0.28				log(Arsenic, ppm)		0.0015913548		1		0.0015913548		0.0404762402		0.84		log(Arsenic, ppm)

		log(Benzyl alcohol, ppb)		0.9431113209		1		0.9431113209		19.8189912307		0.00				log(Benzyl alcohol, ppb)		0.9431113209		1		0.9431113209		19.8189912307		0.00		log(Benzyl alcohol, ppb)

		log(Bis(2-ethylhexyl) phthalate, ppb)		2.0841323983		1		2.0841323983		4.6301836183		0.03				log(Bis(2-ethylhexyl) phthalate, ppb)		2.0682253625		1		2.0682253625		4.5940596633		0.03		log(Bis(2-ethylhexyl) phthalate, ppb)

		log(Butylbenzyl phthalate, ppb)		0.5620464631		1		0.5620464631		1.3216463386		0.25				log(Butylbenzyl phthalate, ppb)		0.5620464631		1		0.5620464631		1.3216463386		0.25		log(Butylbenzyl phthalate, ppb)

		log(Butyltin ion, ppb)		0.2205839784		1		0.2205839784		0.4042301039		0.53				log(Butyltin ion, ppb)		0.2205839784		1		0.2205839784		0.4042301039		0.53		log(Butyltin ion, ppb)

		log(Cadmium, ppm)		0.4300331048		1		0.4300331048		4.9198458423		0.03				log(Cadmium, ppm)		0.2715185334		1		0.2715185334		3.0869696243		0.08		log(Cadmium, ppm)

		log(Carbazole, ppb)		28.8895125521		1		28.8895125521		50.4446684492		0.00				log(Carbazole, ppb)		31.6205051637		1		31.6205051637		56.5415310428		0.00		log(Carbazole, ppb)

		log(Chromium, ppm)		0.1560776092		1		0.1560776092		4.238769374		0.04				log(Chromium, ppm)		0.0752015015		1		0.0752015015		2.0269767754		0.16		log(Chromium, ppm)

		log(Copper, ppm)		0.2236485012		1		0.2236485012		1.9793292534		0.16				log(Copper, ppm)		0.1067059656		1		0.1067059656		0.9410200833		0.33		log(Copper, ppm)

		log(delta-Hexachlorocyclohexane, ppb)		1.9413654736		1		1.9413654736		17.0871881041		0.00				log(delta-Hexachlorocyclohexane, ppb)		1.9413654736		1		1.9413654736		17.0871881041		0.00		log(delta-Hexachlorocyclohexane, ppb)

		log(Dibutyltin ion, ppb)		0.2252738024		1		0.2252738024		0.2766395377		0.60				log(Dibutyltin ion, ppb)		0.2252738024		1		0.2252738024		0.2766395377		0.60		log(Dibutyltin ion, ppb)

		log(Dieldrin, ppb)		6.2091812941		1		6.2091812941		14.4577742379		0.00				log(Dieldrin, ppb)		6.2091812941		1		6.2091812941		14.4577742379		0.00		log(Dieldrin, ppb)

																												log(Diethyl phthalate, ppb)

		log(Endrin, ppb)		0.1786837999		1		0.1786837999		0.2604554043		0.61				log(Endrin, ppb)		0.2765782315		1		0.2765782315		0.4051430605		0.53		log(Endrin, ppb)

		log(Endrin ketone, ppb)		4.3101995579		1		4.3101995579		17.9642022598		0.00				log(Endrin ketone, ppb)		4.3101995579		1		4.3101995579		17.9642022598		0.00		log(Endrin ketone, ppb)

		log(Lead, ppm)		0.9382007116		1		0.9382007116		6.425335868		0.01				log(Lead, ppm)		0.7481227541		1		0.7481227541		5.1007553624		0.02		log(Lead, ppm)

		log(Mercury, ppm)		0.8273619158		1		0.8273619158		7.1393807991		0.01				log(Mercury, ppm)		0.6212315958		1		0.6212315958		5.3276449024		0.02		log(Mercury, ppm)

		log(Nickel, ppm)		0.0494655453		1		0.0494655453		2.7251979717		0.10				log(Nickel, ppm)		0.0261283314		1		0.0261283314		1.4328811619		0.23		log(Nickel, ppm)

		log(Pentachlorophenol, ppb)		0.8972694329		1		0.8972694329		2.2031838641		0.14				log(Pentachlorophenol, ppb)		0.2429527585		1		0.2429527585		0.5837073218		0.45		log(Pentachlorophenol, ppb)

		log(Phenol, ppb)		1.1293070452		1		1.1293070452		8.2026086495		0.01				log(Phenol, ppb)		1.1293070452		1		1.1293070452		8.2026086495		0.01		log(Phenol, ppb)

		log(PYO_PTO (mg/kg))		4.3441469727		1		4.3441469727		14.3802145867		0.00				log(PYO_PTO (mg/kg))		4.0584939037		1		4.0584939037		13.1166096902		0.00		log(PYO_PTO (mg/kg))

		log(Selenium, ppm)		0.0376451136		1		0.0376451136		0.9242917067		0.34				log(Selenium, ppm)		0.0235433097		1		0.0235433097		0.5763622252		0.45		log(Selenium, ppm)

		log(Silver, ppm)		1.2615418364		1		1.2615418364		10.534345394		0.00				log(Silver, ppm)		1.269580335		1		1.269580335		10.6039158461		0.00		log(Silver, ppm)

		log(Sulfide, ppm)		8.2848327477		1		8.2848327477		21.4346659008		0.00				log(Sulfide, ppm)		10.8835365706		1		10.8835365706		28.9766583687		0.00		log(Sulfide, ppm)

		log(Sum DDD (calc'd), ppb)		28.1906602767		1		28.1906602767		47.3240343754		0.00				log(Sum DDD (calc'd), ppb)		24.5852069672		1		24.5852069672		40.3921088427		0.00		log(Sum DDD (calc'd), ppb)

		log(Sum DDE (calc'd), ppb)		22.1690944733		1		22.1690944733		67.3505151614		0.00				log(Sum DDE (calc'd), ppb)		21.7485827859		1		21.7485827859		65.758347728		0.00		log(Sum DDE (calc'd), ppb)

		log(Sum DDT (calc'd), ppb)		18.2323697772		1		18.2323697772		25.6783548223		0.00				log(Sum DDT (calc'd), ppb)		18.9629434614		1		18.9629434614		26.8222835186		0.00		log(Sum DDT (calc'd), ppb)

		log(Sum of 34 PAHs (ESB calc'd) (TU))		20.8349624259		1		20.8349624259		33.3158631973		0.00				log(Sum of 34 PAHs (ESB calc'd) (TU))		21.2573529084		1		21.2573529084		34.0717448022		0.00		log(Sum of 34 PAHs (ESB calc'd) (TU))

																												log(Tetrabutyltin, ppb)

		log(Total % Fines (calc'd) (pct))		0.5501718027		1		0.5501718027		2.5547040229		0.11				log(Total % Fines (calc'd) (pct))		0.2253005227		1		0.2253005227		1.0407799531		0.31		log(Total % Fines (calc'd) (pct))

		log(Total Benzofluoranthenes (calc'd), ppb)		24.370820717		1		24.370820717		31.537367453		0.00				log(Total Benzofluoranthenes (calc'd), ppb)		23.2957428655		1		23.2957428655		29.9960378067		0.00		log(Total Benzofluoranthenes (calc'd), ppb)

		log(Total Chlordane (calc'd), ppb)		13.1035177271		1		13.1035177271		51.3408371522		0.00				log(Total Chlordane (calc'd), ppb)		12.1498679238		1		12.1498679238		46.8529905906		0.00		log(Total Chlordane (calc'd), ppb)

		log(Total DDTs (calc'd), ppb)		25.3145524011		1		25.3145524011		43.5140234093		0.00				log(Total DDTs (calc'd), ppb)		22.0155241099		1		22.0155241099		37.0998012606		0.00		log(Total DDTs (calc'd), ppb)

		log(Total Endosulfan (calc'd), ppb)		1.7301075891		1		1.7301075891		5.9748850917		0.02				log(Total Endosulfan (calc'd), ppb)		1.7301075891		1		1.7301075891		5.9748850917		0.02		log(Total Endosulfan (calc'd), ppb)

		log(Total HPAHs (calc'd), ppb)		31.7997974493		1		31.7997974493		36.1371674118		0.00				log(Total HPAHs (calc'd), ppb)		30.5734600337		1		30.5734600337		34.5744984408		0.00		log(Total HPAHs (calc'd), ppb)

		log(Total LPAHs (calc'd), ppb)		44.5581448216		1		44.5581448216		47.5058494363		0.00				log(Total LPAHs (calc'd), ppb)		42.0528386916		1		42.0528386916		44.4126431025		0.00		log(Total LPAHs (calc'd), ppb)

		log(Total organic carbon (pct))		1.7792000685		1		1.7792000685		13.5322841576		0.00				log(Total organic carbon (pct))		1.2487746193		1		1.2487746193		9.3680851919		0.00		log(Total organic carbon (pct))

		log(Total PAHs (calc'd), ppb)		36.2230302108		1		36.2230302108		39.764997641		0.00				log(Total PAHs (calc'd), ppb)		34.7024041885		1		34.7024041885		37.8746160508		0.00		log(Total PAHs (calc'd), ppb)

		log(Total PCB Congeners (calc'd) (ppt))		3.4406492071		1		3.4406492071		4.8334203798		0.03				log(Total PCB Congeners (calc'd) (ppt))		2.720632003		1		2.720632003		3.7748034889		0.06		log(Total PCB Congeners (calc'd) (ppt))

		log(Total PCBs (calc'd), ppb)		2.6622082202		1		2.6622082202		6.0649439535		0.01				log(Total PCBs (calc'd), ppb)		2.0015938496		1		2.0015938496		4.5301844594		0.03		log(Total PCBs (calc'd), ppb)

		log(Total Toxic Dioxin Furans (calc'd) (ppt))		0.5714935067		1		0.5714935067		0.8212443557		0.37				log(Total Toxic Dioxin Furans (calc'd) (ppt))		0.5714935067		1		0.5714935067		0.8212443557		0.37		log(Total Toxic Dioxin Furans (calc'd) (ppt))

		log(Tributyltin ion, ppb)		2.2282746458		1		2.2282746458		2.6551311867		0.11				log(Tributyltin ion, ppb)		2.2282746458		1		2.2282746458		2.6551311867		0.11		log(Tributyltin ion, ppb)

		log(Zinc, ppm)		0.1827541616		1		0.1827541616		2.8962957209		0.09				log(Zinc, ppm)		0.1104509209		1		0.1104509209		1.7435652875		0.19		log(Zinc, ppm)

		log(alpha-Hexachlorocyclohexane (ppb))		0.6810698858		1		0.6810698858		2.571751577		0.11				log(alpha-Hexachlorocyclohexane (ppb))		0.6779661309		1		0.6779661309		2.5596150085		0.11

		log(beta-Endosulfan (ppb))		0.2616179773		1		0.2616179773		0.7288809172		0.40				log(beta-Endosulfan (ppb))		0.2616179773		1		0.2616179773		0.7288809172		0.40

		log(beta-Hexachlorocyclohexane (ppb))		2.1152130538		1		2.1152130538		9.0721852845		0.00				log(beta-Hexachlorocyclohexane (ppb))		2.1973800929		1		2.1973800929		9.4421145582		0.00

		log(Diesel Range Hydrocarbons (ppm))		25.7994454301		1		25.7994454301		106.7333970086		0.00				log(Diesel Range Hydrocarbons (ppm))		21.9796085612		1		21.9796085612		84.2718992167		0.00

		log(gamma-Hexachlorocyclohexane (ppb))		0.3662759913		1		0.3662759913		1.3301190794		0.25				log(gamma-Hexachlorocyclohexane (ppb))		0.3662759913		1		0.3662759913		1.3301190794		0.25

		log(Methoxychlor (ppb))		0.3639946579		1		0.3639946579		0.8361852831		0.36				log(Methoxychlor (ppb))		0.3639946579		1		0.3639946579		0.8361852831		0.36

		log(Pyrene (ppb))		36.3667554366		1		36.3667554366		41.6407818014		0.00				log(Pyrene (ppb))		34.8536708992		1		34.8536708992		39.6654342418		0.00

		log(Residual Range Hydrocarbons (ppm))		8.9685223704		1		8.9685223704		49.2256657664		0.00				log(Residual Range Hydrocarbons (ppm))		7.2308442205		1		7.2308442205		37.8282930537		0.00

		log(Hexachlorobenzene (ppb))		2.3414029304		1		2.3414029304		7.3053680262		0.01				log(Hexachlorobenzene (ppb))		2.5668979942		1		2.5668979942		8.0456884669		0.01

		log(Dibenzofuran ppb)		25.8938458821		1		25.8938458821		38.0144922445		0.00				log(Dibenzofuran ppb)		28.745564481		1		28.745564481		42.8837180536		0.00





Nonparametric results

		Test Statistics

				log(4-Methylphenol, ppb)		log(Aldrin, ppb)		log(Aluminum, ppm)		log(Ammonia, ppm)		log(Antimony, ppm)		log(Arsenic, ppm)		log(Benzyl alcohol, ppb)		log(Bis(2-ethylhexyl) phthalate, ppb)		log(Butylbenzyl phthalate, ppb)		log(Butyltin ion, ppb)		log(Cadmium, ppm)		log(Carbazole, ppb)		log(Chromium, ppm)		log(Copper, ppm)		log(delta-Hexachlorocyclohexane, ppb)		log(Dibutyltin ion, ppb)		log(Dieldrin, ppb)		log(Diethyl phthalate, ppb)		log(Endrin, ppb)		log(Endrin ketone, ppb)		log(Lead, ppm)		log(Mercury, ppm)		log(Nickel, ppm)		log(Pentachlorophenol, ppb)		log(Phenol, ppb)		log(PYO_PTO (mg/kg))		log(Selenium, ppm)		log(Silver, ppm)		log(Sulfide, ppm)		log(Sum DDD (calc'd), ppb)		log(Sum DDE (calc'd), ppb)		log(Sum DDT (calc'd), ppb)		log(Sum of 34 PAHs (ESB calc'd) (TU))		log(Tetrabutyltin, ppb)		log(Total % Fines (calc'd) (pct))		log(Total Benzofluoranthenes (calc'd), ppb)		log(Total Chlordane (calc'd), ppb)		log(Total DDTs (calc'd), ppb)		log(Total Endosulfan (calc'd), ppb)		log(Total HPAHs (calc'd), ppb)		log(Total LPAHs (calc'd), ppb)		log(Total organic carbon (pct))		log(Total PAHs (calc'd), ppb)		log(Total PCB Congeners (calc'd) (ppt))		log(Total PCBs (calc'd), ppb)		log(Total Toxic Dioxin Furans (calc'd) (ppt))		log(Tributyltin ion, ppb)		log(Zinc, ppm)		log(1-Methylnaphthalene (ppb))		log(alpha-Hexachlorocyclohexane (ppb))		log(beta-Endosulfan (ppb))		log(beta-Hexachlorocyclohexane (ppb))		log(Diesel Range Hydrocarbons (ppm))		log(gamma-Hexachlorocyclohexane (ppb))		log(Methoxychlor (ppb))		log(Pyrene (ppb))		log(Residual Range Hydrocarbons (ppm))		log(Hexachlorobenzene (ppb))		log(Dibenzofuran ppb)

		Mann-Whitney U		304		264.5		5357		3679		3102		4567		60		1436		216.5		161.5		3762		1241		4399		4425.5		238.5		243.5		24		12		72		184.5		3161.5		3227.5		3464.5		371.5		171		64.5		1032		3519		1980		2271		1439		2068.5		2343.5		39.5		4510.5		2453.5		1460		2391		103		2274.5		2029		3470		2168		471.5		2091		65		251.5		4044		20.5		283.5		53		2060.5		552.5		142		124		2144		1111.5		1265.5		2208.5

		Wilcoxon W		6409		2820.5		6303		34804		20868		35942		1771		19014		4311.5		2177.5		34638		16119		35524		35800.5		1018.5		2454.5		970		13		243		2075.5		34536.5		33608.5		32144.5		2262.5		3574		274.5		5592		34894		21880		30712		28467		22978.5		32478.5		49.5		35885.5		30656.5		22166		32037		2953		32164.5		30949		34845		32303		2817.5		22594		2276		287.5		35419		1560.5		2299.5		614		14940.5		15258.5		178		152		31547		14806.5		9140.5		26961.5

		Z		-3.3826528969		-2.7547338769		-0.0350749693		-3.2750094986		-0.7918699338		-1.574463631		-0.9011797747		-2.3147926146		-0.8099814856		-1.155173884		-3.0820957807		-5.1165050246		-1.8668490628		-1.8501668965		-0.316999449		-0.356880336		-2.8181987307		-0.7489163546		-1.8014417303		-1.5791434569		-4.3132757327		-4.0776337619		-3.2007673271		-0.7547613642		-1.2421478232		-3.7992395762		-1.0060748279		-3.6166289811		-5.1869079995		-5.6365727384		-6.4921420782		-4.5620844772		-5.8054420129		-1.0961060876		-1.6845670056		-5.4086249133		-5.0026938566		-5.4989077319		-3.7108651501		-5.9218461732		-6.3357396397		-3.7120871951		-6.1536124996		-0.4556316692		-2.4903898758		-1.6952669184		-0.1501143352		-2.5936176821		-2.1780523204		-0.9573042855		-1.7906381932		-1.7406673935		-7.0067141457		-1.3078640887		-0.9720224286		-6.1427261953		-4.9905907806		-2.9846077235		-5.575408104

		Asymp. Sig. (2-tailed)		0.000717893		0.0058739892		0.9720199607		0.0010565842		0.4284365197		0.1153803032		0.3674927427		0.0206242843		0.4179508167		0.2480192271		0.0020554869		0.0000003112		0.0619226688		0.0642894985		0.7512440203		0.7211813912		0.0048293909		0.4539076223		0.0716332838		0.1143031558		0.0000160853		0.0000454964		0.0013706216		0.4503921797		0.2141820266		0.0001451407		0.3143795764		0.0002984646		0.0000002138		0.0000000173		0.0000000001		0.0000050648		0.0000000064		0.2730323509		0.0920721416		0.0000000635		0.0000005653		0.0000000382		0.0002065521		0.0000000032		0.0000000002		0.0002055571		0.0000000008		0.6486548659		0.0127603033		0.0900247974		0.8806744103		0.0094972031		0.0294021417		0.3384136929		0.0733513739		0.0817418969		0		0.1909194118		0.3310393907		0.0000000008		0.0000006019		0.002839422		0.0000000247

		Exact Sig. [2*(1-tailed Sig.)]														0.3947207558																				0.0025988376		0.5909090909		0.0745642313																														0.2854062446																								0.0932560435						0.0232045631				0.0762055561						0.1987776495		0.3452909595

		a		Not corrected for ties.

		b		Grouping Variable: Chiro G L3

		Test Statistics

				log(4-Methylphenol, ppb)		log(Aldrin, ppb)		log(Aluminum, ppm)		log(Ammonia, ppm)		log(Antimony, ppm)		log(Arsenic, ppm)		log(Benzyl alcohol, ppb)		log(Bis(2-ethylhexyl) phthalate, ppb)		log(Butylbenzyl phthalate, ppb)		log(Butyltin ion, ppb)		log(Cadmium, ppm)		log(Carbazole, ppb)		log(Chromium, ppm)		log(Copper, ppm)		log(delta-Hexachlorocyclohexane, ppb)		log(Dibutyltin ion, ppb)		log(Dieldrin, ppb)		log(Diethyl phthalate, ppb)		log(Endrin, ppb)		log(Endrin ketone, ppb)		log(Lead, ppm)		log(Mercury, ppm)		log(Nickel, ppm)		log(Pentachlorophenol, ppb)		log(Phenol, ppb)		log(PYO_PTO (mg/kg))		log(Selenium, ppm)		log(Silver, ppm)		log(Sulfide, ppm)		log(Sum DDD (calc'd), ppb)		log(Sum DDE (calc'd), ppb)		log(Sum DDT (calc'd), ppb)		log(Sum of 34 PAHs (ESB calc'd) (TU))		log(Tetrabutyltin, ppb)		log(Total % Fines (calc'd) (pct))		log(Total Benzofluoranthenes (calc'd), ppb)		log(Total Chlordane (calc'd), ppb)		log(Total DDTs (calc'd), ppb)		log(Total Endosulfan (calc'd), ppb)		log(Total HPAHs (calc'd), ppb)		log(Total LPAHs (calc'd), ppb)		log(Total organic carbon (pct))		log(Total PAHs (calc'd), ppb)		log(Total PCB Congeners (calc'd) (ppt))		log(Total PCBs (calc'd), ppb)		log(Total Toxic Dioxin Furans (calc'd) (ppt))		log(Tributyltin ion, ppb)		log(Zinc, ppm)		log(1-Methylnaphthalene (ppb))		log(alpha-Hexachlorocyclohexane (ppb))		log(beta-Endosulfan (ppb))		log(beta-Hexachlorocyclohexane (ppb))		log(Diesel Range Hydrocarbons (ppm))		log(gamma-Hexachlorocyclohexane (ppb))		log(Methoxychlor (ppb))		log(Pyrene (ppb))		log(Residual Range Hydrocarbons (ppm))		log(Hexachlorobenzene (ppb))		log(Dibenzofuran ppb)

		Mann-Whitney U		327		477.5		6225.5		4628.5		3586		5237		126.5		1675.5		421.5		232.5		4360		1636.5		5077.5		5035		272.5		316		24		80		72		226.5		3860.5		3661.5		4186		454		199.5		62.5		1066.5		4170.5		2437.5		3045		2269		2657		2838		85		5383.5		2954.5		2071.5		3077.5		159.5		2768		2528		4428.5		2662		562.5		2380		94		324		4601.5		43		358		78		2693		884.5		164		118		2636.5		1468.5		1556		2694

		Wilcoxon W		6213		2688.5		35386.5		33548.5		19876		34398		1722.5		17965.5		3991.5		1943.5		33040		15331.5		33997.5		34196		392.5		2207		927		90		243		1996.5		33021.5		31864.5		30751		2107		3520.5		233.5		5344.5		33331.5		20965.5		29380		27245		21767		30804		121		34544.5		29060.5		21181.5		30572.5		2860.5		30498		29324		33589.5		30628		2578.5		21490		2239		2154		33762.5		1474		2249		606		14474		14579.5		219		154		29897.5		14188.5		8937		25485

		Z		-3.7348507915		-1.5770385488		-0.0730926751		-2.9193376652		-0.9708316624		-1.8570803137		-0.3552033467		-3.0924072714		-0.9142013796		-1.8000808403		-3.371441701		-4.9424299153		-2.1059732166		-2.2216110614		-0.1009938064		-1.1435232683		-3.1798326977		0		-1.8014417303		-1.5814991952		-4.3413729496		-4.5822383182		-3.1980751482		-0.7320216811		-1.2959323382		-3.800371119		-1.3760445604		-3.7818795294		-5.0454474787		-5.3437285198		-5.953409885		-4.4696054439		-6.0669186441		-0.7716338752		-1.5926929061		-5.6436659431		-4.6688194958		-5.4180650062		-3.5156857349		-6.1713669571		-6.5234301877		-3.3162294808		-6.3903981111		-0.7187399072		-3.0676647404		-1.5621190872		-0.9517032395		-3.0040402088		-2.4809538685		-0.5468902827		-1.2443355671		-0.9377420692		-6.7468998226		-1.5644352422		-1.5404334369		-6.3673761061		-4.7403434513		-2.3854861101		-5.7401440619

		Asymp. Sig. (2-tailed)		0.0001878265		0.1147866554		0.9417323705		0.0035077604		0.3316321128		0.0632997286		0.7224372577		0.0019854025		0.3606110394		0.0718478745		0.0007477586		0.0000007715		0.0352066789		0.0263096017		0.9195553768		0.2528213996		0.001473601		1		0.0716332838		0.1137639428		0.0000141595		0.0000046003		0.0013834822		0.4641553346		0.1949987968		0.0001444795		0.1688078378		0.0001556487		0.0000004525		0.0000000911		0.0000000026		0.0000078364		0.0000000013		0.4403313049		0.1112290997		0.0000000166		0.0000030294		0.0000000602		0.0004386198		0.0000000007		0.0000000001		0.0009124087		0.0000000002		0.4723011897		0.0021573851		0.1182599372		0.341247506		0.0026642011		0.013103133		0.584454112		0.2133760861		0.3483769786		0		0.1177153897		0.1234547362		0.0000000002		0.0000021336		0.0170565665		0.0000000095

		Exact Sig. [2*(1-tailed Sig.)]														0.7305568345																				0.0005249557		1		0.0745642313																														0.4602097443																								0.1235845881						0.0102708007				0.2256931421								0.1282813119

		a		Not corrected for ties.

		b		Grouping Variable: Chiro G L2

		Test Statistics

				log(4-Methylphenol, ppb)		log(Aldrin, ppb)		log(Aluminum, ppm)		log(Ammonia, ppm)		log(Antimony, ppm)		log(Arsenic, ppm)		log(Benzyl alcohol, ppb)		log(Bis(2-ethylhexyl) phthalate, ppb)		log(Butylbenzyl phthalate, ppb)		log(Butyltin ion, ppb)		log(Cadmium, ppm)		log(Carbazole, ppb)		log(Chromium, ppm)		log(Copper, ppm)		log(delta-Hexachlorocyclohexane, ppb)		log(Dibutyltin ion, ppb)		log(Dieldrin, ppb)		log(Diethyl phthalate, ppb)		log(Endrin, ppb)		log(Endrin ketone, ppb)		log(Lead, ppm)		log(Mercury, ppm)		log(Nickel, ppm)		log(Pentachlorophenol, ppb)		log(Phenol, ppb)		log(PYO_PTO (mg/kg))		log(Selenium, ppm)		log(Silver, ppm)		log(Sulfide, ppm)		log(Sum DDD (calc'd), ppb)		log(Sum DDE (calc'd), ppb)		log(Sum DDT (calc'd), ppb)		log(Sum of 34 PAHs (ESB calc'd) (TU))		log(Tetrabutyltin, ppb)		log(Total % Fines (calc'd) (pct))		log(Total Benzofluoranthenes (calc'd), ppb)		log(Total Chlordane (calc'd), ppb)		log(Total DDTs (calc'd), ppb)		log(Total Endosulfan (calc'd), ppb)		log(Total HPAHs (calc'd), ppb)		log(Total LPAHs (calc'd), ppb)		log(Total organic carbon (pct))		log(Total PAHs (calc'd), ppb)		log(Total PCB Congeners (calc'd) (ppt))		log(Total PCBs (calc'd), ppb)		log(Total Toxic Dioxin Furans (calc'd) (ppt))		log(Tributyltin ion, ppb)		log(Zinc, ppm)		log(1-Methylnaphthalene (ppb))		log(alpha-Hexachlorocyclohexane (ppb))		log(beta-Endosulfan (ppb))		log(beta-Hexachlorocyclohexane (ppb))		log(Diesel Range Hydrocarbons (ppm))		log(gamma-Hexachlorocyclohexane (ppb))		log(Methoxychlor (ppb))		log(Pyrene (ppb))		log(Residual Range Hydrocarbons (ppm))		log(Hexachlorobenzene (ppb))		log(Dibenzofuran ppb)

		Mann-Whitney U		337		254.5		3328		3052		1905		3291.5		38.5		986		257.5		188		2908.5		846		2730		2693.5		65		203.5		22		33		64		134		2789.5		2553.5		2526.5		154		208.5		89		546		2158.5		1743.5		2301.5		1440		1408		2750		18		2270.5		2629		1199		2193.5		163		2623.5		2341.5		2103.5		2553		226.5		1663		84		161		2915.5		20.5		151		31		1067.5		617		78		35		2555		965.5		681		1754.5

		Wilcoxon W		6778		3029.5		38308		37768		22611		38271.5		1691.5		19514		4352.5		209		37361.5		18237		37446		37673.5		1146		231.5		1012		894		364		2214		37769.5		36483.5		34404.5		2365		3529.5		440		6217		37138.5		24748.5		34179.5		31330		25061		36420		21		37250.5		34255		24204		35346.5		3403		36034.5		34726.5		37083.5		36223		3001.5		24029		2295		189		37895.5		1616.5		2497		734		16292.5		17088		1509		1361		35451		16190.5		10272		30195.5

		Z		-2.110956374		-1.9966756705		-1.1545109833		-1.764632802		-0.8013928447		-1.2387802378		-2.2014145084		-2.7033985376		-0.1892480107		-0.0839284155		-2.0710511541		-3.7395215458		-2.5108410315		-2.6195319939		-2.0909302567		-0.5726127208		-2.4620222365		-1.3284225571		-0.9449111825		-1.2168236145		-2.3979353291		-2.8500540677		-2.7208478438		-2.3317845905		-1.1570824448		-2.8723138623		-1.604245455		-3.8549227486		-3.1068770909		-3.0173894538		-4.3460233665		-3.9358280014		-2.3643316021		-1.0250083432		-3.5962892737		-2.4477266141		-3.5253656534		-3.3914912081		-0.6912077975		-2.6372372911		-3.2131346303		-3.9818936585		-2.8274307576		-1.5597886368		-1.5651259957		-1.2145195833		-1.3115412841		-2.1069976233		-1.5136934523		-1.0495952558		-0.3820480589		-2.2211074458		-5.0621470444		-1.5098652246		-0.7468310996		-2.750666693		-3.7840586299		-3.1120094305		-3.8647441322

		Asymp. Sig. (2-tailed)		0.0347760618		0.0458604267		0.2482907383		0.0776254989		0.4229042562		0.2154268944		0.0277066928		0.0068634399		0.8498984404		0.933113347		0.0383540159		0.0001843708		0.0120443922		0.0088050513		0.0365343164		0.5669069447		0.0138156101		0.1840385516		0.344704222		0.2236713333		0.0164877759		0.0043711798		0.0065114725		0.0197120261		0.2472386783		0.0040747805		0.1086599589		0.0001157662		0.0018907499		0.0025496202		0.0000138628		0.0000829103		0.018062637		0.305359251		0.0003227888		0.014376069		0.0004228986		0.0006951339		0.4894349644		0.008358434		0.0013129473		0.0000683684		0.0046923162		0.1188098376		0.1175533693		0.2245493763		0.1896749554		0.0351177856		0.1301036064		0.2939042392		0.7024257177		0.0263436849		0.0000004146		0.1310778178		0.4551655204		0.0059474124		0.0001542915		0.0018581856		0.0001112057

		Exact Sig. [2*(1-tailed Sig.)]														0.0236310853						0.9429456828										0.0354384307				0.0100010279		0.2034128662		0.3651456984		0.2341804014												0.0034502916																0.3565062389										0.5067604648														0.2396261295						0.146400484				0.7341430499						0.1381187207		0.496371553

		a		Not corrected for ties.

		b		Grouping Variable: Hyal G L3

		Test Statistics

				log(4-Methylphenol, ppb)		log(Aldrin, ppb)		log(Aluminum, ppm)		log(Ammonia, ppm)		log(Antimony, ppm)		log(Arsenic, ppm)		log(Benzyl alcohol, ppb)		log(Bis(2-ethylhexyl) phthalate, ppb)		log(Butylbenzyl phthalate, ppb)		log(Butyltin ion, ppb)		log(Cadmium, ppm)		log(Carbazole, ppb)		log(Chromium, ppm)		log(Copper, ppm)		log(delta-Hexachlorocyclohexane, ppb)		log(Dibutyltin ion, ppb)		log(Dieldrin, ppb)		log(Diethyl phthalate, ppb)		log(Endrin, ppb)		log(Endrin ketone, ppb)		log(Lead, ppm)		log(Mercury, ppm)		log(Nickel, ppm)		log(Pentachlorophenol, ppb)		log(Phenol, ppb)		log(PYO_PTO (mg/kg))		log(Selenium, ppm)		log(Silver, ppm)		log(Sulfide, ppm)		log(Sum DDD (calc'd), ppb)		log(Sum DDE (calc'd), ppb)		log(Sum DDT (calc'd), ppb)		log(Sum of 34 PAHs (ESB calc'd) (TU))		log(Tetrabutyltin, ppb)		log(Total % Fines (calc'd) (pct))		log(Total Benzofluoranthenes (calc'd), ppb)		log(Total Chlordane (calc'd), ppb)		log(Total DDTs (calc'd), ppb)		log(Total Endosulfan (calc'd), ppb)		log(Total HPAHs (calc'd), ppb)		log(Total LPAHs (calc'd), ppb)		log(Total organic carbon (pct))		log(Total PAHs (calc'd), ppb)		log(Total PCB Congeners (calc'd) (ppt))		log(Total PCBs (calc'd), ppb)		log(Total Toxic Dioxin Furans (calc'd) (ppt))		log(Tributyltin ion, ppb)		log(Zinc, ppm)		log(1-Methylnaphthalene (ppb))		log(alpha-Hexachlorocyclohexane (ppb))		log(beta-Endosulfan (ppb))		log(beta-Hexachlorocyclohexane (ppb))		log(Diesel Range Hydrocarbons (ppm))		log(gamma-Hexachlorocyclohexane (ppb))		log(Methoxychlor (ppb))		log(Pyrene (ppb))		log(Residual Range Hydrocarbons (ppm))		log(Hexachlorobenzene (ppb))		log(Dibenzofuran ppb)

		Mann-Whitney U		1540		646.5		5481		6875.5		3907		7558.5		302		3876		707.5		369.5		7514		3717		7476		6411.5		165		444		98		206.5		91		341		7849.5		6663		6714.5		479.5		596.5		179		1116.5		5551.5		4460.5		7129		5795		4906.5		7685		73		4754.5		7363.5		5049		6805		621		7614		6951.5		6031.5		7496.5		647.5		4765.5		242		429		7280		239.5		315.5		77		2707.5		3604.5		220		35		7375		3646		2273		6001

		Wilcoxon W		2443		856.5		29791		30965.5		5737		31868.5		767		15657		1085.5		489.5		31385		5370		31566		30721.5		945		597		918		396.5		136		446		10550.5		30099		28450.5		2019.5		2741.5		410		5676.5		29861.5		21113.5		29495		26298		21016.5		10386		109		29064.5		10064.5		20625		30025		999		30619		29106.5		30341.5		30716.5		972.5		6595.5		1953		582		31590		704.5		370.5		98		3448.5		14044.5		1348		1361		29953		13099		3354		24916

		Z		-0.8590973002		-0.0362615407		-4.0637416669		-1.7894502531		-2.3591025312		-0.7516824855		-2.3532519453		-1.0538360858		-1.8258276546		-0.6155397818		-0.7119026279		-1.316615982		-0.8283121682		-2.5802399939		-1.8702967494		-0.5204498096		-1.7152248883		-0.7352902821		-0.3481553119		-0.7488199266		-0.287763935		-1.9781262994		-1.4690649667		-0.844769815		-1.4346663813		-0.8094599784		-0.4593653555		-3.9513579255		-1.7756166269		-0.2577589943		-1.7615066105		-1.5318145482		-0.264330878		-1.2589815859		-5.2219457782		-0.3227877746		-0.3164558425		-1.2022056808		-1.5295230847		-0.3217425042		-1.184614388		-3.1860956032		-0.5709291672		-0.7692561205		-0.8185059852		-1.6518343514		-0.6134572411		-1.1956955912		-2.8103224571		-0.0711538818		-0.8563921794		-0.7122206553		-1.5205783756		-0.7636248893		-0.7468310996		-0.5977242227		-1.0858421211		-0.9988762883		-1.6035716003

		Asymp. Sig. (2-tailed)		0.3902868367		0.9710738158		0.0000482923		0.0735423323		0.0183191935		0.4522420255		0.0186100199		0.2919579691		0.0678762263		0.5381983057		0.4765250747		0.1879673789		0.4074937334		0.0098731674		0.0614426207		0.6027501012		0.0863040035		0.4621627253		0.7277235467		0.4539657478		0.7735274458		0.0479144604		0.1418151689		0.3982393709		0.1513821886		0.4182506144		0.6459718225		0.000077709		0.0757961276		0.7965929131		0.0781526951		0.125568205		0.791524969		0.2080369831		0.0000001771		0.7468559723		0.7516565368		0.2292838489		0.1261348207		0.7476477749		0.2361699457		0.0014420694		0.5680476587		0.4417412806		0.4130683259		0.0985683239		0.5395740473		0.2318153725		0.0049491887		0.9432752854		0.3917808891		0.4763281483		0.1283656768		0.4450908127		0.4551655204		0.5500239602		0.2775488474		0.3178546241		0.1088085149

		Exact Sig. [2*(1-tailed Sig.)]																																		0.0891329261				0.7486383855																														0.2204016875																																		0.4123498179								0.496371553

		a		Not corrected for ties.

		b		Grouping Variable: Hyal G L2

		Test Statistics

				log(4-Methylphenol, ppb)		log(Aldrin, ppb)		log(Aluminum, ppm)		log(Ammonia, ppm)		log(Antimony, ppm)		log(Arsenic, ppm)		log(Benzyl alcohol, ppb)		log(Bis(2-ethylhexyl) phthalate, ppb)		log(Butylbenzyl phthalate, ppb)		log(Butyltin ion, ppb)		log(Cadmium, ppm)		log(Carbazole, ppb)		log(Chromium, ppm)		log(Copper, ppm)		log(delta-Hexachlorocyclohexane, ppb)		log(Dibutyltin ion, ppb)		log(Dieldrin, ppb)		log(Diethyl phthalate, ppb)		log(Endrin, ppb)		log(Endrin ketone, ppb)		log(Lead, ppm)		log(Mercury, ppm)		log(Nickel, ppm)		log(Pentachlorophenol, ppb)		log(Phenol, ppb)		log(PYO_PTO (mg/kg))		log(Selenium, ppm)		log(Silver, ppm)		log(Sulfide, ppm)		log(Sum DDD (calc'd), ppb)		log(Sum DDE (calc'd), ppb)		log(Sum DDT (calc'd), ppb)		log(Sum of 34 PAHs (ESB calc'd) (TU))		log(Tetrabutyltin, ppb)		log(Total % Fines (calc'd) (pct))		log(Total Benzofluoranthenes (calc'd), ppb)		log(Total Chlordane (calc'd), ppb)		log(Total DDTs (calc'd), ppb)		log(Total Endosulfan (calc'd), ppb)		log(Total HPAHs (calc'd), ppb)		log(Total LPAHs (calc'd), ppb)		log(Total organic carbon (pct))		log(Total PAHs (calc'd), ppb)		log(Total PCB Congeners (calc'd) (ppt))		log(Total PCBs (calc'd), ppb)		log(Total Toxic Dioxin Furans (calc'd) (ppt))		log(Tributyltin ion, ppb)		log(Zinc, ppm)		log(1-Methylnaphthalene (ppb))		log(alpha-Hexachlorocyclohexane (ppb))		log(beta-Endosulfan (ppb))		log(beta-Hexachlorocyclohexane (ppb))		log(Diesel Range Hydrocarbons (ppm))		log(gamma-Hexachlorocyclohexane (ppb))		log(Methoxychlor (ppb))		log(Pyrene (ppb))		log(Residual Range Hydrocarbons (ppm))		log(Hexachlorobenzene (ppb))		log(Dibenzofuran ppb)

		Mann-Whitney U		202		200.5		3623		3500		2558.5		3933.5		47.5		1160.5		107.5		131		3643		864.5		3872		3970.5		150		202.5		22		12		56		137.5		2971		3214.5		3273.5		226.5		64.5		58.5		817.5		3466.5		1557.5		1901.5		1217		1472		1747		31		3786.5		2007		1182.5		2068		162		1831		1580		2783.5		1735		327.5		1685		56		170.5		3845.5		17.5		223.5		66		1460		304		121		110		1703.5		997.5		1049.5		1791

		Wilcoxon W		6988		3126.5		4151		37430		2909.5		38124.5		1817.5		20075.5		113.5		2276		37313		17335.5		37802		38161.5		1096		2548.5		1012		13		266		2153.5		37162		36367.5		34648.5		2437.5		3634.5		358.5		6070.5		37657.5		23923.5		33026.5		30620		24692		34643		34		37977.5		32883		23760.5		34453		3088		34471		33206		36974.5		34631		382.5		24263		2334		191.5		38036.5		1670.5		2434.5		627		15825		16594		136		131		33834.5		16048.5		9827.5		29052

		Z		-2.2281056793		-2.0210556585		-1.2225282835		-1.4643455973		-0.049905378		-0.5360953061		-0.4661000322		-1.3052431906		-0.6740095756		-0.7184284435		-1.1156279891		-4.7883564413		-0.6389957937		-0.4542937402		-1.0522162448		-0.0297061861		-2.4620222365		-0.7489163546		-2.2294516244		-1.6248902981		-2.6639356625		-2.0133513261		-1.4095216629		-1.1495861093		-2.0742699784		-3.8547058616		-0.7395395761		-1.5685103013		-4.2849014573		-4.605483902		-5.346817914		-4.1723299862		-5.2888742127		-0.0732148817		-0.8610725486		-4.5492438421		-4.054565204		-4.3144568069		-2.5714693642		-5.0822368909		-5.5875257449		-3.0784165285		-5.315655036		-0.5245937313		-1.1790960221		-1.2904085449		-0.6126207833		-0.7306482627		-0.657		-0.705		-1.285		-1.934		-6.476		-0.319		-0.87		-5.338		-3.882		-2.6254814971		-4.7649828806

		Asymp. Sig. (2-tailed)		0.0258734687		0.0432740038		0.2215079149		0.1430995445		0.9601977916		0.591892684		0.6411439002		0.1918100515		0.5003052259		0.4724931541		0.2645814063		0.0000016815		0.5228256683		0.6496174209		0.292700348		0.9763013783		0.0138156101		0.4539076223		0.0257838706		0.1041859358		0.0077232332		0.0440776823		0.1586809725		0.2503143821		0.0380542444		0.0001158689		0.4595794173		0.1167620878		0.000018282		0.0000041151		0.0000000895		0.0000301501		0.0000001231		0.9416351243		0.3891980873		0.0000053839		0.0000502276		0.0000159996		0.0101267975		0.000000373		0.000000023		0.0020810382		0.0000001063		0.5998656455		0.2383599424		0.1969088468		0.5401271128		0.4649940247		0.511		0.481		0.199		0.053		0		0.75		0.384		0		0		0.0086526512		0.0000018887

		Exact Sig. [2*(1-tailed Sig.)]														0.6557377049				0.5201427772		0.4910403309										0.303863069				0.0100010279		0.5909090909		0.025462325												0.0346302784																		0.9696969697																								0.2135549872						0.621				0.212						0.768		0.401

		a		Not corrected for ties.

		b		Grouping Variable: Chiro S L3

		Test Statistics

				log(4-Methylphenol, ppb)		log(Aldrin, ppb)		log(Aluminum, ppm)		log(Ammonia, ppm)		log(Antimony, ppm)		log(Arsenic, ppm)		log(Benzyl alcohol, ppb)		log(Bis(2-ethylhexyl) phthalate, ppb)		log(Butylbenzyl phthalate, ppb)		log(Butyltin ion, ppb)		log(Cadmium, ppm)		log(Carbazole, ppb)		log(Chromium, ppm)		log(Copper, ppm)		log(delta-Hexachlorocyclohexane, ppb)		log(Dibutyltin ion, ppb)		log(Dieldrin, ppb)		log(Diethyl phthalate, ppb)		log(Endrin, ppb)		log(Endrin ketone, ppb)		log(Lead, ppm)		log(Mercury, ppm)		log(Nickel, ppm)		log(Pentachlorophenol, ppb)		log(Phenol, ppb)		log(PYO_PTO (mg/kg))		log(Selenium, ppm)		log(Silver, ppm)		log(Sulfide, ppm)		log(Sum DDD (calc'd), ppb)		log(Sum DDE (calc'd), ppb)		log(Sum DDT (calc'd), ppb)		log(Sum of 34 PAHs (ESB calc'd) (TU))		log(Tetrabutyltin, ppb)		log(Total % Fines (calc'd) (pct))		log(Total Benzofluoranthenes (calc'd), ppb)		log(Total Chlordane (calc'd), ppb)		log(Total DDTs (calc'd), ppb)		log(Total Endosulfan (calc'd), ppb)		log(Total HPAHs (calc'd), ppb)		log(Total LPAHs (calc'd), ppb)		log(Total organic carbon (pct))		log(Total PAHs (calc'd), ppb)		log(Total PCB Congeners (calc'd) (ppt))		log(Total PCBs (calc'd), ppb)		log(Total Toxic Dioxin Furans (calc'd) (ppt))		log(Tributyltin ion, ppb)		log(Zinc, ppm)		log(1-Methylnaphthalene (ppb))		log(alpha-Hexachlorocyclohexane (ppb))		log(beta-Endosulfan (ppb))		log(beta-Hexachlorocyclohexane (ppb))		log(Diesel Range Hydrocarbons (ppm))		log(gamma-Hexachlorocyclohexane (ppb))		log(Methoxychlor (ppb))		log(Pyrene (ppb))		log(Residual Range Hydrocarbons (ppm))		log(Hexachlorobenzene (ppb))		log(Dibenzofuran ppb)

		Mann-Whitney U		366		386.5		5256		4180		3236.5		5365.5		64		1744.5		270.5		226		4416.5		1510		4662		5110.5		245.5		280.5		54.5		57		72		212.5		4375.5		4187		3883		258.5		313		56.5		925		4508.5		2527.5		2999.5		2020.5		2629		3160.5		49.5		4496.5		3140.5		1877.5		3092		218		3207		2937.5		4010		3104		509.5		2315.5		95		273.5		5125		25.5		365		92		2395.5		722.5		130		142		2841.5		1567		1629		2589

		Wilcoxon W		6921		2871.5		6246		35056		3866.5		36490.5		1775		19322.5		298.5		2179		35292.5		16561		35538		36235.5		986.5		325.5		957.5		918		262		2103.5		35500.5		34322		32563		2403.5		349		309.5		5390		35633.5		22627.5		31440.5		28816.5		23539		33050.5		59.5		35621.5		31343.5		22583.5		32738		2774		32853		31617.5		35135		32994		629.5		23225.5		2240		318.5		36250		1621.5		2318		557		14956.5		15600.5		166		187		32244.5		15097		9255		27565

		Z		-1.4283258204		-1.5966326599		-0.4285050945		-2.4720645634		-0.201663985		-0.2171460907		-0.76767166		-1.164851356		-0.5779070909		-0.4061593801		-1.7972348326		-4.0810534479		-1.5382803715		-0.7093351822		-0.4229307601		-0.1984673324		-2.2290003714		-0.2097509301		-1.7033249219		-1.0878543814		-2.1280631631		-2.3571265821		-2.3390618743		-1.0365985093		-0.101648886		-3.9915358594		-1.8942510873		-1.8713370666		-3.6738501864		-4.1307996398		-5.3297482942		-3.1473965937		-4.3416484398		-0.5614201912		-1.8944878175		-4.0022186622		-3.8345592452		-4.0775455195		-3.306343047		-4.2227156499		-4.6516859576		-2.8335277154		-4.4525719405		-0.0059172944		-1.3439114036		-1.539314429		-0.2433109609		-0.6813665805		-1.3004971914		-0.1026567813		-1.433405876		-0.9883105167		-6.2876996721		-1.5784566588		-1.3266089772		-4.7420882348		-3.6015094624		-1.7379882406		-4.5960450213

		Asymp. Sig. (2-tailed)		0.1531980993		0.1103476143		0.6682834253		0.0134335253		0.8401794199		0.8280944956		0.4426822771		0.2440791666		0.5633268477		0.6846254979		0.0722983469		0.000044832		0.1239800769		0.4781165006		0.6723457794		0.8426794414		0.0258138801		0.8338620731		0.0885072792		0.2766593977		0.033331847		0.0184169678		0.0193322315		0.2999230083		0.9190353749		0.0000656468		0.05819169		0.0612983759		0.0002389229		0.0000361504		0.0000000983		0.0016473136		0.0000141418		0.5745111227		0.0581602899		0.0000627513		0.0001257897		0.0000455136		0.0009452229		0.0000241376		0.0000032923		0.0046037316		0.0000084848		0.9952787097		0.178977038		0.1237275531		0.8077645139		0.4956395637		0.1934306182		0.9182353759		0.1517418802		0.3230005964		0.0000000003		0.1144607376		0.1846380647		0.0000021153		0.0003163749		0.0822128858		0.0000043059

		Exact Sig. [2*(1-tailed Sig.)]														0.4724645735																				0.0229847797		0.8609181516		0.0926640544																														0.5880627911																								0.1295001394						0.2202056866				0.1591926338						0.1184657025		0.1920209965

		a		Not corrected for ties.

		b		Grouping Variable: Chiro S L2

		Test Statistics

				log(4-Methylphenol, ppb)		log(Aldrin, ppb)		log(Aluminum, ppm)		log(Ammonia, ppm)		log(Antimony, ppm)		log(Arsenic, ppm)		log(Benzyl alcohol, ppb)		log(Bis(2-ethylhexyl) phthalate, ppb)		log(Butylbenzyl phthalate, ppb)		log(Butyltin ion, ppb)		log(Cadmium, ppm)		log(Carbazole, ppb)		log(Chromium, ppm)		log(Copper, ppm)		log(delta-Hexachlorocyclohexane, ppb)		log(Dibutyltin ion, ppb)		log(Dieldrin, ppb)				log(Endrin, ppb)		log(Endrin ketone, ppb)		log(Lead, ppm)		log(Mercury, ppm)		log(Nickel, ppm)		log(Pentachlorophenol, ppb)		log(Phenol, ppb)		log(PYO_PTO (mg/kg))		log(Selenium, ppm)		log(Silver, ppm)		log(Sulfide, ppm)		log(Sum DDD (calc'd), ppb)		log(Sum DDE (calc'd), ppb)		log(Sum DDT (calc'd), ppb)		log(Sum of 34 PAHs (ESB calc'd) (TU))		log(Total % Fines (calc'd) (pct))		log(Total Benzofluoranthenes (calc'd), ppb)		log(Total Chlordane (calc'd), ppb)		log(Total DDTs (calc'd), ppb)		log(Total Endosulfan (calc'd), ppb)		log(Total HPAHs (calc'd), ppb)		log(Total LPAHs (calc'd), ppb)		log(Total organic carbon (pct))		log(Total PAHs (calc'd), ppb)		log(Total PCB Congeners (calc'd) (ppt))		log(Total PCBs (calc'd), ppb)		log(Total Toxic Dioxin Furans (calc'd) (ppt))				log(Tributyltin ion, ppb)		log(Zinc, ppm)		log(alpha-Hexachlorocyclohexane (ppb))		log(beta-Endosulfan (ppb))		log(beta-Hexachlorocyclohexane (ppb))		log(Diesel Range Hydrocarbons (ppm))		log(gamma-Hexachlorocyclohexane (ppb))		log(Methoxychlor (ppb))		log(Pyrene (ppb))		log(Residual Range Hydrocarbons (ppm))		log(Hexachlorobenzene (ppb))		log(Dibenzofuran ppb)

		Mann-Whitney U		105.5		110		2426		2098.5		1245.5		2289.5		0		599		101		47.5		2068.5		382.5		2017.5		2102.5		36		100.5		22				68		19		1598.5		1773		1867.5		148.5		59.5		79		454		1536		907		1091		480		693.5		1128		1992		1184.5		319.5		1094.5		84		1114.5		972.5		1307.5		1060.5		141.5		846		10				45.5		2158.5		95		33		638		334		50		9		1291.5		607.5		565		1055

		Wilcoxon W		7008.5		3270		2616		39499.5		23400.5		39964.5		1830		20499		4472		2393.5		39196.5		18910.5		39418.5		39777.5		1212		106.5		1012				368		2230		39273.5		38358		36320.5		2494.5		3714.5		457		6559		39211		25883		35282		32611		26118.5		37443		39667		35375.5		25072.5		36605.5		3405		37160.5		35952.5		38982.5		37375.5		3144.5		25156		2425				51.5		39833.5		2580		699		16928		17539		1590		1387		36271.5		16717.5		10576		31190

		Z		-2.8838095334		-2.1790361488		-0.4956215841		-1.3909399737		-0.9564837599		-0.8778311096		-1.7051709522		-2.1223708849		-0.8109177706		-0.7227682256		-1.4536972332		-4.1815227496		-1.6185701774		-1.4014324497		-2.0604964188		-0.1644550325		-2.4620222365				-0.755928946		-2.8591815191		-2.81274128		-2.2495370877		-1.8171913519		-1.6302911535		-1.5643480786		-3.0276461584		-0.9126548943		-2.9877383104		-3.5827038794		-4.0746652127		-5.1163252184		-4.3800582368		-4.0691000624		-1.7108685899		-3.8004512504		-4.7161144263		-4.1275423808		-1.6190452915		-4.0950356142		-4.4568206736		-3.6275445654		-4.2613188011		-1.5738208933		-1.6830294206		-1.2125699099				-1.6535305828		-1.2446631115		-1.0757455768		-1.1068531973		-2.3714319994		-5.3699903361		-1.1410534964		-1.1113471686		-4.0730561042		-4.0897965627		-2.9607714742		-4.2331225463

		Asymp. Sig. (2-tailed)		0.0039289631		0.0293289829		0.6201614216		0.1642436299		0.3388278853		0.3800353791		0.0881625458		0.0338066051		0.4174128944		0.4698222917		0.1460302656		0.0000289563		0.1055397761		0.1610847943		0.0393511079		0.8693729436		0.0138156101				0.449691798		0.0042473567		0.0049121156		0.024478346		0.0691878187		0.1030399764		0.117735847		0.0024646649		0.3614240736		0.0028105009		0.000340056		0.0000460806		0.0000003115		0.0000118648		0.0000471951		0.0871053742		0.0001444328		0.0000024039		0.0000366661		0.1054375185		0.0000422103		0.0000083184		0.0002861294		0.0000203224		0.1155288624		0.0923693962		0.225294299				0.0982229272		0.213255611		0.282041058		0.2683574039		0.0177193069		0.0000000787		0.2538476616		0.2664189435		0.0000464002		0.0000431752		0.0030686954		0.0000230469

		Exact Sig. [2*(1-tailed Sig.)]														0.0327868852				0.442581187		0.4968944099										0.0377061594		0.8770517092		0.0100010279				0.4726535657		0.0013283964										0.1234781658		0.0019236737																								0.1098141284														0.3142857143				0.1017428774				0.300029723		0.2947806106						0.2753435312		0.3773584906

		a		Not corrected for ties.

		b		Grouping Variable: Hyal S L3

		Test Statistics

				log(4-Methylphenol, ppb)		log(Aldrin, ppb)		log(Aluminum, ppm)		log(Ammonia, ppm)		log(Antimony, ppm)		log(Arsenic, ppm)		log(Benzyl alcohol, ppb)		log(Bis(2-ethylhexyl) phthalate, ppb)		log(Butylbenzyl phthalate, ppb)		log(Butyltin ion, ppb)		log(Cadmium, ppm)		log(Carbazole, ppb)		log(Chromium, ppm)		log(Copper, ppm)		log(delta-Hexachlorocyclohexane, ppb)		log(Dibutyltin ion, ppb)		log(Dieldrin, ppb)				log(Endrin, ppb)		log(Endrin ketone, ppb)		log(Lead, ppm)		log(Mercury, ppm)		log(Nickel, ppm)		log(Pentachlorophenol, ppb)		log(Phenol, ppb)		log(PYO_PTO (mg/kg))		log(Selenium, ppm)		log(Silver, ppm)		log(Sulfide, ppm)		log(Sum DDD (calc'd), ppb)		log(Sum DDE (calc'd), ppb)		log(Sum DDT (calc'd), ppb)		log(Sum of 34 PAHs (ESB calc'd) (TU))		log(Total % Fines (calc'd) (pct))		log(Total Benzofluoranthenes (calc'd), ppb)		log(Total Chlordane (calc'd), ppb)		log(Total DDTs (calc'd), ppb)		log(Total Endosulfan (calc'd), ppb)		log(Total HPAHs (calc'd), ppb)		log(Total LPAHs (calc'd), ppb)		log(Total organic carbon (pct))		log(Total PAHs (calc'd), ppb)		log(Total PCB Congeners (calc'd) (ppt))		log(Total PCBs (calc'd), ppb)		log(Total Toxic Dioxin Furans (calc'd) (ppt))				log(Tributyltin ion, ppb)		log(Zinc, ppm)		log(alpha-Hexachlorocyclohexane (ppb))		log(beta-Endosulfan (ppb))		log(beta-Hexachlorocyclohexane (ppb))		log(Diesel Range Hydrocarbons (ppm))		log(gamma-Hexachlorocyclohexane (ppb))		log(Methoxychlor (ppb))		log(Pyrene (ppb))		log(Residual Range Hydrocarbons (ppm))		log(Hexachlorobenzene (ppb))		log(Dibenzofuran ppb)

		Mann-Whitney U		112.5		136		2498		2083.5		1330		2788.5		0		647.5		101		47.5		2421.5		378.5		2443		2476.5		36		100.5		22				73		19		1903.5		2076		2160		222.5		59.5		86		524.5		1736.5		892		1368.5		519		719.5		1312		2348		1429.5		469.5		1378		84		1358.5		1225.5		1625		1304.5		203.5		1096.5		10				45.5		2474.5		76		33		594		149		50		9		1048.5		417		546		1060

		Wilcoxon W		6898.5		3217		2729		39211.5		23275		39916.5		1830		20348.5		4472		2393.5		39006.5		18714.5		39299		39604.5		1212		106.5		1012				349		2230		39031.5		38122		36090		2433.5		3714.5		437		6519.5		38864.5		25645		35038.5		32397		25919.5		37090		39476		35099.5		24779.5		36358		3405		36869.5		35678.5		38753		37082.5		3053.5		24967.5		2425				51.5		39602.5		2632		699		17065		17727		1590		1387		36559.5		16888		10699		31441

		Z		-3.2056324356		-2.1901513648		-0.9570132577		-1.746466548		-0.9798954967		-0.1804409804		-1.7051709522		-2.2618010522		-0.8109177706		-0.7227682256		-1.1132444308		-4.4740527268		-1.079788671		-1.0144668268		-2.0604964188		-0.1644550325		-2.4620222365				-0.8577492032		-2.8591815191		-2.5462603817		-2.0012713408		-1.5913492684		-1.2148108531		-1.5643480786		-2.9536057641		-0.6829412868		-2.9926795563		-3.9043929484		-3.7856365951		-5.2278712958		-4.5373696147		-4.0591319846		-1.357991769		-3.6148695765		-4.6341324446		-3.8350028614		-1.6190452915		-3.9179655696		-4.2277181077		-3.290723364		-4.0793608988		-1.4890351408		-1.3693867396		-1.2125699099				-1.6535305828		-1.0198412589		-0.8359611766		-1.1068531973		-2.2437021373		-5.7550052428		-1.1410534964		-1.1113471686		-4.2601736461		-4.4553350454		-2.7779451271		-3.9676304702

		Asymp. Sig. (2-tailed)		0.0013476601		0.0285132611		0.3385605634		0.080729915		0.3271377061		0.8568063846		0.0881625458		0.0237096978		0.4174128944		0.4698222917		0.2656034652		0.0000076751		0.2802362972		0.3103600508		0.0393511079		0.8693729436		0.0138156101				0.3910309644		0.0042473567		0.0108883937		0.0453631565		0.1115309947		0.2244382405		0.117735847		0.0031408496		0.4946439437		0.0027653994		0.0000944622		0.0001533156		0.0000001715		0.000005696		0.0000492555		0.1744662959		0.0003004989		0.0000035844		0.0001255628		0.1054375185		0.0000892995		0.0000236073		0.0009993013		0.0000451597		0.1364781154		0.1708784171		0.225294299				0.0982229272		0.307803752		0.4031767443		0.2683574039		0.0248515725		0.0000000087		0.2538476616		0.2664189435		0.0000204268		0.0000083762		0.0054703856		0.0000725908

		Exact Sig. [2*(1-tailed Sig.)]														0.0327868852				0.442581187		0.4968944099										0.0377061594		0.8770517092		0.0100010279				0.4112664594		0.0013283964										0.1234781658		0.002571297																								0.1098141284														0.3142857143				0.1017428774				0.4296865359		0.2947806106						0.2753435312		0.3773584906

		a		Not corrected for ties.

		b		Grouping Variable: Hyal S L2





Summary Stats

		Case Summaries																																																																																																								Chiro G L3		0								1								Chiro G L2		0								1								Chiro S L3		0								1								Chiro S L2		0								1								Hyal G L3		0								1								Hyal G L2		0								1								Hyal S L3		0								1								Hyal S L2		0								1

		Chiro G L3				4-Methylphenol (ppb)		Aldrin (ppb)		Aluminum (ppm)		Ammonia (ppm)		Antimony (ppm)		Arsenic (ppm)		Benzyl alcohol (ppb)		Bis(2-ethylhexyl) phthalate (ppb)		Butylbenzyl phthalate (ppb)		Butyltin ion (ppb)		Cadmium (ppm)		Carbazole (ppb)		Chromium (ppm)		Copper (ppm)		delta-Hexachlorocyclohexane (ppb)		Dibutyltin ion (ppb)		Dieldrin (ppb)		Diethyl phthalate (ppb)		Endrin (ppb)		Endrin ketone (ppb)		Lead (ppm)		Mercury (ppm)		Nickel (ppm)		Pentachlorophenol (ppb)		Phenol (ppb)		PYO_PTO (mg/kg)		Selenium (ppm)		Silver (ppm)		Sulfide (ppm)		Sum DDD (calc'd) (ppb)		Sum DDE (calc'd) (ppb)		Sum DDT (calc'd) (ppb)		Sum of 34 PAHs (ESB calc'd) (TU)		Tetrabutyltin (ppb)		Total % Fines (calc'd) (pct)		Total Benzofluoranthenes (calc'd) (ppb)		Total Chlordane (calc'd) (ppb)		Total DDTs (calc'd) (ppb)		Total Endosulfan (calc'd) (ppb)		Total HPAHs (calc'd) (ppb)		Total LPAHs (calc'd) (ppb)		Total organic carbon (pct)		Total PAHs (calc'd) (ppb)		Total PCB Congeners (calc'd) (ppt)		Total PCBs (calc'd) (ppb)		Total Toxic Dioxin Furans (calc'd) (ppt)		Tributyltin ion (ppb)		Zinc (ppm)								Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean				Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean				Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean				Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean				Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean				Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean				Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean				Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean

		0		Minimum		2.6		0.052		1950		0.26		0.06		1.02		2.2		4.2		2.7		0.16		0.043		1.6		9.81		9.7		0.092		0.14		0.038		1.7		0.055		0.078		3.23		0.009		9.2		0.27		3.1		83		0.04		0.024		0.2		0.14		0.11		0.099		0.011		0.33		0.62		0.64		0.11		0.2		0.13		3.9		2.3		0.1		6.1		598		4.52		3.75		0.45		9.7						4-Methylphenol (ppb)		2.6		510		29.75		14.0263077138		4.9		390		94.4615384615		53.3362305789		4-Methylphenol (ppb)		2.6		510		29.587962963		13.7999775444		4.9		390		87		50.1818113871		4-Methylphenol (ppb)		2.6		510		31.6		14.9896475166		4.9		390		119.2714285714		55.7415858095		4-Methylphenol (ppb)		2.6		510		32.0096491228		15.1501158005		4.9		390		94.6		36.3788569498		4-Methylphenol (ppb)		2.6		510		33.703539823		15.2194799673		6		390		69.2		31.6510491921		4-Methylphenol (ppb)		4		510		40.6530864198		17.4019914521		2.6		390		28.7523809524		13.9916882067		4-Methylphenol (ppb)		2.6		510		32.5512820513		15.0124254657		12		390		115.3333333333		67.3573227634		4-Methylphenol (ppb)		2.6		510		32.2629310345		14.8220051021		12		390		108.2857142857		67.1617237337

				Maximum		510		691		39300		276		19.3		34		36		440000		2800		540		3.51		1100		224		562		2.35		910		21.5		370		20.7		8.5		1290		0.624		200		320		120		4300		0.29		1.72		110		2460		906		8110		110		97		100		53000		669		11500		235		610000		650000		13		1300000		12500000		3500		21900		9300		1940						Aldrin (ppb)		0.052		691		11.8837746479		0.7649488307		0.166		132		15.5042857143		2.8259832228		Aldrin (ppb)		0.052		691		12.7543030303		0.8105894405		0.143		132		11.5275789474		1.6382873113		Aldrin (ppb)		0.052		691		11.2694605263		0.8107040443		0.166		132		22.7032222222		3.5761446077		Aldrin (ppb)		0.052		691		12.0767285714		0.8067342707		0.166		132		14.3624666667		2.0208893401		Aldrin (ppb)		0.052		691		11.6769324324		0.8215822134		0.406		132		17.8831818182		2.4962126298		Aldrin (ppb)		0.052		691		12.8717846154		0.8936176038		0.156		132		11.2071		1.1520480603		Aldrin (ppb)		0.052		691		10.9928481013		0.8248710463		0.173		132		32.0621666667		5.9790078295		Aldrin (ppb)		0.052		691		11.1204487179		0.8224238761		0.173		132		27.6304285714		4.657098664

				Mean		29.75		11.8837746479		22028		77.4724497992		0.6967553191		4.27104		10.6965517241		2852.8069518717		101.2244444444		20.7814285714		0.2896108871		47.6593023256		31.6727309237		59.7728		0.5008974359		67.1824242424		1.3295116279		16.6744186047		4.9913333333		1.1727213115		31.09584		0.0849808943		24.4648535565		25.8286885246		17.8817073171		1207.65		0.1371052632		0.20581		8.3233668342		29.7797773109		10.1900560345		76.499754902		1.7231346939		7.9706666667		46.33476		1259.937721519		5.7934581281		103.4690041152		3.6755333333		9340.9942622951		4287.6158333333		1.699368		13709.6118367347		630950.264705883		216.100990099		872.9307575758		314.1618461538		148.4728						Aluminum (ppm)		1950		39300		22028		20497.1512008782		8020		41200		22229.3023255814		21131.019745171		Aluminum (ppm)		5060		39300		22052.6141078838		20635.2802384444		1950		41200		22080.3846153846		20375.7039451938		Aluminum (ppm)		1950		39300		22186.9731800766		20680.1191560145		8020		41200		21001.875		19860.3963970571		Aluminum (ppm)		5060		39300		22110.6425702811		20702.0696695502		1950		41200		21757.0454545455		19960.4851769574		Aluminum (ppm)		1950		41200		21863.1060606061		20340.7508778403		11700		39300		23827.5862068966		22992.6336211218		Aluminum (ppm)		5060		41200		21132.5		19730.6685719931		1950		39300		24845.3424657534		23408.1217652698		Aluminum (ppm)		1950		39300		22081.0948905109		20599.2413380786		9240		41200		21717.8947368421		20441.4441896061		Aluminum (ppm)		1950		39300		22149.7426470588		20699.9166661076		5690		41200		20863.3333333333		19204.5722164458

				Geometric Mean		14.0263077138		0.7649488307		20497.1512008782		57.7976087409		0.2870020121		3.7542165189		9.4553691503		147.348655646		21.9964065251		3.968066082		0.2239560232		14.4991271932		28.3736781504		39.5739227053		0.3929321689		11.1557942358		0.3879321278		4.955413017		1.5857385019		0.6308165489		17.7106836374		0.0629516948		23.0042573858		7.8637744827		12.2640296366		855.5817772776		0.1235730333		0.1494237363		3.8924081667		3.542402677		2.3383326893		2.8141514704		0.1713661893		2.2488567527		31.6752694792		148.2190905059		1.2355597576		8.6859759679		0.4460889701		837.1056422599		170.8831014072		1.2763224099		1004.2548568153		88025.7668106512		57.4414984791		115.664905347		33.0613451769		119.1477557432						Ammonia (ppm)		0.26		276		77.4724497992		57.7976087409		12.6		352		119.1930232558		93.1672146867		Ammonia (ppm)		0.26		276		77.2701666667		59.1246132451		0.4		352		112.9057692308		77.2457419345		Ammonia (ppm)		0.26		334		81.0497692308		60.1964331353		12.6		352		104.46875		78.8943815656		Ammonia (ppm)		0.26		276		78.7658870968		58.6060831684		12.6		352		110.9545454545		85.2211392202		Ammonia (ppm)		0.26		334		81.0704942966		59.9849517628		13.6		352		106.7034482759		83.7645202862		Ammonia (ppm)		0.26		334		81.0252968037		58.4718937286		0.4		352		91.3890410959		73.9498989351		Ammonia (ppm)		0.26		334		81.6331135531		60.7784105442		16.7		352		112.1105263158		82.6769276148		Ammonia (ppm)		0.26		334		81.0214705882		60.465007235		16.7		352		118.905		87.3449291466

		1		Minimum		4.9		0.166		8020		12.6		0.08		2.23		6.3		34		4.7		1.4		0.102		2.5		12.2		14.3		0.17		0.2		0.779		2.9		0.043		0.331		9.1		0.022		10.8		0.63		6.4		500		0.06		0.04		1.1		0.459		0.642		0.099		0.045		0.34		2.6		56		0.3		0.954		0.26		380		38		0.31		420		7300		8.58		159		0.59		71.8						Antimony (ppm)		0.06		19.3		0.6967553191		0.2870020121		0.08		6.37		0.8244444444		0.3452050049		Antimony (ppm)		0.06		19.3		0.6108333333		0.2817079314		0.08		18.7		1.1527272727		0.3602261535		Antimony (ppm)		0.06		19.3		0.7240656566		0.2958844829		0.08		6.37		0.6655769231		0.2938417327		Antimony (ppm)		0.06		19.3		0.7165079365		0.2959080705		0.08		6.37		0.7214285714		0.2942389736		Antimony (ppm)		0.06		19.3		0.6169950739		0.2858003158		0.095		18.7		1.6866666667		0.4101777931		Antimony (ppm)		0.06		19.3		0.7011585366		0.3157318918		0.08		18.7		0.7613333333		0.2470293935		Antimony (ppm)		0.06		19.3		0.6916428571		0.2886859496		0.095		6.37		1.1017857143		0.4226517991		Antimony (ppm)		0.06		19.3		0.6936124402		0.2887281503		0.095		6.37		1.047		0.4112075462

				Maximum		390		132		41200		352		6.37		16.9		90		17000		290		41		5.41		56000		146		1080		21.2		68		356		2.9		38.6		90.1		956		2.01		53.2		85		680		59000		0.28		4.44		998		3040		2530		13000		120		3.1		89		260000		660		16000		45		2800000		5100000		15.2		7900000		35400000		30800		698		340		731						Arsenic (ppm)		1.02		34		4.27104		3.7542165189		2.23		16.9		4.7990697674		4.2157093074		Arsenic (ppm)		1.02		22.9		4.1585892116		3.7190213527		2.23		34		5.2288461538		4.3163292495		Arsenic (ppm)		1.02		34		4.3340613027		3.8004561738		2.19		16.9		4.4665625		3.9702416527		Arsenic (ppm)		1.02		34		4.3565461847		3.812589674		1.89		16.9		4.3031818182		3.8530633448		Arsenic (ppm)		1.02		22.9		4.2153787879		3.7640938001		2.23		34		5.5606896552		4.353013996		Arsenic (ppm)		1.02		22.9		4.2586363636		3.7688771442		1.89		34		4.6194520548		3.9726210945		Arsenic (ppm)		1.02		34		4.3078832117		3.7897139044		2.23		16.5		4.9347368421		4.2612001898		Arsenic (ppm)		1.11		34		4.3259926471		3.8129508733		1.02		16.5		4.6404761905		3.8931049102

				Mean		94.4615384615		15.5042857143		22229.3023255814		119.1930232558		0.8244444444		4.7990697674		36.4333333333		1605.9090909091		110.5		12.3714285714		0.5100930233		4457.2757575758		37.2395348837		72.676744186		2.2372307692		26.5125		74.4838		2.9		11.6958461538		11.6655555556		76.5209302326		0.1815348837		27.8619047619		19.6664285714		126.9		11464.2857142857		0.1518		0.3722093023		105.3487804878		294.1512857143		138.3619459459		471.6271052632		11.7095116279		1.3		54.2860465116		22344.4418604651		34.64134375		826.7593809524		10.3773		215089.302325581		207314.744186046		3.095744186		424040.465116279		2737126.66666667		1381.2579310345		449.5		74.97375		181.3720930233						Benzyl alcohol (ppb)		2.2		36		10.6965517241		9.4553691503		6.3		90		36.4333333333		19.4614623501		Benzyl alcohol (ppb)		2.2		36		10.7821428571		9.5371386039		4.6		90		25.18		13.2401558673		Benzyl alcohol (ppb)		2.2		36		10.7355932203		9.5065286463		6.3		90		48.15		23.8117617996		Benzyl alcohol (ppb)		2.2		36		10.7137931034		9.4684270093		6.3		90		36.1		18.949078793		Benzyl alcohol (ppb)		2.2		36		10.450877193		9.2461760548		11		90		33.5		22.349043141		Benzyl alcohol (ppb)		2.2		36		9.7433333333		8.3998897118		4.3		90		14.1096774194		11.3700817903		Benzyl alcohol (ppb)		2.2		36		10.6616666667		9.4415639199		90		90		90		90		Benzyl alcohol (ppb)		2.2		36		10.6616666667		9.4415639199		90		90		90		90

				Geometric Mean		53.3362305789		2.8259832228		21131.019745171		93.1672146867		0.3452050049		4.2157093074		19.4614623501		367.1696136344		44.6474569212		7.6204086333		0.321554317		181.5633712219		32.5091411238		45.7439948421		0.586656878		12.4030808154		6.6768780465		2.9		4.4811076988		1.8422906249		32.3980695486		0.1100992962		26.4243432762		9.8943414494		26.1479066489		4876.2720446734		0.1387779139		0.2402877703		20.367978595		31.4939357555		15.0800286945		14.8268292059		1.5087488212		0.9352857293		45.1360800325		1512.6868178731		4.9509493431		64.0452670782		3.4645384152		12174.5722191799		3930.3362391411		2.2539857515		17176.97105455		147173.157582633		140.10507153		389.0197237026		25.6518621532		147.5780805394						Bis(2-ethylhexyl) phthalate (ppb)		4.2		440000		2852.8069518717		147.348655646		34		17000		1605.9090909091		367.1696136344		Bis(2-ethylhexyl) phthalate (ppb)		4.2		440000		2880.155		139.5979314253		34		17000		1737.1379310345		411.920424011		Bis(2-ethylhexyl) phthalate (ppb)		4.2		440000		2867.1335051546		155.37428106		39		4500		838.7333333333		283.150141568		Bis(2-ethylhexyl) phthalate (ppb)		4.2		440000		2959.2454545455		154.6161235939		39		4500		701.1818181818		243.8617058985		Bis(2-ethylhexyl) phthalate (ppb)		4.2		440000		2894.3796875		152.2296296626		23		4500		769.6470588235		332.3874604331		Bis(2-ethylhexyl) phthalate (ppb)		4.2		440000		3561.7901960784		156.5611619866		23		4500		425.9107142857		178.7159521011		Bis(2-ethylhexyl) phthalate (ppb)		4.2		440000		2801.2859296482		154.0635429346		46		4500		1134.9		452.431367239		Bis(2-ethylhexyl) phthalate (ppb)		4.2		440000		2814.1712121212		153.6873287292		46		4500		1054.4545454546		428.6801469138

		Total		Minimum		2.6		0.052		1950		0.26		0.06		1.02		2.2		4.2		2.7		0.16		0.043		1.6		9.81		9.7		0.092		0.14		0.038		1.7		0.043		0.078		3.23		0.009		9.2		0.27		3.1		83		0.04		0.024		0.2		0.14		0.11		0.099		0.011		0.33		0.62		0.64		0.11		0.2		0.13		3.9		2.3		0.1		6.1		598		4.52		3.75		0.45		9.7						Butylbenzyl phthalate (ppb)		2.7		2800		101.2244444444		21.9964065251		4.7		290		110.5		44.6474569212		Butylbenzyl phthalate (ppb)		2.7		2800		101.3714285714		21.3629697789		3.4		290		104.8333333333		38.450767381		Butylbenzyl phthalate (ppb)		2.7		2800		101.8623655914		23.1204561386		4.7		290		100		19.3311300171		Butylbenzyl phthalate (ppb)		2.7		2800		105.5123595506		23.527179029		4.6		290		54.6571428571		17.1549118706		Butylbenzyl phthalate (ppb)		2.7		2800		103.21		22.7312120418		5.3		290		80.7166666667		27.2730614598		Butylbenzyl phthalate (ppb)		2.7		2800		127.0449275362		27.3389581547		3.4		290		37.3		14.76900256		Butylbenzyl phthalate (ppb)		2.7		2800		100.3		22.2753443219		5.3		290		148.4333333333		61.3180556886		Butylbenzyl phthalate (ppb)		2.7		2800		100.3		22.2753443219		5.3		290		148.4333333333		61.3180556886

				Maximum		510		691		41200		352		19.3		34		90		440000		2800		540		5.41		56000		224		1080		21.2		910		356		370		38.6		90.1		1290		2.01		200		320		680		59000		0.29		4.44		998		3040		2530		13000		120		97		100		260000		669		16000		235		2800000		5100000		15.2		7900000		35400000		30800		21900		9300		1940						Butyltin ion (ppb)		0.16		540		20.7814285714		3.968066082		1.4		41		12.3714285714		7.6204086333		Butyltin ion (ppb)		0.16		540		19.5505172414		3.6086539588		1.4		110		21.825		9.1873699075		Butyltin ion (ppb)		0.16		540		20.822		4.0996301774		1.4		17		8.48		6.4741505983		Butyltin ion (ppb)		0.16		540		21.6779032258		4.1712299966		1.4		17		6.475		4.7697182144		Butyltin ion (ppb)		0.16		540		21.34625		4.280948317		0.87		10		4.945		3.781172946		Butyltin ion (ppb)		0.16		540		22.0558181818		4.4959616091		0.49		110		12.184		3.4035988875		Butyltin ion (ppb)		0.16		540		20.2607352941		4.1427780403		8.1		10		9.05		9		Butyltin ion (ppb)		0.16		540		20.2607352941		4.1427780403		8.1		10		9.05		9

				Mean		36.5894308943		12.4800941176		22057.542662116		83.6162328767		0.7172767857		4.3485324232		11.962295082		2721.5545454545		101.8041666667		19.9404285714		0.3221907216		757.5		32.4925		61.666552901		0.9349807692		62.7856756757		8.94975		16.3613636364		7.8029032258		2.5218		37.7623208191		0.0993470588		24.9725978648		24.6784		25.3147727273		6461.0487804878		0.1401666667		0.2302303754		24.8985416667		69.4355035714		27.8196468401		138.5445454545		3.21415625		7.1858823529		47.5016723549		4497.9151428572		9.7216808511		210.0591649123		4.4639764706		40167.3958188153		35136.2607773852		1.9042969283		74974.2878472222		1011584.55421687		362.3761038961		848.7347142857		287.9494520548		153.3010238908						Cadmium (ppm)		0.043		3.51		0.2896108871		0.2239560232		0.102		5.41		0.5100930233		0.321554317		Cadmium (ppm)		0.043		3.51		0.2846422594		0.2212906692		0.064		5.41		0.4947692308		0.3191271708		Cadmium (ppm)		0.043		3.51		0.2989517375		0.2313978432		0.084		5.41		0.51028125		0.2794802846		Cadmium (ppm)		0.043		3.51		0.2942479839		0.2283438932		0.072		5.41		0.4833488372		0.2875107618		Cadmium (ppm)		0.043		3.51		0.2966469466		0.2293770369		0.072		5.41		0.5529655172		0.3084954535		Cadmium (ppm)		0.043		3.51		0.3080481651		0.232414404		0.072		5.41		0.3644246575		0.2480937518		Cadmium (ppm)		0.043		3.51		0.2967555147		0.2307892217		0.102		5.41		0.6863157895		0.3302364835		Cadmium (ppm)		0.043		3.51		0.2977277778		0.2316630363		0.075		5.41		0.6367142857		0.3040210651

				Geometric Mean		16.1529749826		0.9486567461		20588.9719253418		62.0075776599		0.2956466514		3.818640393		9.7970736588		162.2128234482		22.9914863992		4.2356379664		0.236252055		21.7792336346		28.9479108684		40.4244226897		0.4343444043		11.2843516601		0.5217791951		4.8954388857		2.4514616553		0.7240145611		19.3520727657		0.0684116356		23.4858067322		8.2082795923		12.9137277948		2086.3738056344		0.1265968818		0.1602128968		5.1641796349		4.9162875767		3.0216878528		3.6531910993		0.2371225595		2.0283187542		33.3650796601		211.7551069939		1.4926243639		11.659650918		0.5677455098		1250.1977961232		275.1725945022		1.3874207555		1534.4509695461		96594.0915318477		64.2449228283		123.9660463461		32.1546383791		122.9489818827						Carbazole (ppb)		1.6		1100		47.6593023256		14.4991271932		2.5		56000		4457.2757575758		181.5633712219		Carbazole (ppb)		1.6		1100		48.063030303		14.2638227751		2.5		56000		3683.9275		124.8087589071		Carbazole (ppb)		1.6		2500		67.7640883978		15.628066658		2.5		56000		5959.2583333333		266.120516402		Carbazole (ppb)		1.6		1100		55.5560693642		15.4320008921		2.5		56000		4552.384375		140.25799709		Carbazole (ppb)		1.6		30000		236.6989247312		17.2442093504		4.9		56000		5855.8684210526		214.1353867226		Carbazole (ppb)		1.6		30000		293.2817567568		21.3736081071		2.1		56000		1962.8385964912		22.868743305		Carbazole (ppb)		1.6		30000		233.5203125		17.392445947		7.6		56000		8496.2769230769		603.5726909539		Carbazole (ppb)		1.6		30000		230.6591623037		17.0495468505		7.6		56000		7945.1142857143		614.7297422861

		Case Summaries																																																																																																								Chromium (ppm)		9.81		224		31.6727309237		28.3736781504		12.2		146		37.2395348837		32.5091411238		Chromium (ppm)		9.81		224		31.605875		28.3198534679		12.2		146		36.5846153846		32.0320267394		Chromium (ppm)		9.81		224		31.8650384615		28.6404873493		12.2		146		37.590625		31.5712235977		Chromium (ppm)		9.81		224		31.7633467742		28.4544479143		12.2		146		36.6022727273		31.8936562911		Chromium (ppm)		9.81		224		31.5829277567		28.2766035523		18.8		146		40.7413793103		35.8121041362		Chromium (ppm)		9.81		224		32.2315525114		28.4901549757		12.2		146		33.2753424658		30.365782155		Chromium (ppm)		9.81		224		31.7615750916		28.5442085651		12.2		146		42.9947368421		35.4203948981		Chromium (ppm)		9.81		224		31.8561254613		28.6516679323		10.9		146		40.7047619048		33.0572633118

		Chiro G L2				4-Methylphenol (ppb)		Aldrin (ppb)		Aluminum (ppm)		Ammonia (ppm)		Antimony (ppm)		Arsenic (ppm)		Benzyl alcohol (ppb)		Bis(2-ethylhexyl) phthalate (ppb)		Butylbenzyl phthalate (ppb)		Butyltin ion (ppb)		Cadmium (ppm)		Carbazole (ppb)		Chromium (ppm)		Copper (ppm)		delta-Hexachlorocyclohexane (ppb)		Dibutyltin ion (ppb)		Dieldrin (ppb)		Diethyl phthalate (ppb)		Endrin (ppb)		Endrin ketone (ppb)		Lead (ppm)		Mercury (ppm)		Nickel (ppm)		Pentachlorophenol (ppb)		Phenol (ppb)		PYO_PTO (mg/kg)		Selenium (ppm)		Silver (ppm)		Sulfide (ppm)		Sum DDD (calc'd) (ppb)		Sum DDE (calc'd) (ppb)		Sum DDT (calc'd) (ppb)		Sum of 34 PAHs (ESB calc'd) (TU)		Tetrabutyltin (ppb)		Total % Fines (calc'd) (pct)		Total Benzofluoranthenes (calc'd) (ppb)		Total Chlordane (calc'd) (ppb)		Total DDTs (calc'd) (ppb)		Total Endosulfan (calc'd) (ppb)		Total HPAHs (calc'd) (ppb)		Total LPAHs (calc'd) (ppb)		Total organic carbon (pct)		Total PAHs (calc'd) (ppb)		Total PCB Congeners (calc'd) (ppt)		Total PCBs (calc'd) (ppb)		Total Toxic Dioxin Furans (calc'd) (ppt)		Tributyltin ion (ppb)		Zinc (ppm)						Copper (ppm)		9.7		562		59.7728		39.5739227053		14.3		1080		72.676744186		45.7439948421		Copper (ppm)		10.2		562		58.3074688797		39.087813018		9.7		1080		77.2346153846		47.2411635156		Copper (ppm)		9.7		1080		63.4931034483		40.5257935038		14.3		120		46.76875		39.6070290191		Copper (ppm)		9.7		1080		64.5702811245		40.6311166349		14.3		120		45.2340909091		39.2743790696		Copper (ppm)		9.7		562		57.7386363636		39.046383317		21.5		1080		97.424137931		55.433102445		Copper (ppm)		9.7		493		56.7931818182		38.2999255061		14.3		1080		76.3534246575		47.5666640332		Copper (ppm)		9.7		562		58.6189781022		39.7528737777		14.3		1080		105.6157894737		51.4708407061		Copper (ppm)		9.7		562		58.8617647059		39.9338575684		11.6		1080		97.9952380952		47.3505062089

		0		Minimum		2.6		0.052		5060		0.26		0.06		1.02		2.2		4.2		2.7		0.16		0.043		1.6		9.81		10.2		0.092		0.14		0.038		1.7		0.055		0.078		3.23		0.009		9.2		0.27		3.1		83		0.04		0.024		0.3		0.14		0.11		0.099		0.011		0.33		0.69		0.64		0.11		0.2		0.13		3.9		2.3		0.1		6.1		598		4.52		3.75		0.45		42.5						delta-Hexachlorocyclohexane (ppb)		0.092		2.35		0.5008974359		0.3929321689		0.17		21.2		2.2372307692		0.586656878		delta-Hexachlorocyclohexane (ppb)		0.092		2.35		0.5132432432		0.4009198038		0.17		21.2		1.9752666667		0.5291963143		delta-Hexachlorocyclohexane (ppb)		0.092		2.35		0.4844883721		0.3832224271		0.17		21.2		3.0873333333		0.7900700858		delta-Hexachlorocyclohexane (ppb)		0.092		2.35		0.5047105263		0.3923848064		0.17		21.2		2.1028571429		0.5722609032		delta-Hexachlorocyclohexane (ppb)		0.092		2.35		0.466326087		0.3733895427		0.287		21.2		4.528		1.3845867723		delta-Hexachlorocyclohexane (ppb)		0.092		2.35		0.461025641		0.3647956592		0.26		21.2		2.3568461538		0.7331417258		delta-Hexachlorocyclohexane (ppb)		0.092		2.35		0.4830833333		0.3819939055		0.289		21.2		6.35775		2.0284662799		delta-Hexachlorocyclohexane (ppb)		0.092		2.35		0.4830833333		0.3819939055		0.289		21.2		6.35775		2.0284662799

				Maximum		510		691		39300		276		19.3		22.9		36		440000		2800		540		3.51		1100		224		562		2.35		910		21.5		120		20.7		8.5		1290		0.624		200		320		120		4300		0.29		1.72		110		2460		906		8110		110		43		100		53000		669		11500		235		610000		650000		13		1300000		12500000		3250		21900		2750		1940						Dibutyltin ion (ppb)		0.14		910		67.1824242424		11.1557942358		0.2		68		26.5125		12.4030808154		Dibutyltin ion (ppb)		0.14		910		56.7727868852		9.9721478821		0.2		840		91		20.1556480105		Dibutyltin ion (ppb)		0.14		910		66.3976470588		11.4821135534		0.2		45		21.85		9.2675311357		Dibutyltin ion (ppb)		0.14		910		69.0190769231		11.6046382308		0.2		45		17.7666666667		9.2191428069		Dibutyltin ion (ppb)		0.14		910		67.667761194		11.8943907647		0.2		45		16.0571428571		6.8174230843		Dibutyltin ion (ppb)		0.14		910		58.8473684211		11.9867279401		0.14		840		75.9905882353		9.2161378053		Dibutyltin ion (ppb)		0.14		910		64.4498591549		11.5829217749		0.2		45		23.4		6.0822019956		Dibutyltin ion (ppb)		0.14		910		64.4498591549		11.5829217749		0.2		45		23.4		6.0822019956

				Mean		29.587962963		12.7543030303		22052.6141078838		77.2701666667		0.6108333333		4.1585892116		10.7821428571		2880.155		101.3714285714		19.5505172414		0.2846422594		48.063030303		31.605875		58.3074688797		0.5132432432		56.7727868852		1.2668809524		8.5175		4.9913333333		1.0850169492		29.442406639		0.0826383966		24.4786956522		26.951754386		17.9296296296		1152.9444444444		0.135923913		0.2022759336		8.0856770833		30.373		10.3519058296		79.2173897436		1.6911737288		5.3465384615		46.214813278		1264.979122807		5.9453948718		105.971017094		3.7196575342		9384.8621276596		4393.0034632035		1.7037427386		13859.9360169492		637609.968253968		201.2943589744		884.1143076923		180.5586666667		143.3684647303						Dieldrin (ppb)		0.038		21.5		1.3295116279		0.3879321278		0.779		356		74.4838		6.6768780465		Dieldrin (ppb)		0.038		21.5		1.2668809524		0.3670568903		0.779		356		62.7298333333		6.1201265283		Dieldrin (ppb)		0.038		21.5		1.3681590909		0.4064845907		0.779		356		92.34725		8.1349735974		Dieldrin (ppb)		0.038		21.5		1.3575238095		0.3966215683		0.153		356		62.0953333333		3.5584410455		Dieldrin (ppb)		0.038		21.5		1.3184772727		0.4027792751		0.415		356		92.89375		8.9971057647		Dieldrin (ppb)		0.038		21.5		1.39615		0.4068048431		0.066		356		46.71775		1.8112982921		Dieldrin (ppb)		0.038		21.5		1.3681590909		0.4064845907		0.779		356		92.34725		8.1349735974		Dieldrin (ppb)		0.038		21.5		1.3681590909		0.4064845907		0.779		356		92.34725		8.1349735974

				Geometric Mean		13.7999775444		0.8105894405		20635.2802384444		59.1246132451		0.2817079314		3.7190213527		9.5371386039		139.5979314253		21.3629697789		3.6086539588		0.2212906692		14.2638227751		28.3198534679		39.087813018		0.4009198038		9.9721478821		0.3670568903		4.551545417		1.5857385019		0.6143893678		17.4271508847		0.0616758325		23.0087947233		7.7931832395		12.2440016217		793.35190724		0.1223555997		0.1478215444		3.8489262004		3.4872851031		2.3111806915		2.7577955836		0.1643895189		2.1369580021		31.6599031186		142.2287962747		1.226824225		8.4924600741		0.4367423935		798.9691546043		163.0601347091		1.2777222916		957.1204165712		84911.7054402062		55.266739206		115.2511940936		28.7896968699		118.3661023575						Diethyl phthalate (ppb)		1.7		370		16.6744186047		4.955413017		2.9		2.9		2.9		2.9		Diethyl phthalate (ppb)		1.7		120		8.5175		4.551545417		2.9		370		94.8		10.1418961509		Diethyl phthalate (ppb)		1.7		370		16.6744186047		4.955413017		2.9		2.9		2.9		2.9		Diethyl phthalate (ppb)		1.7		370		17.1365853659		4.9048244701		2.9		11		5.7666666667		4.768954732		Diethyl phthalate (ppb)		1.7		370		17.0292682927		4.7956205731		3.4		11		7.2333333333		6.4873125293		Diethyl phthalate (ppb)		1.7		370		25.704		6.0129173759		2.3		11		4.0684210526		3.7350812228		Diethyl phthalate (ppb)		1.7		370		16.3613636364		4.8954388857										Diethyl phthalate (ppb)		1.7		370		16.3613636364		4.8954388857

		1		Minimum		4.9		0.143		1950		0.4		0.08		2.23		4.6		34		3.4		1.4		0.064		2.5		12.2		9.7		0.17		0.2		0.779		2.9		0.043		0.26		6.85		0.022		10.8		0.63		6.4		500		0.06		0.028		0.2		0.459		0.642		0.099		0.045		0.34		0.62		56		0.3		0.954		0.24		380		38		0.11		420		7300		8.58		146		0.59		9.7						Endrin (ppb)		0.055		20.7		4.9913333333		1.5857385019		0.043		38.6		11.6958461538		4.4811076988		Endrin (ppb)		0.055		20.7		4.9913333333		1.5857385019		0.043		38.6		11.6958461538		4.4811076988		Endrin (ppb)		0.055		20.7		4.74985		1.5412873302		0.043		38.6		13.3539090909		5.6998599991		Endrin (ppb)		0.055		20.7		4.9844210526		1.6820225672		0.043		38.6		12.2655		4.4508997024		Endrin (ppb)		0.043		38.6		7.9124166667		2.0406637662		0.552		20.8		7.4274285714		4.5975169357		Endrin (ppb)		0.055		38.6		8.6261818182		2.8193917472		0.043		20.8		5.7904444444		1.7416994404		Endrin (ppb)		0.055		38.6		7.8290416667		2.2306071764		0.043		20.8		7.7132857143		3.3884682677		Endrin (ppb)		0.055		38.6		7.9581304348		2.1563446442		0.043		20.8		7.356625		3.5447248407

				Maximum		390		132		41200		352		18.7		34		90		17000		290		110		5.41		56000		146		1080		21.2		840		356		370		38.6		90.1		956		2.01		53.2		85		680		59000		0.28		4.44		998		3040		2530		13000		120		97		89		260000		660		16000		45		2800000		5100000		15.2		7900000		35400000		30800		698		9300		1360						Endrin ketone (ppb)		0.078		8.5		1.1727213115		0.6308165489		0.331		90.1		11.6655555556		1.8422906249		Endrin ketone (ppb)		0.078		8.5		1.0850169492		0.6143893678		0.26		90.1		10.2281818182		1.7466019133		Endrin ketone (ppb)		0.078		8.5		1.1839206349		0.6390450904		0.37		90.1		14.5627142857		2.2268424057		Endrin ketone (ppb)		0.078		8.5		1.2067213115		0.647313442		0.26		90.1		11.4351111111		1.5465670918		Endrin ketone (ppb)		0.078		8.5		1.243421875		0.6576233072		0.317		90.1		16.1578333333		2.019738175		Endrin ketone (ppb)		0.078		8.5		1.3455535714		0.7146745848		0.11		90.1		7.2267857143		0.7626111506		Endrin ketone (ppb)		0.078		8.5		1.159030303		0.629012171		2.64		90.1		25.0075		7.374005471		Endrin ketone (ppb)		0.078		8.5		1.159030303		0.629012171		2.64		90.1		25.0075		7.374005471

				Mean		87		11.5275789474		22080.3846153846		112.9057692308		1.1527272727		5.2288461538		25.18		1737.1379310345		104.8333333333		21.825		0.4947692308		3683.9275		36.5846153846		77.2346153846		1.9752666667		91		62.7298333333		94.8		11.6958461538		10.2281818182		76.3219230769		0.1755		27.2		17.4794444444		110.7714285714		10615.2173913043		0.1541071429		0.3597884615		92.15		244.8338039216		112.5002173913		384.6891276596		10.1261538462		13.16375		53.4657692308		18673.0961538462		28.131075		687.6400784314		8.9919166667		179280.769230769		171707.269230769		2.8337884615		352339.423076923		2189604.5		1234.9022222222		388.8		783.5992307692		199.3346153846						Lead (ppm)		3.23		1290		31.09584		17.7106836374		9.1		956		76.5209302326		32.3980695486		Lead (ppm)		3.23		1290		29.442406639		17.4271508847		6.85		956		76.3219230769		31.4490530087		Lead (ppm)		3.23		1290		33.105440613		18.4983883298		5.74		956		75.745		27.9600379808		Lead (ppm)		3.23		1290		32.5145783133		18.4981332944		5.46		956		67.4597727273		24.9829267549		Lead (ppm)		3.23		1290		33.9090909091		18.6178236402		5.46		956		72.84		27.5202553063		Lead (ppm)		3.23		1290		37.1736363636		19.5062424133		4.91		956		39.5364383562		18.8947824037		Lead (ppm)		3.23		1290		34.8440145985		18.6993487914		12.5		956		79.8473684211		31.7406399946		Lead (ppm)		3.23		1290		34.9715808824		18.7364428241		7.39		956		73.909047619		29.4159853988

				Geometric Mean		50.1818113871		1.6382873113		20375.7039451938		77.2457419345		0.3602261535		4.3163292495		13.2401558673		411.920424011		38.450767381		9.1873699075		0.3191271708		124.8087589071		32.0320267394		47.2411635156		0.5291963143		20.1556480105		6.1201265283		10.1418961509		4.4811076988		1.7466019133		31.4490530087		0.1097221429		25.7629215397		9.6743124491		23.9154475684		4446.620413485		0.1415952932		0.2326603683		16.735872846		22.9799582306		11.0818599405		11.7300620765		1.2503639108		1.7119533209		42.5481501135		1212.5473220732		3.8828035642		49.9189532987		2.8003859362		9456.6507271917		2812.8877021807		2.0323398357		13070.0145082133		144976.298695741		145.1955258638		319.7774743029		53.5565095257		146.617199451						Mercury (ppm)		0.009		0.624		0.0849808943		0.0629516948		0.022		2.01		0.1815348837		0.1100992962		Mercury (ppm)		0.009		0.624		0.0826383966		0.0616758325		0.022		2.01		0.1755		0.1097221429		Mercury (ppm)		0.009		0.722		0.0908610895		0.0659026353		0.022		2.01		0.1675		0.0923537667		Mercury (ppm)		0.009		0.722		0.0901726531		0.0652377642		0.02		2.01		0.1504318182		0.0891264493		Mercury (ppm)		0.009		0.722		0.0905088462		0.0654110928		0.022		2.01		0.1785862069		0.1022740419		Mercury (ppm)		0.009		0.722		0.0909921296		0.064272722		0.022		2.01		0.1240684932		0.0822860059		Mercury (ppm)		0.009		0.722		0.0908825926		0.0662119433		0.022		2.01		0.2196315789		0.1088501561		Mercury (ppm)		0.009		0.722		0.091083209		0.0663974813		0.019		2.01		0.2048095238		0.100174844

		Total		Minimum		2.6		0.052		1950		0.26		0.06		1.02		2.2		4.2		2.7		0.16		0.043		1.6		9.81		9.7		0.092		0.14		0.038		1.7		0.043		0.078		3.23		0.009		9.2		0.27		3.1		83		0.04		0.024		0.2		0.14		0.11		0.099		0.011		0.33		0.62		0.64		0.11		0.2		0.13		3.9		2.3		0.1		6.1		598		4.52		3.75		0.45		9.7						Nickel (ppm)		9.2		200		24.4648535565		23.0042573858		10.8		53.2		27.8619047619		26.4243432762		Nickel (ppm)		9.2		200		24.4786956522		23.0087947233		10.8		53.2		27.2		25.7629215397		Nickel (ppm)		9.2		200		24.6708		23.2360169281		10.8		53.2		27.4064516129		25.6009139899		Nickel (ppm)		9.2		200		24.5640167364		23.1051566364		10.8		53.2		27.2976190476		25.7743855333		Nickel (ppm)		9.2		200		24.6535714286		23.141735875		14.8		53.2		27.7448275862		26.6994468268		Nickel (ppm)		9.2		200		24.9841346154		23.2312756588		10.8		53.2		24.9397260274		24.2264428309		Nickel (ppm)		9.2		200		24.7374045802		23.2933822498		10.8		53.2		28.2157894737		26.3071798672		Nickel (ppm)		9.2		200		24.7753846154		23.3380738038		10.8		53.2		27.4142857143		25.3942363922

				Maximum		510		691		41200		352		19.3		34		90		440000		2800		540		5.41		56000		224		1080		21.2		910		356		370		38.6		90.1		1290		2.01		200		320		680		59000		0.29		4.44		998		3040		2530		13000		120		97		100		260000		669		16000		235		2800000		5100000		15.2		7900000		35400000		30800		21900		9300		1940						Pentachlorophenol (ppb)		0.27		320		25.8286885246		7.8637744827		0.63		85		19.6664285714		9.8943414494		Pentachlorophenol (ppb)		0.27		320		26.951754386		7.7931832395		0.63		85		17.4794444444		9.6743124491		Pentachlorophenol (ppb)		0.27		320		25.6421212121		7.726909008		2.4		43		17.6111111111		12.7857239416		Pentachlorophenol (ppb)		0.27		320		25.9227692308		7.7320495768		2.4		43		16.59		12.1053113195		Pentachlorophenol (ppb)		0.27		320		24.4178787879		7.277782631		5.6		85		26.5888888889		19.8354133103		Pentachlorophenol (ppb)		0.27		320		27.4209090909		7.5750838176		0.63		85		17.1365		10.2359949213		Pentachlorophenol (ppb)		0.27		320		24.4188235294		7.5710959021		5.6		85		27.2		17.9953125479		Pentachlorophenol (ppb)		0.53		320		24.7759090909		7.8205034663		0.27		85		23.9633333333		11.7052298966

				Mean		36.5894308943		12.4800941176		22057.542662116		83.6162328767		0.7172767857		4.3485324232		11.962295082		2721.5545454545		101.8041666667		19.9404285714		0.3221907216		757.5		32.4925		61.666552901		0.9349807692		62.7856756757		8.94975		16.3613636364		7.8029032258		2.5218		37.7623208191		0.0993470588		24.9725978648		24.6784		25.3147727273		6461.0487804878		0.1401666667		0.2302303754		24.8985416667		69.4355035714		27.8196468401		138.5445454545		3.21415625		7.1858823529		47.5016723549		4497.9151428572		9.7216808511		210.0591649123		4.4639764706		40167.3958188153		35136.2607773852		1.9042969283		74974.2878472222		1011584.55421687		362.3761038961		848.7347142857		287.9494520548		153.3010238908						Phenol (ppb)		3.1		120		17.8817073171		12.2640296366		6.4		680		126.9		26.1479066489		Phenol (ppb)		3.1		120		17.9296296296		12.2440016217		6.4		680		110.7714285714		23.9154475684		Phenol (ppb)		3.1		120		17.6511904762		12.1399108084		12		680		186.25		47.2726986179		Phenol (ppb)		3.1		120		18.24		12.6501125441		3.5		680		96.0625		15.8717207018		Phenol (ppb)		3.1		120		17.9962962963		12.2731903916		6.2		680		110		23.2655101702		Phenol (ppb)		3.1		96		15.9169230769		11.562030791		3.2		680		51.8739130435		17.6503481279		Phenol (ppb)		3.1		120		17.8670588235		12.296158729		12		680		236.3333333333		51.7662088366		Phenol (ppb)		3.1		120		17.8670588235		12.296158729		12		680		236.3333333333		51.7662088366

				Geometric Mean		16.1529749826		0.9486567461		20588.9719253418		62.0075776599		0.2956466514		3.818640393		9.7970736588		162.2128234482		22.9914863992		4.2356379664		0.236252055		21.7792336346		28.9479108684		40.4244226897		0.4343444043		11.2843516601		0.5217791951		4.8954388857		2.4514616553		0.7240145611		19.3520727657		0.0684116356		23.4858067322		8.2082795923		12.9137277948		2086.3738056344		0.1265968818		0.1602128968		5.1641796349		4.9162875767		3.0216878528		3.6531910993		0.2371225595		2.0283187542		33.3650796601		211.7551069939		1.4926243639		11.659650918		0.5677455098		1250.1977961232		275.1725945022		1.3874207555		1534.4509695461		96594.0915318477		64.2449228283		123.9660463461		32.1546383791		122.9489818827						PYO_PTO (mg/kg)		83		4300		1207.65		855.5817772776		500		59000		11464.2857142857		4876.2720446734		PYO_PTO (mg/kg)		83		4300		1152.9444444444		793.35190724		500		59000		10615.2173913043		4446.620413485		PYO_PTO (mg/kg)		83		4900		1380.9583333333		970.9809079134		500		59000		13632.9411764706		6142.6269618548		PYO_PTO (mg/kg)		83		4300		1215.5909090909		884.4460137349		500		59000		12534.7368421053		5635.903724566		PYO_PTO (mg/kg)		83		15000		2261.6538461538		1220.2709369772		440		59000		13740		5286.2488201115		PYO_PTO (mg/kg)		83		15000		2687.2857142857		1536.4080718675		400		59000		10423.5		2876.8812779966		PYO_PTO (mg/kg)		83		15000		2216.4074074074		1216.1868281566		500		59000		14647.1428571429		5907.904960943		PYO_PTO (mg/kg)		83		15000		2240.1153846154		1203.4242789069		500		59000		13777.3333333333		5415.1762845744

		Case Summaries																																																																																																								Selenium (ppm)		0.04		0.29		0.1371052632		0.1235730333		0.06		0.28		0.1518		0.1387779139		Selenium (ppm)		0.04		0.29		0.135923913		0.1223555997		0.06		0.28		0.1541071429		0.1415952932		Selenium (ppm)		0.04		0.29		0.1379901961		0.1248984465		0.06		0.28		0.1525		0.1366669552		Selenium (ppm)		0.04		0.29		0.1339361702		0.1214225496		0.06		0.28		0.1626923077		0.1472132887		Selenium (ppm)		0.04		0.28		0.1368018868		0.1235237678		0.07		0.29		0.1656428571		0.1524856299		Selenium (ppm)		0.04		0.28		0.1389578947		0.1252108536		0.05		0.29		0.14476		0.1320051676		Selenium (ppm)		0.04		0.29		0.1385		0.1250497098		0.07		0.28		0.1585		0.1449327514		Selenium (ppm)		0.04		0.29		0.138853211		0.1253064294		0.07		0.28		0.1531818182		0.140124809

		Chiro S L3				4-Methylphenol (ppb)		Aldrin (ppb)		Aluminum (ppm)		Ammonia (ppm)		Antimony (ppm)		Arsenic (ppm)		Benzyl alcohol (ppb)		Bis(2-ethylhexyl) phthalate (ppb)		Butylbenzyl phthalate (ppb)		Butyltin ion (ppb)		Cadmium (ppm)		Carbazole (ppb)		Chromium (ppm)		Copper (ppm)		delta-Hexachlorocyclohexane (ppb)		Dibutyltin ion (ppb)		Dieldrin (ppb)		Diethyl phthalate (ppb)		Endrin (ppb)		Endrin ketone (ppb)		Lead (ppm)		Mercury (ppm)		Nickel (ppm)		Pentachlorophenol (ppb)		Phenol (ppb)		PYO_PTO (mg/kg)		Selenium (ppm)		Silver (ppm)		Sulfide (ppm)		Sum DDD (calc'd) (ppb)		Sum DDE (calc'd) (ppb)		Sum DDT (calc'd) (ppb)		Sum of 34 PAHs (ESB calc'd) (TU)		Tetrabutyltin (ppb)		Total % Fines (calc'd) (pct)		Total Benzofluoranthenes (calc'd) (ppb)		Total Chlordane (calc'd) (ppb)		Total DDTs (calc'd) (ppb)		Total Endosulfan (calc'd) (ppb)		Total HPAHs (calc'd) (ppb)		Total LPAHs (calc'd) (ppb)		Total organic carbon (pct)		Total PAHs (calc'd) (ppb)		Total PCB Congeners (calc'd) (ppt)		Total PCBs (calc'd) (ppb)		Total Toxic Dioxin Furans (calc'd) (ppt)		Tributyltin ion (ppb)		Zinc (ppm)						Silver (ppm)		0.024		1.72		0.20581		0.1494237363		0.04		4.44		0.3722093023		0.2402877703		Silver (ppm)		0.024		1.72		0.2022759336		0.1478215444		0.028		4.44		0.3597884615		0.2326603683		Silver (ppm)		0.024		1.72		0.212664751		0.1552377506		0.04		4.44		0.3735		0.207223581		Silver (ppm)		0.024		1.72		0.2117008032		0.1537896651		0.04		4.44		0.3350909091		0.2019581299		Silver (ppm)		0.024		1.72		0.2064450758		0.1510868561		0.068		4.44		0.4467586207		0.2732558589		Silver (ppm)		0.024		1.63		0.197875		0.1437984535		0.04		4.44		0.327739726		0.2219066433		Silver (ppm)		0.024		1.72		0.2096332117		0.1539637483		0.042		4.44		0.5272631579		0.2843667425		Silver (ppm)		0.024		1.72		0.2092775735		0.1536056342		0.042		4.44		0.5016190476		0.2764399214

		0		Minimum		2.6		0.052		1950		0.26		0.06		1.02		2.2		4.2		2.7		0.16		0.043		1.6		9.81		9.7		0.092		0.14		0.038		1.7		0.055		0.078		3.23		0.009		9.2		0.27		3.1		83		0.04		0.024		0.2		0.14		0.11		0.099		0.011		0.33		0.62		0.64		0.11		0.2		0.13		3.9		2.3		0.1		6.1		598		4.52		3.75		0.45		9.7						Sulfide (ppm)		0.2		110		8.3233668342		3.8924081667		1.1		998		105.3487804878		20.367978595		Sulfide (ppm)		0.3		110		8.0856770833		3.8489262004		0.2		998		92.15		16.735872846		Sulfide (ppm)		0.2		998		15.7940758294		4.2590010197		1.1		552		91.1413793103		20.9867121546		Sulfide (ppm)		0.2		543		11.37325		4.1793279523		0.7		998		92.525		14.8756443342		Sulfide (ppm)		0.2		998		18.4394859813		4.5108458523		0.7		543		78.0615384615		15.7218748281		Sulfide (ppm)		0.2		998		20.2980769231		4.5321038908		0.7		543		39.3344827586		7.7790522191		Sulfide (ppm)		0.2		998		20.3921524664		4.5888347		1.1		445		84.0117647059		24.3177035184		Sulfide (ppm)		0.2		998		18.0380630631		4.4912180125		1.1		543		109.5111111111		28.8974942086

				Maximum		510		691		39300		334		19.3		34		36		440000		2800		540		3.51		2500		224		1080		2.35		910		21.5		370		20.7		8.5		1290		0.722		200		320		120		4900		0.29		1.72		998		2460		906		8110		110		97		100		53000		669		11500		235		610000		650000		13		1300000		12500000		3500		21900		9300		1940						Sum DDD (calc'd) (ppb)		0.14		2460		29.7797773109		3.542402677		0.459		3040		294.1512857143		31.4939357555		Sum DDD (calc'd) (ppb)		0.14		2460		30.373		3.4872851031		0.459		3040		244.8338039216		22.9799582306		Sum DDD (calc'd) (ppb)		0.14		2460		30.2744056225		3.8160782887		0.459		3040		383.9875483871		37.6137241435		Sum DDD (calc'd) (ppb)		0.14		2460		31.0003991597		3.7861709969		0.252		3040		287.2344285714		21.5996768876		Sum DDD (calc'd) (ppb)		0.14		2460		37.5539920635		4.1333009228		0.419		3040		356.3691071429		23.4260768442		Sum DDD (calc'd) (ppb)		0.14		2460		43.0165924171		4.5292609305		0.419		3040		150.2237681159		6.3172990547		Sum DDD (calc'd) (ppb)		0.14		2460		31.2732068966		4.0366971081		0.459		3040		593.6649473684		73.7332968266		Sum DDD (calc'd) (ppb)		0.14		2460		31.4131544402		4.0481959079		0.3		3040		538.3778095238		53.9848152454

				Mean		31.6		11.2694605263		22186.9731800766		81.0497692308		0.7240656566		4.3340613027		10.7355932203		2867.1335051546		101.8623655914		20.822		0.2989517375		67.7640883978		31.8650384615		63.4931034483		0.4844883721		66.3976470588		1.3681590909		16.6744186047		4.74985		1.1839206349		33.105440613		0.0908610895		24.6708		25.6421212121		17.6511904762		1380.9583333333		0.1379901961		0.212664751		15.7940758294		30.2744056225		10.1713760331		73.6523767442		1.7707265625		7.5175		46.9555172414		1395.6420967742		5.8548820755		102.0725511811		3.9496447368		10372.8964705882		4538.1027888446		1.7226130268		15014.093359375		612264.630136986		226.3254716981		868.7526865672		306.8734328358		152.3329501916						Sum DDE (calc'd) (ppb)		0.11		906		10.1900560345		2.3383326893		0.642		2530		138.3619459459		15.0800286945		Sum DDE (calc'd) (ppb)		0.11		906		10.3519058296		2.3111806915		0.642		2530		112.5002173913		11.0818599405		Sum DDE (calc'd) (ppb)		0.11		906		10.1713760331		2.4602270669		0.642		2530		186.0004444444		19.0727272312		Sum DDE (calc'd) (ppb)		0.11		906		10.3755367965		2.4113652314		0.514		2530		133.8614736842		11.9098147788		Sum DDE (calc'd) (ppb)		0.11		906		11.1423278689		2.5670537672		0.887		2530		190.59028		14.8388560794		Sum DDE (calc'd) (ppb)		0.11		906		12.8352772277		2.6509723326		0.642		2530		72.9964029851		4.4836451449		Sum DDE (calc'd) (ppb)		0.11		906		10.5544387352		2.5589169247		0.642		2530		300.82575		41.8608387346		Sum DDE (calc'd) (ppb)		0.11		906		10.569734127		2.5491616878		0.642		2530		283.5242352941		37.5837486467

				Geometric Mean		14.9896475166		0.8107040443		20680.1191560145		60.1964331353		0.2958844829		3.8004561738		9.5065286463		155.37428106		23.1204561386		4.0996301774		0.2313978432		15.628066658		28.6404873493		40.5257935038		0.3832224271		11.4821135534		0.4064845907		4.955413017		1.5412873302		0.6390450904		18.4983883298		0.0659026353		23.2360169281		7.726909008		12.1399108084		970.9809079134		0.1248984465		0.1552377506		4.2590010197		3.8160782887		2.4602270669		2.9620814104		0.1819873464		2.0730817013		32.393636788		161.4057956774		1.3005247096		9.3065853979		0.4835527539		917.3949302136		188.3242206167		1.3099173727		1102.122455823		94157.9561004787		61.009837959		118.5213061619		33.7575630443		122.0224017647						Sum DDT (calc'd) (ppb)		0.099		8110		76.499754902		2.8141514704		0.099		13000		471.6271052632		14.8268292059		Sum DDT (calc'd) (ppb)		0.099		8110		79.2173897436		2.7577955836		0.099		13000		384.6891276596		11.7300620765		Sum DDT (calc'd) (ppb)		0.099		8110		73.6523767442		2.9620814104		0.099		13000		655.2784814815		19.4044988135		Sum DDT (calc'd) (ppb)		0.099		8110		77.1226078431		3.0143933128		0.099		13000		468.2833684211		10.2515084318		Sum DDT (calc'd) (ppb)		0.099		8110		76.6683456221		3.058625633		0.489		13000		675.62996		17.0726230901		Sum DDT (calc'd) (ppb)		0.099		8110		91.2138212291		3.3072223068		0.099		13000		273.0239047619		4.8466407108		Sum DDT (calc'd) (ppb)		0.099		8110		73.2352044444		3.0706088996		0.099		13000		1002.9328823529		36.4122369266		Sum DDT (calc'd) (ppb)		0.099		8110		73.45946875		3.0431297626		0.099		13000		948.4921666667		35.4946535818

		1		Minimum		4.9		0.166		8020		12.6		0.08		2.19		6.3		39		4.7		1.4		0.084		2.5		12.2		14.3		0.17		0.2		0.779		2.9		0.043		0.37		5.74		0.022		10.8		2.4		12		500		0.06		0.04		1.1		0.459		0.642		0.099		0.045		0.66		2.6		12		0.3		0.954		0.26		64		13		0.31		77		7300		8.58		159		0.59		56.3						Sum of 34 PAHs (ESB calc'd) (TU)		0.011		110		1.7231346939		0.1713661893		0.045		120		11.7095116279		1.5087488212		Sum of 34 PAHs (ESB calc'd) (TU)		0.011		110		1.6911737288		0.1643895189		0.045		120		10.1261538462		1.2503639108		Sum of 34 PAHs (ESB calc'd) (TU)		0.011		110		1.7707265625		0.1819873464		0.045		120		14.76159375		1.969819022		Sum of 34 PAHs (ESB calc'd) (TU)		0.011		110		1.7999508197		0.1819615091		0.022		120		11.0565681818		1.0295874422		Sum of 34 PAHs (ESB calc'd) (TU)		0.011		110		2.0478030888		0.2072485184		0.025		120		13.6308965517		0.789355478		Sum of 34 PAHs (ESB calc'd) (TU)		0.011		110		2.3966604651		0.2311675146		0.022		120		5.6218493151		0.2555676154		Sum of 34 PAHs (ESB calc'd) (TU)		0.011		110		1.9981115242		0.2011361821		0.045		120		20.4307894737		2.4379063496		Sum of 34 PAHs (ESB calc'd) (TU)		0.011		110		1.967906367		0.1989666782		0.045		120		19.0593333333		2.206512548

				Maximum		390		132		41200		352		6.37		16.9		90		4500		290		17		5.41		56000		146		120		21.2		45		356		2.9		38.6		90.1		956		2.01		53.2		43		680		59000		0.28		4.44		552		3040		2530		13000		120		3.1		89		260000		660		16000		45		2800000		5100000		15.2		7900000		35400000		30800		698		340		717						Tetrabutyltin (ppb)		0.33		97		7.9706666667		2.2488567527		0.34		3.1		1.3		0.9352857293		Tetrabutyltin (ppb)		0.33		43		5.3465384615		2.1369580021		0.34		97		13.16375		1.7119533209		Tetrabutyltin (ppb)		0.33		97		7.5175		2.0730817013		0.66		3.1		1.88		1.4303845637		Tetrabutyltin (ppb)		0.33		97		7.9486666667		2.1694239145		0.66		3.1		1.465		1.2248265129		Tetrabutyltin (ppb)		0.33		97		7.581875		2.1476893876		0.6		1.1		0.85		0.8124038405		Tetrabutyltin (ppb)		0.34		43		5.3015384615		2.2008818582		0.33		97		13.31		1.5555697968		Tetrabutyltin (ppb)		0.33		97		7.1858823529		2.0283187542										Tetrabutyltin (ppb)		0.33		97		7.1858823529		2.0283187542

				Mean		119.2714285714		22.7032222222		21001.875		104.46875		0.6655769231		4.4665625		48.15		838.7333333333		100		8.48		0.51028125		5959.2583333333		37.590625		46.76875		3.0873333333		21.85		92.34725		2.9		13.3539090909		14.5627142857		75.745		0.1675		27.4064516129		17.6111111111		186.25		13632.9411764706		0.1525		0.3735		91.1413793103		383.9875483871		186.0004444444		655.2784814815		14.76159375		1.88		51.95625		28540.53125		45.3634782609		1094.8527096774		8.8072222222		277592.3125		275140.5625		3.38615625		554655.84375		3926620		1880.4147368421		401.6666666667		76.6316666667		161.196875						Total % Fines (calc'd) (pct)		0.62		100		46.33476		31.6752694792		2.6		89		54.2860465116		45.1360800325		Total % Fines (calc'd) (pct)		0.69		100		46.214813278		31.6599031186		0.62		89		53.4657692308		42.5481501135		Total % Fines (calc'd) (pct)		0.62		100		46.9555172414		32.393636788		2.6		89		51.95625		42.4577425415		Total % Fines (calc'd) (pct)		0.62		100		46.1999598394		31.5813960285		2.6		89		54.8681818182		45.5326411119		Total % Fines (calc'd) (pct)		0.62		100		45.6086742424		31.2907311602		8		92.4		64.7344827586		59.8499828711		Total % Fines (calc'd) (pct)		0.62		100		42.6685909091		28.1743294543		2.6		92.4		62.0671232877		55.5410270278		Total % Fines (calc'd) (pct)		0.62		100		46.782810219		32.4998491812		6.1		89		57.8684210526		48.735812277		Total % Fines (calc'd) (pct)		0.62		100		46.8962867647		32.778356088		1.7		89		55.3428571429		41.9846198244

				Geometric Mean		55.7415858095		3.5761446077		19860.3963970571		78.8943815656		0.2938417327		3.9702416527		23.8117617996		283.150141568		19.3311300171		6.4741505983		0.2794802846		266.120516402		31.5712235977		39.6070290191		0.7900700858		9.2675311357		8.1349735974		2.9		5.6998599991		2.2268424057		27.9600379808		0.0923537667		25.6009139899		12.7857239416		47.2726986179		6142.6269618548		0.1366669552		0.207223581		20.9867121546		37.6137241435		19.0727272312		19.4044988135		1.969819022		1.4303845637		42.4577425415		1736.4942360279		5.3142836204		73.9255310794		2.2019864356		14728.4544147752		5388.4388540183		2.2172932652		21663.9843538518		116394.752654674		114.3431481305		338.0211930738		18.6775691293		130.7739428989						Total Benzofluoranthenes (calc'd) (ppb)		0.64		53000		1259.937721519		148.2190905059		56		260000		22344.4418604651		1512.6868178731		Total Benzofluoranthenes (calc'd) (ppb)		0.64		53000		1264.979122807		142.2287962747		56		260000		18673.0961538462		1212.5473220732		Total Benzofluoranthenes (calc'd) (ppb)		0.64		53000		1395.6420967742		161.4057956774		12		260000		28540.53125		1736.4942360279		Total Benzofluoranthenes (calc'd) (ppb)		0.64		53000		1346.0583966245		160.0667395518		1.4		260000		21869.776744186		990.0962935455		Total Benzofluoranthenes (calc'd) (ppb)		0.64		160000		2201.7563346614		181.6115166303		1.4		260000		24371.5655172414		799.9295463353		Total Benzofluoranthenes (calc'd) (ppb)		0.64		160000		2611.2683091787		204.9839812652		1.4		260000		9847.7219178082		232.1965146932		Total Benzofluoranthenes (calc'd) (ppb)		0.64		160000		2163.6445977011		176.2925571699		56		260000		36563.4210526316		2625.9434462682		Total Benzofluoranthenes (calc'd) (ppb)		0.64		160000		2118.5422393822		175.2671960286		8.8		260000		33843.5142857143		2181.7787024984

		Total		Minimum		2.6		0.052		1950		0.26		0.06		1.02		2.2		4.2		2.7		0.16		0.043		1.6		9.81		9.7		0.092		0.14		0.038		1.7		0.043		0.078		3.23		0.009		9.2		0.27		3.1		83		0.04		0.024		0.2		0.14		0.11		0.099		0.011		0.33		0.62		0.64		0.11		0.2		0.13		3.9		2.3		0.1		6.1		598		4.52		3.75		0.45		9.7						Total Chlordane (calc'd) (ppb)		0.11		669		5.7934581281		1.2355597576		0.3		660		34.64134375		4.9509493431		Total Chlordane (calc'd) (ppb)		0.11		669		5.9453948718		1.226824225		0.3		660		28.131075		3.8828035642		Total Chlordane (calc'd) (ppb)		0.11		669		5.8548820755		1.3005247096		0.3		660		45.3634782609		5.3142836204		Total Chlordane (calc'd) (ppb)		0.11		669		5.9544926108		1.27919798		0.3		660		33.61978125		3.9724892541		Total Chlordane (calc'd) (ppb)		0.11		669		6.9103691589		1.3357397696		0.43		660		38.3702857143		4.6283227477		Total Chlordane (calc'd) (ppb)		0.11		669		8.0667954545		1.4224436499		0.14		660		14.6582881356		1.7232266139		Total Chlordane (calc'd) (ppb)		0.11		669		5.6298423423		1.3086049428		0.67		660		79.5976923077		14.1175570269		Total Chlordane (calc'd) (ppb)		0.11		669		5.6508863636		1.3019008689		0.67		660		69.4266666667		11.0853343745

				Maximum		510		691		41200		352		19.3		34		90		440000		2800		540		5.41		56000		224		1080		21.2		910		356		370		38.6		90.1		1290		2.01		200		320		680		59000		0.29		4.44		998		3040		2530		13000		120		97		100		260000		669		16000		235		2800000		5100000		15.2		7900000		35400000		30800		21900		9300		1940						Total DDTs (calc'd) (ppb)		0.2		11500		103.4690041152		8.6859759679		0.954		16000		826.7593809524		64.0452670782		Total DDTs (calc'd) (ppb)		0.2		11500		105.971017094		8.4924600741		0.954		16000		687.6400784314		49.9189532987		Total DDTs (calc'd) (ppb)		0.2		11500		102.0725511811		9.3065853979		0.954		16000		1094.8527096774		73.9255310794		Total DDTs (calc'd) (ppb)		0.2		11500		105.3482633745		9.1845792692		0.954		16000		815.8865238095		46.3700543201		Total DDTs (calc'd) (ppb)		0.2		11500		112.3190194553		9.8214807199		0.954		16000		1107.1740714286		56.3077104867		Total DDTs (calc'd) (ppb)		0.2		11500		130.4208744186		10.3366989328		0.954		16000		454.6624857143		16.8784502611		Total DDTs (calc'd) (ppb)		0.2		11500		103.0937518797		9.7058412245		0.954		16000		1707.5749473684		151.9912780252		Total DDTs (calc'd) (ppb)		0.2		11500		103.6596893939		9.7341383574		0.78		16000		1547.6525714286		112.7548183042

				Mean		36.5894308943		12.4800941176		22057.542662116		83.6162328767		0.7172767857		4.3485324232		11.962295082		2721.5545454545		101.8041666667		19.9404285714		0.3221907216		757.5		32.4925		61.666552901		0.9349807692		62.7856756757		8.94975		16.3613636364		7.8029032258		2.5218		37.7623208191		0.0993470588		24.9725978648		24.6784		25.3147727273		6461.0487804878		0.1401666667		0.2302303754		24.8985416667		69.4355035714		27.8196468401		138.5445454545		3.21415625		7.1858823529		47.5016723549		4497.9151428572		9.7216808511		210.0591649123		4.4639764706		40167.3958188153		35136.2607773852		1.9042969283		74974.2878472222		1011584.55421687		362.3761038961		848.7347142857		287.9494520548		153.3010238908						Total Endosulfan (calc'd) (ppb)		0.13		235		3.6755333333		0.4460889701		0.26		45		10.3773		3.4645384152		Total Endosulfan (calc'd) (ppb)		0.13		235		3.7196575342		0.4367423935		0.24		45		8.9919166667		2.8003859362		Total Endosulfan (calc'd) (ppb)		0.13		235		3.9496447368		0.4835527539		0.26		45		8.8072222222		2.2019864356		Total Endosulfan (calc'd) (ppb)		0.13		235		3.8132112676		0.4376842363		0.26		45		7.7642857143		2.1241668987		Total Endosulfan (calc'd) (ppb)		0.13		235		4.1510125		0.5416622134		0.23		45		9.4714		1.2049149639		Total Endosulfan (calc'd) (ppb)		0.13		235		5.5751896552		0.6427866435		0.14		45		2.0769259259		0.434850832		Total Endosulfan (calc'd) (ppb)		0.13		235		4.073308642		0.52777604		0.26		45		12.375		2.4897771467		Total Endosulfan (calc'd) (ppb)		0.13		235		4.073308642		0.52777604		0.26		45		12.375		2.4897771467

				Geometric Mean		16.1529749826		0.9486567461		20588.9719253418		62.0075776599		0.2956466514		3.818640393		9.7970736588		162.2128234482		22.9914863992		4.2356379664		0.236252055		21.7792336346		28.9479108684		40.4244226897		0.4343444043		11.2843516601		0.5217791951		4.8954388857		2.4514616553		0.7240145611		19.3520727657		0.0684116356		23.4858067322		8.2082795923		12.9137277948		2086.3738056344		0.1265968818		0.1602128968		5.1641796349		4.9162875767		3.0216878528		3.6531910993		0.2371225595		2.0283187542		33.3650796601		211.7551069939		1.4926243639		11.659650918		0.5677455098		1250.1977961232		275.1725945022		1.3874207555		1534.4509695461		96594.0915318477		64.2449228283		123.9660463461		32.1546383791		122.9489818827						Total HPAHs (calc'd) (ppb)		3.9		610000		9340.9942622951		837.1056422599		380		2800000		215089.302325581		12174.5722191799		Total HPAHs (calc'd) (ppb)		3.9		610000		9384.8621276596		798.9691546043		380		2800000		179280.769230769		9456.6507271917		Total HPAHs (calc'd) (ppb)		3.9		610000		10372.8964705882		917.3949302136		64		2800000		277592.3125		14728.4544147752		Total HPAHs (calc'd) (ppb)		4.7		610000		10003.1674897119		923.0043371682		3.9		2800000		206756.202272727		6679.3783530093		Total HPAHs (calc'd) (ppb)		3.9		1300000		16912.4519379845		1047.7478907634		15		2800000		247056.206896552		6019.2084155667		Total HPAHs (calc'd) (ppb)		3.9		1300000		20001.5448598131		1143.1222553265		15		2800000		99283.7260273972		1625.4493745725		Total HPAHs (calc'd) (ppb)		3.9		1300000		16564.002238806		1019.4096793714		380		2800000		373099.473684211		22239.6457340609		Total HPAHs (calc'd) (ppb)		3.9		1300000		16237.2015037594		1012.2137135227		57		2800000		343283.190476191		18138.2151582938

		Case Summaries																																																																																																								Total LPAHs (calc'd) (ppb)		2.3		650000		4287.6158333333		170.8831014072		38		5100000		207314.744186046		3930.3362391411		Total LPAHs (calc'd) (ppb)		2.3		650000		4393.0034632035		163.0601347091		38		5100000		171707.269230769		2812.8877021807		Total LPAHs (calc'd) (ppb)		2.3		650000		4538.1027888446		188.3242206167		13		5100000		275140.5625		5388.4388540183		Total LPAHs (calc'd) (ppb)		2.3		650000		4478.4870292887		187.3073308724		2.4		5100000		201663.713636364		2223.2719942355		Total LPAHs (calc'd) (ppb)		2.3		650000		6751.6173228346		219.2287953555		11		5100000		283746.586206897		2014.4080190823		Total LPAHs (calc'd) (ppb)		2.3		650000		8072.4457142857		235.0975169822		8.2		5100000		112991.071232877		432.7618768563		Total LPAHs (calc'd) (ppb)		2.3		650000		6531.4272727273		215.355169009		38		5100000		432592.894736842		8292.7433695516		Total LPAHs (calc'd) (ppb)		2.3		650000		6455.3041984733		214.0278712687		7.1		5100000		392965.338095238		6326.9195646741

		Chiro S L2				4-Methylphenol (ppb)		Aldrin (ppb)		Aluminum (ppm)		Ammonia (ppm)		Antimony (ppm)		Arsenic (ppm)		Benzyl alcohol (ppb)		Bis(2-ethylhexyl) phthalate (ppb)		Butylbenzyl phthalate (ppb)		Butyltin ion (ppb)		Cadmium (ppm)		Carbazole (ppb)		Chromium (ppm)		Copper (ppm)		delta-Hexachlorocyclohexane (ppb)		Dibutyltin ion (ppb)		Dieldrin (ppb)		Diethyl phthalate (ppb)		Endrin (ppb)		Endrin ketone (ppb)		Lead (ppm)		Mercury (ppm)		Nickel (ppm)		Pentachlorophenol (ppb)		Phenol (ppb)		PYO_PTO (mg/kg)		Selenium (ppm)		Silver (ppm)		Sulfide (ppm)		Sum DDD (calc'd) (ppb)		Sum DDE (calc'd) (ppb)		Sum DDT (calc'd) (ppb)		Sum of 34 PAHs (ESB calc'd) (TU)		Tetrabutyltin (ppb)		Total % Fines (calc'd) (pct)		Total Benzofluoranthenes (calc'd) (ppb)		Total Chlordane (calc'd) (ppb)		Total DDTs (calc'd) (ppb)		Total Endosulfan (calc'd) (ppb)		Total HPAHs (calc'd) (ppb)		Total LPAHs (calc'd) (ppb)		Total organic carbon (pct)		Total PAHs (calc'd) (ppb)		Total PCB Congeners (calc'd) (ppt)		Total PCBs (calc'd) (ppb)		Total Toxic Dioxin Furans (calc'd) (ppt)		Tributyltin ion (ppb)		Zinc (ppm)						Total organic carbon (pct)		0.1		13		1.699368		1.2763224099		0.31		15.2		3.095744186		2.2539857515		Total organic carbon (pct)		0.1		13		1.7037427386		1.2777222916		0.11		15.2		2.8337884615		2.0323398357		Total organic carbon (pct)		0.1		13		1.7226130268		1.3099173727		0.31		15.2		3.38615625		2.2172932652		Total organic carbon (pct)		0.1		13		1.7183212851		1.3029248249		0.31		15.2		2.95675		1.9798767113		Total organic carbon (pct)		0.1		13		1.7542765152		1.3036756017		0.37		15.2		3.27		2.4454181602		Total organic carbon (pct)		0.1		13		1.7627681818		1.2548541731		0.31		15.2		2.3308219178		1.8778047597		Total organic carbon (pct)		0.1		13		1.7648138686		1.3233906362		0.38		15.2		3.9157894737		2.7423953134		Total organic carbon (pct)		0.1		13		1.7686360294		1.3306638194		0.17		15.2		3.6614285714		2.3832098554

		0		Minimum		2.6		0.052		5060		0.26		0.06		1.02		2.2		4.2		2.7		0.16		0.043		1.6		9.81		9.7		0.092		0.14		0.038		1.7		0.055		0.078		3.23		0.009		9.2		0.27		3.1		83		0.04		0.024		0.2		0.14		0.11		0.099		0.011		0.33		0.62		0.64		0.11		0.2		0.13		4.7		2.3		0.1		6.1		598		4.52		3.75		0.45		42.5						Total PAHs (calc'd) (ppb)		6.1		1300000		13709.6118367347		1004.2548568153		420		7900000		424040.465116279		17176.97105455		Total PAHs (calc'd) (ppb)		6.1		1300000		13859.9360169492		957.1204165712		420		7900000		352339.423076923		13070.0145082133		Total PAHs (calc'd) (ppb)		6.1		1300000		15014.093359375		1102.122455823		77		7900000		554655.84375		21663.9843538518		Total PAHs (calc'd) (ppb)		6.1		1300000		14581.5803278688		1104.0847267024		6.3		7900000		409879.302272727		9520.9250652951		Total PAHs (calc'd) (ppb)		6.1		1700000		23693.7640926641		1265.5118005678		26		7900000		532962.413793103		8577.5421728289		Total PAHs (calc'd) (ppb)		6.1		1700000		28061.7948837209		1368.5619163044		26		7900000		213141.219178082		2149.2951128335		Total PAHs (calc'd) (ppb)		6.1		1700000		23155.3342007435		1235.0930094482		420		7900000		808621.578947368		33142.2551385237		Total PAHs (calc'd) (ppb)		6.1		1700000		22729.2917602996		1226.3167423811		64		7900000		739232.095238095		26527.3145424177

				Maximum		510		691		39300		276		19.3		34		36		440000		2800		540		3.51		1100		224		1080		2.35		910		21.5		370		20.7		8.5		1290		0.722		200		320		120		4300		0.29		1.72		543		2460		906		8110		110		97		100		53000		669		11500		235		610000		650000		13		1300000		12500000		3500		21900		9300		1940						Total PCB Congeners (calc'd) (ppt)		598		12500000		630950.264705883		88025.7668106512		7300		35400000		2737126.66666667		147173.157582633		Total PCB Congeners (calc'd) (ppt)		598		12500000		637609.968253968		84911.7054402062		7300		35400000		2189604.5		144976.298695741		Total PCB Congeners (calc'd) (ppt)		598		12500000		612264.630136986		94157.9561004787		7300		35400000		3926620		116394.752654674		Total PCB Congeners (calc'd) (ppt)		598		12500000		639329.823529412		92532.17493024		7300		35400000		2699139.33333333		117363.365056857		Total PCB Congeners (calc'd) (ppt)		598		12500000		591252.945945946		83788.5588342257		32600		35400000		4467644.44444444		311030.542915543		Total PCB Congeners (calc'd) (ppt)		598		12500000		732787.551724138		101580.348789456		5750		35400000		1658393.6		85948.314342552		Total PCB Congeners (calc'd) (ppt)		598		12500000		573289.844155845		84745.4020924542		32600		35400000		6636366.66666667		517995.025443038		Total PCB Congeners (calc'd) (ppt)		598		12500000		585332.24		84298.577079929		32600		35400000		5007700		346176.271747243

				Mean		32.0096491228		12.0767285714		22110.6425702811		78.7658870968		0.7165079365		4.3565461847		10.7137931034		2959.2454545455		105.5123595506		21.6779032258		0.2942479839		55.5560693642		31.7633467742		64.5702811245		0.5047105263		69.0190769231		1.3575238095		17.1365853659		4.9844210526		1.2067213115		32.5145783133		0.0901726531		24.5640167364		25.9227692308		18.24		1215.5909090909		0.1339361702		0.2117008032		11.37325		31.0003991597		10.3755367965		77.1226078431		1.7999508197		7.9486666667		46.1999598394		1346.0583966245		5.9544926108		105.3482633745		3.8132112676		10003.1674897119		4478.4870292887		1.7183212851		14581.5803278688		639329.823529412		223.4754901961		885.022		318.28625		153.2911646586						Total PCBs (calc'd) (ppb)		4.52		3500		216.100990099		57.4414984791		8.58		30800		1381.2579310345		140.10507153		Total PCBs (calc'd) (ppb)		4.52		3250		201.2943589744		55.266739206		8.58		30800		1234.9022222222		145.1955258638		Total PCBs (calc'd) (ppb)		4.52		3500		226.3254716981		61.009837959		8.58		30800		1880.4147368421		114.3431481305		Total PCBs (calc'd) (ppb)		4.52		3500		223.4754901961		59.7435795518		8.58		30800		1411.8474074074		111.2239318391		Total PCBs (calc'd) (ppb)		4.52		3500		228.2559241706		60.6680482401		8.58		30800		1777.344		117.5736575967		Total PCBs (calc'd) (ppb)		4.52		3500		263.8333333333		67.1711556441		8.58		30800		643.223		56.5859208604		Total PCBs (calc'd) (ppb)		4.52		3500		222.5409090909		60.7902465919		8.58		30800		3159.08		194.0604104917		Total PCBs (calc'd) (ppb)		4.52		3500		223.9174311927		60.968772572		8.58		30800		2684.2215384615		154.5347777375

				Geometric Mean		15.1501158005		0.8067342707		20702.0696695502		58.6060831684		0.2959080705		3.812589674		9.4684270093		154.6161235939		23.527179029		4.1712299966		0.2283438932		15.4320008921		28.4544479143		40.6311166349		0.3923848064		11.6046382308		0.3966215683		4.9048244701		1.6820225672		0.647313442		18.4981332944		0.0652377642		23.1051566364		7.7320495768		12.6501125441		884.4460137349		0.1214225496		0.1537896651		4.1793279523		3.7861709969		2.4113652314		3.0143933128		0.1819615091		2.1694239145		31.5813960285		160.0667395518		1.27919798		9.1845792692		0.4376842363		923.0043371682		187.3073308724		1.3029248249		1104.0847267024		92532.17493024		59.7435795518		115.4371618034		33.4049552012		123.0767228249						Total Toxic Dioxin Furans (calc'd) (ppt)		3.75		21900		872.9307575758		115.664905347		159		698		449.5		389.0197237026		Total Toxic Dioxin Furans (calc'd) (ppt)		3.75		21900		884.1143076923		115.2511940936		146		698		388.8		319.7774743029		Total Toxic Dioxin Furans (calc'd) (ppt)		3.75		21900		868.7526865672		118.5213061619		159		698		401.6666666667		338.0211930738		Total Toxic Dioxin Furans (calc'd) (ppt)		3.75		21900		885.022		115.4371618034		146		698		377		313.1447830001		Total Toxic Dioxin Furans (calc'd) (ppt)		3.75		21900		689.2898484848		114.9688468382		12.3		12900		3479.575		429.7592570664		Total Toxic Dioxin Furans (calc'd) (ppt)		3.75		21900		692.6936206897		102.2027569027		12.3		12900		1602.9333333333		315.1592739141		Total Toxic Dioxin Furans (calc'd) (ppt)		3.75		21900		850.9192753623		120.8996867183		698		698		698		698		Total Toxic Dioxin Furans (calc'd) (ppt)		3.75		21900		850.9192753623		120.8996867183		698		698		698		698

		1		Minimum		4.9		0.166		1950		12.6		0.08		1.89		6.3		39		4.6		1.4		0.072		2.5		12.2		14.3		0.17		0.2		0.153		2.9		0.043		0.26		5.46		0.02		10.8		2.4		3.5		500		0.06		0.04		0.7		0.252		0.514		0.099		0.022		0.66		2.6		1.4		0.3		0.954		0.26		3.9		2.4		0.31		6.3		7300		8.58		146		0.59		9.7						Tributyltin ion (ppb)		0.45		9300		314.1618461538		33.0613451769		0.59		340		74.97375		25.6518621532		Tributyltin ion (ppb)		0.45		2750		180.5586666667		28.7896968699		0.59		9300		783.5992307692		53.5565095257		Tributyltin ion (ppb)		0.45		9300		306.8734328358		33.7575630443		0.59		340		76.6316666667		18.6775691293		Tributyltin ion (ppb)		0.45		9300		318.28625		33.4049552012		0.59		340		72.2211111111		24.5150043782		Tributyltin ion (ppb)		0.45		9300		315.5563636364		35.7922736825		0.59		83		27.6557142857		11.7053544812		Tributyltin ion (ppb)		0.49		2750		186.5191071429		34.2221643027		0.45		9300		622.0729411765		26.1873859696		Tributyltin ion (ppb)		0.45		9300		299.8502857143		34.9472064916		0.59		23		10.2633333333		4.605789811		Tributyltin ion (ppb)		0.45		9300		299.8502857143		34.9472064916		0.59		23		10.2633333333		4.605789811

				Maximum		390		132		41200		352		6.37		16.9		90		4500		290		17		5.41		56000		146		120		21.2		45		356		11		38.6		90.1		956		2.01		53.2		43		680		59000		0.28		4.44		998		3040		2530		13000		120		3.1		89		260000		660		16000		45		2800000		5100000		15.2		7900000		35400000		30800		698		340		717						Zinc (ppm)		9.7		1940		148.4728		119.1477557432		71.8		731		181.3720930233		147.5780805394		Zinc (ppm)		42.5		1940		143.3684647303		118.3661023575		9.7		1360		199.3346153846		146.617199451		Zinc (ppm)		9.7		1940		152.3329501916		122.0224017647		56.3		717		161.196875		130.7739428989		Zinc (ppm)		42.5		1940		153.2911646586		123.0767228249		9.7		717		153.3568181818		122.2285783902		Zinc (ppm)		9.7		1940		145.625		119.8402544622		67.3		1360		223.1793103448		155.2299219275		Zinc (ppm)		42.5		1940		150.7163636364		122.0455514012		9.7		1360		161.0904109589		125.7122970411		Zinc (ppm)		9.7		1940		149.4832116788		121.1011697164		80.1		731		208.3578947368		152.9559633678		Zinc (ppm)		9.7		1940		149.8360294118		121.4311555988		44		731		198.180952381		144.4110930858

				Mean		94.6		14.3624666667		21757.0454545455		110.9545454545		0.7214285714		4.3031818182		36.1		701.1818181818		54.6571428571		6.475		0.4833488372		4552.384375		36.6022727273		45.2340909091		2.1028571429		17.7666666667		62.0953333333		5.7666666667		12.2655		11.4351111111		67.4597727273		0.1504318182		27.2976190476		16.59		96.0625		12534.7368421053		0.1626923077		0.3350909091		92.525		287.2344285714		133.8614736842		468.2833684211		11.0565681818		1.465		54.8681818182		21869.776744186		33.61978125		815.8865238095		7.7642857143		206756.202272727		201663.713636364		2.95675		409879.302272727		2699139.33333333		1411.8474074074		377		72.2211111111		153.3568181818						Chiro G L3		0								1								Chiro G L2		0								1								Chiro S L3		0								1								Chiro S L2		0								1								Hyal G L3		0								1								Hyal G L2		0								1								Hyal S L3		0								1								Hyal S L2		0								1

				Geometric Mean		36.3788569498		2.0208893401		19960.4851769574		85.2211392202		0.2942389736		3.8530633448		18.949078793		243.8617058985		17.1549118706		4.7697182144		0.2875107618		140.25799709		31.8936562911		39.2743790696		0.5722609032		9.2191428069		3.5584410455		4.768954732		4.4508997024		1.5465670918		24.9829267549		0.0891264493		25.7743855333		12.1053113195		15.8717207018		5635.903724566		0.1472132887		0.2019581299		14.8756443342		21.5996768876		11.9098147788		10.2515084318		1.0295874422		1.2248265129		45.5326411119		990.0962935455		3.9724892541		46.3700543201		2.1241668987		6679.3783530093		2223.2719942355		1.9798767113		9520.9250652951		117363.365056857		111.2239318391		313.1447830001		24.5150043782		122.2285783902						1-Methylnaphthalene (ppb)		0.52		70		5.8509090909		2.5307570573		3.6		120		46.8666666667		19.4376708077		1-Methylnaphthalene (ppb)		0.52		70		5.8075471698		2.4536705398		3		120		30.92		11.9368385966		1-Methylnaphthalene (ppb)		0.52		120		8.049122807		2.8000449607		3.6		3.6		3.6		3.6		1-Methylnaphthalene (ppb)		0.52		120		7.9964285714		2.7324598945		3.6		11		7.3		6.292853089		1-Methylnaphthalene (ppb)		0.52		120		7.8857142857		2.7003303825		4.8		16		10.4		8.7635609201		1-Methylnaphthalene (ppb)		0.52		120		6.9886666667		1.9924813804		0.94		70		9.0264285714		4.0680713206		1-Methylnaphthalene (ppb)		0.52		120		7.9724137931		2.812203121										1-Methylnaphthalene (ppb)		0.52		120		7.9724137931		2.812203121

		Total		Minimum		2.6		0.052		1950		0.26		0.06		1.02		2.2		4.2		2.7		0.16		0.043		1.6		9.81		9.7		0.092		0.14		0.038		1.7		0.043		0.078		3.23		0.009		9.2		0.27		3.1		83		0.04		0.024		0.2		0.14		0.11		0.099		0.011		0.33		0.62		0.64		0.11		0.2		0.13		3.9		2.3		0.1		6.1		598		4.52		3.75		0.45		9.7						alpha-Hexachlorocyclohexane (ppb)		0.047		5.03		0.6403809524		0.3140515892		0.069		10		1.5300909091		0.511255668		alpha-Hexachlorocyclohexane (ppb)		0.047		5.03		0.6545901639		0.3201860697		0.069		10		1.3265384615		0.4331680787		alpha-Hexachlorocyclohexane (ppb)		0.047		5.03		0.6295909091		0.3170110181		0.069		10		1.95275		0.5680634284		alpha-Hexachlorocyclohexane (ppb)		0.047		5.03		0.6562419355		0.3272799595		0.069		10		1.374		0.3966643934		alpha-Hexachlorocyclohexane (ppb)		0.047		5.03		0.6609411765		0.3211597736		0.144		10		2.0385		0.5954437565		alpha-Hexachlorocyclohexane (ppb)		0.047		5.03		0.689140625		0.3348640771		0.093		10		1.307		0.3559995365		alpha-Hexachlorocyclohexane (ppb)		0.047		5.03		0.6484788732		0.3226564603		0.093		10		3.711		0.9889449018		alpha-Hexachlorocyclohexane (ppb)		0.047		5.03		0.6500714286		0.3203169204		0.093		10		2.9175		0.8489314899

				Maximum		510		691		41200		352		19.3		34		90		440000		2800		540		5.41		56000		224		1080		21.2		910		356		370		38.6		90.1		1290		2.01		200		320		680		59000		0.29		4.44		998		3040		2530		13000		120		97		100		260000		669		16000		235		2800000		5100000		15.2		7900000		35400000		30800		21900		9300		1940						beta-Endosulfan (ppb)		0.071		235		7.5300909091		0.345977921		0.209		3.14		0.8736666667		0.5633722297		beta-Endosulfan (ppb)		0.071		235		7.7605625		0.3547690958		0.155		3.14		0.771		0.4685211357		beta-Endosulfan (ppb)		0.071		235		7.5370909091		0.3530758014		0.209		3.14		0.8351666667		0.5038343886		beta-Endosulfan (ppb)		0.071		235		8.2557666667		0.3549073104		0.209		3.14		0.6735555556		0.4398702097		beta-Endosulfan (ppb)		0.071		235		6.8364054054		0.3738169027		0.227		0.561		0.394		0.3568571143		beta-Endosulfan (ppb)		0.071		235		7.6145454545		0.4026456674		0.072		1.3		0.4091666667		0.2446160134		beta-Endosulfan (ppb)		0.071		235		6.9395833333		0.3531680464		0.209		3.14		1.3033333333		0.7167146226		beta-Endosulfan (ppb)		0.071		235		6.9395833333		0.3531680464		0.209		3.14		1.3033333333		0.7167146226

				Mean		36.5894308943		12.4800941176		22057.542662116		83.6162328767		0.7172767857		4.3485324232		11.962295082		2721.5545454545		101.8041666667		19.9404285714		0.3221907216		757.5		32.4925		61.666552901		0.9349807692		62.7856756757		8.94975		16.3613636364		7.8029032258		2.5218		37.7623208191		0.0993470588		24.9725978648		24.6784		25.3147727273		6461.0487804878		0.1401666667		0.2302303754		24.8985416667		69.4355035714		27.8196468401		138.5445454545		3.21415625		7.1858823529		47.5016723549		4497.9151428572		9.7216808511		210.0591649123		4.4639764706		40167.3958188153		35136.2607773852		1.9042969283		74974.2878472222		1011584.55421687		362.3761038961		848.7347142857		287.9494520548		153.3010238908						beta-Hexachlorocyclohexane (ppb)		0.078		10.8		2.40209375		1.4009867753		0.29		26.4		4.53953125		2.2208677823		beta-Hexachlorocyclohexane (ppb)		0.16		10.8		2.4297973856		1.4437962193		0.078		26.4		4.0472051282		1.8168849322		beta-Hexachlorocyclohexane (ppb)		0.078		10.8		2.4236508876		1.4067651464		0.386		26.4		5.2175217391		2.5803793627		beta-Hexachlorocyclohexane (ppb)		0.078		10.8		2.4680189873		1.4330217901		0.328		26.4		4.1074411765		1.9459175466		beta-Hexachlorocyclohexane (ppb)		0.078		10.8		2.4242471264		1.4074435899		0.649		26.4		5.9878333333		3.0397877515		beta-Hexachlorocyclohexane (ppb)		0.078		10.8		2.5501883117		1.5331861381		0.19		26.4		3.6018684211		1.4329309591		beta-Hexachlorocyclohexane (ppb)		0.078		10.8		2.4262154696		1.4253022147		0.685		26.4		8.2231818182		4.0322420133		beta-Hexachlorocyclohexane (ppb)		0.078		10.8		2.4233611111		1.4195806437		0.685		26.4		7.7829166667		3.9274740003

				Geometric Mean		16.1529749826		0.9486567461		20588.9719253418		62.0075776599		0.2956466514		3.818640393		9.7970736588		162.2128234482		22.9914863992		4.2356379664		0.236252055		21.7792336346		28.9479108684		40.4244226897		0.4343444043		11.2843516601		0.5217791951		4.8954388857		2.4514616553		0.7240145611		19.3520727657		0.0684116356		23.4858067322		8.2082795923		12.9137277948		2086.3738056344		0.1265968818		0.1602128968		5.1641796349		4.9162875767		3.0216878528		3.6531910993		0.2371225595		2.0283187542		33.3650796601		211.7551069939		1.4926243639		11.659650918		0.5677455098		1250.1977961232		275.1725945022		1.3874207555		1534.4509695461		96594.0915318477		64.2449228283		123.9660463461		32.1546383791		122.9489818827						Diesel Range Hydrocarbons (ppm)		2.6		1700		135.9280701754		83.9638214569		50		39000		4086.8064516129		908.6621322983		Diesel Range Hydrocarbons (ppm)		2.6		1700		132.7496969697		82.4467625366		39		39000		3460.2972972973		669.8677592838		Diesel Range Hydrocarbons (ppm)		2.6		1700		149.0872222222		89.0925578043		59		39000		5595.4090909091		1482.0191535821		Diesel Range Hydrocarbons (ppm)		2.6		1700		141.6029069767		86.4189904511		51		39000		4185.9666666667		833.9026410912		Diesel Range Hydrocarbons (ppm)		2.6		4700		206.9486187845		95.7677063637		66		39000		5356.0476190476		908.9745612327		Diesel Range Hydrocarbons (ppm)		2.6		4700		235.5763888889		101.0968343618		27		39000		2000.2017241379		189.099429937		Diesel Range Hydrocarbons (ppm)		2.6		4700		202.613368984		95.8530139183		120		39000		7469.7333333333		2211.3836318515		Diesel Range Hydrocarbons (ppm)		2.6		4700		201.4048648649		96.1234206555		8.8		39000		6627.9294117647		1482.4850983527

		Case Summaries																																																																																																								gamma-Hexachlorocyclohexane (ppb)		0.1		10.9		2.77254		1.5584059789		0.294		10.2		2.061		0.9208281244		gamma-Hexachlorocyclohexane (ppb)		0.1		10.9		2.832		1.5940052068		0.294		10.2		1.9179		0.9178995514		gamma-Hexachlorocyclohexane (ppb)		0.1		10.9		2.6523018868		1.4626475389		0.322		10.2		2.9086		1.3152585068		gamma-Hexachlorocyclohexane (ppb)		0.1		10.9		2.78706		1.5837906498		0.294		10.2		1.97025		0.8323792957		gamma-Hexachlorocyclohexane (ppb)		0.1		10.9		2.5219811321		1.3401090959		1.31		10.2		4.29		3.3251109064		gamma-Hexachlorocyclohexane (ppb)		0.1		10.9		2.5181489362		1.3643519754		0.351		10.2		3.342		1.8761397202		gamma-Hexachlorocyclohexane (ppb)		0.1		10.9		2.5675454545		1.3886840451		1.31		10.2		4.6333333333		3.1726570021		gamma-Hexachlorocyclohexane (ppb)		0.1		10.9		2.5675454545		1.3886840451		1.31		10.2		4.6333333333		3.1726570021

		Hyal G L3				4-Methylphenol (ppb)		Aldrin (ppb)		Aluminum (ppm)		Ammonia (ppm)		Antimony (ppm)		Arsenic (ppm)		Benzyl alcohol (ppb)		Bis(2-ethylhexyl) phthalate (ppb)		Butylbenzyl phthalate (ppb)		Butyltin ion (ppb)		Cadmium (ppm)		Carbazole (ppb)		Chromium (ppm)		Copper (ppm)		delta-Hexachlorocyclohexane (ppb)		Dibutyltin ion (ppb)		Dieldrin (ppb)		Diethyl phthalate (ppb)		Endrin (ppb)		Endrin ketone (ppb)		Lead (ppm)		Mercury (ppm)		Nickel (ppm)		Pentachlorophenol (ppb)		Phenol (ppb)		PYO_PTO (mg/kg)		Selenium (ppm)		Silver (ppm)		Sulfide (ppm)		Sum DDD (calc'd) (ppb)		Sum DDE (calc'd) (ppb)		Sum DDT (calc'd) (ppb)		Sum of 34 PAHs (ESB calc'd) (TU)		Tetrabutyltin (ppb)		Total % Fines (calc'd) (pct)		Total Benzofluoranthenes (calc'd) (ppb)		Total Chlordane (calc'd) (ppb)		Total DDTs (calc'd) (ppb)		Total Endosulfan (calc'd) (ppb)		Total HPAHs (calc'd) (ppb)		Total LPAHs (calc'd) (ppb)		Total organic carbon (pct)		Total PAHs (calc'd) (ppb)		Total PCB Congeners (calc'd) (ppt)		Total PCBs (calc'd) (ppb)		Total Toxic Dioxin Furans (calc'd) (ppt)		Tributyltin ion (ppb)		Zinc (ppm)						Methoxychlor (ppb)		0.048		33.6		5.0718695652		2.0113386724		0.114		7.37		2.2425714286		1.1192942256		Methoxychlor (ppb)		0.048		33.6		5.1822222222		2.1472825226		0.106		7.37		1.9755		0.8336609588		Methoxychlor (ppb)		0.048		33.6		4.9945957447		1.9970893086		0.114		7.37		2.3763333333		1.0732672856		Methoxychlor (ppb)		0.048		33.6		5.2444090909		2.0851232638		0.114		7.37		2.0277777778		1.0690912401		Methoxychlor (ppb)		0.048		33.6		4.6961568627		1.8071808274		2.13		7.37		4.75		3.9620827856		Methoxychlor (ppb)		0.048		33.6		4.6961568627		1.8071808274		2.13		7.37		4.75		3.9620827856		Methoxychlor (ppb)		0.048		33.6		4.6468076923		1.8129017332		7.37		7.37		7.37		7.37		Methoxychlor (ppb)		0.048		33.6		4.6468076923		1.8129017332		7.37		7.37		7.37		7.37

		0		Minimum		2.6		0.052		1950		0.26		0.06		1.02		2.2		4.2		2.7		0.16		0.043		1.6		9.81		9.7		0.092		0.14		0.038		1.7		0.043		0.078		3.23		0.009		9.2		0.27		3.1		83		0.04		0.024		0.2		0.14		0.11		0.099		0.011		0.33		0.62		0.64		0.11		0.2		0.13		3.9		2.3		0.1		6.1		598		4.52		3.75		0.45		9.7						Pyrene (ppb)		0.82		190000		2288.2310743802		164.3321359513		56		910000		62867.1860465116		2815.6206032061		Pyrene (ppb)		0.82		190000		2310.4030901288		156.6811865928		56		910000		52283.0192307692		2132.0634323349		Pyrene (ppb)		0.82		190000		2521.6834782609		180.2709102639		11		910000		81845.46875		3596.2880259431		Pyrene (ppb)		0.82		190000		2428.9195041322		177.1963559295		5.4		910000		62075.4046511628		1842.2979668282		Pyrene (ppb)		0.82		330000		4210.625859375		208.4761173764		5.4		910000		75142.0931034482		1358.4339630718		Pyrene (ppb)		0.82		330000		5004.2760377358		226.8758790547		5.4		910000		30084.0328767123		343.3565318687		Pyrene (ppb)		0.82		330000		4107.5448120301		202.4943040296		56		910000		113917.578947368		5475.9466618442		Pyrene (ppb)		0.82		330000		4032.5640909091		201.0261065644		10		910000		104402.095238095		4383.3278288444

				Maximum		510		691		41200		334		19.3		22.9		36		440000		2800		540		3.51		30000		224		562		2.35		910		21.5		370		38.6		8.5		1290		0.722		200		320		120		15000		0.28		1.72		998		2460		906		8110		110		97		100		160000		669		11500		235		1300000		650000		13		1700000		12500000		3500		21900		9300		1940						Residual Range Hydrocarbons (ppm)		9.2		2600		496.5187878788		365.2555367909		150		18000		3788.4516129032		1443.4832456003		Residual Range Hydrocarbons (ppm)		9.2		2600		491.9220125786		361.9979376222		150		18000		3274.3783783784		1200.4677332092		Residual Range Hydrocarbons (ppm)		9.2		3600		528.1710982659		386.0243517593		24		18000		4695.3913043478		1535.8302476937		Residual Range Hydrocarbons (ppm)		9.2		2600		509.8329268293		384.2461078966		16		18000		3617.34375		1066.4643716313		Residual Range Hydrocarbons (ppm)		9.2		10000		607.0781609195		396.5114244096		16		18000		4260.7272727273		1322.920835429		Residual Range Hydrocarbons (ppm)		9.2		10000		663.8875912409		406.2210791437		16		18000		1837.5423728814		587.4614059029		Residual Range Hydrocarbons (ppm)		9.2		10000		601.9204419889		393.9228192966		150		18000		6028		2512.203111929		Residual Range Hydrocarbons (ppm)		9.2		10000		602.7351955307		396.0945046084		58		18000		5381.0588235294		1906.5577068326

				Mean		33.703539823		11.6769324324		21863.1060606061		81.0704942966		0.6169950739		4.2153787879		10.450877193		2894.3796875		103.21		21.34625		0.2966469466		236.6989247312		31.5829277567		57.7386363636		0.466326087		67.667761194		1.3184772727		17.0292682927		7.9124166667		1.243421875		33.9090909091		0.0905088462		24.6535714286		24.4178787879		17.9962962963		2261.6538461538		0.1368018868		0.2064450758		18.4394859813		37.5539920635		11.1423278689		76.6683456221		2.0478030888		7.581875		45.6086742424		2201.7563346614		6.9103691589		112.3190194553		4.1510125		16912.4519379845		6751.6173228346		1.7542765152		23693.7640926641		591252.945945946		228.2559241706		689.2898484848		315.5563636364		145.625						Hexachlorobenzene (ppb)		0.062		338		5.451136		0.683764854		0.26		16.8		2.5468387097		1.317803065		Hexachlorobenzene (ppb)		0.062		338		5.607322314		0.6981093037		0.1		16.8		2.3388		1.1379250574		Hexachlorobenzene (ppb)		0.062		338		5.2314090909		0.6999208038		0.26		16.8		2.90825		1.4033868358		Hexachlorobenzene (ppb)		0.062		338		5.567398374		0.7197253244		0.1		16.8		2.2895151515		1.0461936196		Hexachlorobenzene (ppb)		0.062		338		4.9554859155		0.7129557272		0.26		16.8		4.0475		1.9129431358		Hexachlorobenzene (ppb)		0.062		338		4.9755248227		0.7074431068		0.26		16.8		3.9196666667		1.9266991092		Hexachlorobenzene (ppb)		0.062		338		5.0678188406		0.7018159746		0.4		16.8		3.3880555556		1.7333392446		Hexachlorobenzene (ppb)		0.062		338		6.0778363636		0.8216395589		0.1		16.8		1.9952608696		0.6857547242

				Geometric Mean		15.2194799673		0.8215822134		20340.7508778403		59.9849517628		0.2858003158		3.7640938001		9.2461760548		152.2296296626		22.7312120418		4.280948317		0.2293770369		17.2442093504		28.2766035523		39.046383317		0.3733895427		11.8943907647		0.4027792751		4.7956205731		2.0406637662		0.6576233072		18.6178236402		0.0654110928		23.141735875		7.277782631		12.2731903916		1220.2709369772		0.1235237678		0.1510868561		4.5108458523		4.1333009228		2.5670537672		3.058625633		0.2072485184		2.1476893876		31.2907311602		181.6115166303		1.3357397696		9.8214807199		0.5416622134		1047.7478907634		219.2287953555		1.3036756017		1265.5118005678		83788.5588342257		60.6680482401		114.9688468382		35.7922736825		119.8402544622						Dibenzofuran (ppb)		0.25		7200		61.929954955		6.3388197961		1.1		46000		2105.0558139535		67.9824845996		Dibenzofuran (ppb)		0.25		7200		63.4143192488		6.1331938082		1.1		46000		1745.3576923077		51.6088873268		Dibenzofuran (ppb)		0.25		7200		64.5934334764		6.8603038384		0.78		46000		2787.986875		86.4155311951		Dibenzofuran (ppb)		0.25		7200		64.4296860987		6.6926257468		0.78		46000		2140.4292857143		53.9123589559		Dibenzofuran (ppb)		0.25		7200		92.4855042017		7.5201964189		1.1		46000		3046.4555555556		61.4830330216		Dibenzofuran (ppb)		0.25		7200		111.1494329897		8.0564579481		0.4		46000		1164.8290140845		13.8518149718		Dibenzofuran (ppb)		0.25		7200		90.8680894309		7.6265932957		1.1		46000		4311.1736842105		124.1594221097		Dibenzofuran (ppb)		0.25		7200		89.402244898		7.5007121274		1.1		46000		4118.115		132.4162620433

		1		Minimum		6		0.406		11700		13.6		0.095		2.23		11		23		5.3		0.87		0.072		4.9		18.8		21.5		0.287		0.2		0.415		3.4		0.552		0.317		5.46		0.022		14.8		5.6		6.2		440		0.07		0.068		0.7		0.419		0.887		0.489		0.025		0.6		8		1.4		0.43		0.954		0.23		15		11		0.37		26		32600		8.58		12.3		0.59		67.3

				Maximum		390		132		39300		352		18.7		34		90		4500		290		10		5.41		56000		146		1080		21.2		45		356		11		20.8		90.1		956		2.01		53.2		85		680		59000		0.29		4.44		543		3040		2530		13000		120		1.1		92.4		260000		660		16000		45		2800000		5100000		15.2		7900000		35400000		30800		12900		83		1360

				Mean		69.2		17.8831818182		23827.5862068966		106.7034482759		1.6866666667		5.5606896552		33.5		769.6470588235		80.7166666667		4.945		0.5529655172		5855.8684210526		40.7413793103		97.424137931		4.528		16.0571428571		92.89375		7.2333333333		7.4274285714		16.1578333333		72.84		0.1785862069		27.7448275862		26.5888888889		110		13740		0.1656428571		0.4467586207		78.0615384615		356.3691071429		190.59028		675.62996		13.6308965517		0.85		64.7344827586		24371.5655172414		38.3702857143		1107.1740714286		9.4714		247056.206896552		283746.586206897		3.27		532962.413793103		4467644.44444444		1777.344		3479.575		27.6557142857		223.1793103448

				Geometric Mean		31.6510491921		2.4962126298		22992.6336211218		83.7645202862		0.4101777931		4.353013996		22.349043141		332.3874604331		27.2730614598		3.781172946		0.3084954535		214.1353867226		35.8121041362		55.433102445		1.3845867723		6.8174230843		8.9971057647		6.4873125293		4.5975169357		2.019738175		27.5202553063		0.1022740419		26.6994468268		19.8354133103		23.2655101702		5286.2488201115		0.1524856299		0.2732558589		15.7218748281		23.4260768442		14.8388560794		17.0726230901		0.789355478		0.8124038405		59.8499828711		799.9295463353		4.6283227477		56.3077104867		1.2049149639		6019.2084155667		2014.4080190823		2.4454181602		8577.5421728289		311030.542915543		117.5736575967		429.7592570664		11.7053544812		155.2299219275

		Total		Minimum		2.6		0.052		1950		0.26		0.06		1.02		2.2		4.2		2.7		0.16		0.043		1.6		9.81		9.7		0.092		0.14		0.038		1.7		0.043		0.078		3.23		0.009		9.2		0.27		3.1		83		0.04		0.024		0.2		0.14		0.11		0.099		0.011		0.33		0.62		0.64		0.11		0.2		0.13		3.9		2.3		0.1		6.1		598		4.52		3.75		0.45		9.7

				Maximum		510		691		41200		352		19.3		34		90		440000		2800		540		5.41		56000		224		1080		21.2		910		356		370		38.6		90.1		1290		2.01		200		320		680		59000		0.29		4.44		998		3040		2530		13000		120		97		100		260000		669		16000		235		2800000		5100000		15.2		7900000		35400000		30800		21900		9300		1940

				Mean		36.5894308943		12.4800941176		22057.542662116		83.6162328767		0.7172767857		4.3485324232		11.962295082		2721.5545454545		101.8041666667		19.9404285714		0.3221907216		757.5		32.4925		61.666552901		0.9349807692		62.7856756757		8.94975		16.3613636364		7.8029032258		2.5218		37.7623208191		0.0993470588		24.9725978648		24.6784		25.3147727273		6461.0487804878		0.1401666667		0.2302303754		24.8985416667		69.4355035714		27.8196468401		138.5445454545		3.21415625		7.1858823529		47.5016723549		4497.9151428572		9.7216808511		210.0591649123		4.4639764706		40167.3958188153		35136.2607773852		1.9042969283		74974.2878472222		1011584.55421687		362.3761038961		848.7347142857		287.9494520548		153.3010238908

				Geometric Mean		16.1529749826		0.9486567461		20588.9719253418		62.0075776599		0.2956466514		3.818640393		9.7970736588		162.2128234482		22.9914863992		4.2356379664		0.236252055		21.7792336346		28.9479108684		40.4244226897		0.4343444043		11.2843516601		0.5217791951		4.8954388857		2.4514616553		0.7240145611		19.3520727657		0.0684116356		23.4858067322		8.2082795923		12.9137277948		2086.3738056344		0.1265968818		0.1602128968		5.1641796349		4.9162875767		3.0216878528		3.6531910993		0.2371225595		2.0283187542		33.3650796601		211.7551069939		1.4926243639		11.659650918		0.5677455098		1250.1977961232		275.1725945022		1.3874207555		1534.4509695461		96594.0915318477		64.2449228283		123.9660463461		32.1546383791		122.9489818827

		Case Summaries

		Hyal G L2				4-Methylphenol (ppb)		Aldrin (ppb)		Aluminum (ppm)		Ammonia (ppm)		Antimony (ppm)		Arsenic (ppm)		Benzyl alcohol (ppb)		Bis(2-ethylhexyl) phthalate (ppb)		Butylbenzyl phthalate (ppb)		Butyltin ion (ppb)		Cadmium (ppm)		Carbazole (ppb)		Chromium (ppm)		Copper (ppm)		delta-Hexachlorocyclohexane (ppb)		Dibutyltin ion (ppb)		Dieldrin (ppb)		Diethyl phthalate (ppb)		Endrin (ppb)		Endrin ketone (ppb)		Lead (ppm)		Mercury (ppm)		Nickel (ppm)		Pentachlorophenol (ppb)		Phenol (ppb)		PYO_PTO (mg/kg)		Selenium (ppm)		Silver (ppm)		Sulfide (ppm)		Sum DDD (calc'd) (ppb)		Sum DDE (calc'd) (ppb)		Sum DDT (calc'd) (ppb)		Sum of 34 PAHs (ESB calc'd) (TU)		Tetrabutyltin (ppb)		Total % Fines (calc'd) (pct)		Total Benzofluoranthenes (calc'd) (ppb)		Total Chlordane (calc'd) (ppb)		Total DDTs (calc'd) (ppb)		Total Endosulfan (calc'd) (ppb)		Total HPAHs (calc'd) (ppb)		Total LPAHs (calc'd) (ppb)		Total organic carbon (pct)		Total PAHs (calc'd) (ppb)		Total PCB Congeners (calc'd) (ppt)		Total PCBs (calc'd) (ppb)		Total Toxic Dioxin Furans (calc'd) (ppt)		Tributyltin ion (ppb)		Zinc (ppm)

		0		Minimum		4		0.052		5060		0.26		0.06		1.02		2.2		4.2		2.7		0.16		0.043		1.6		9.81		9.7		0.092		0.14		0.038		1.7		0.055		0.078		3.23		0.009		9.2		0.27		3.1		83		0.04		0.024		0.2		0.14		0.11		0.099		0.011		0.34		0.62		0.64		0.11		0.2		0.13		3.9		2.3		0.1		6.1		598		4.52		3.75		0.49		42.5

				Maximum		510		691		41200		334		19.3		22.9		36		440000		2800		540		3.51		30000		224		493		2.35		910		21.5		370		38.6		8.5		1290		0.722		200		320		96		15000		0.28		1.63		998		2460		906		8110		110		43		100		160000		669		11500		235		1300000		650000		13		1700000		12500000		3500		21900		2750		1940

				Mean		40.6530864198		12.8717846154		21132.5		81.0252968037		0.7011585366		4.2586363636		9.7433333333		3561.7901960784		127.0449275362		22.0558181818		0.3080481651		293.2817567568		32.2315525114		56.7931818182		0.461025641		58.8473684211		1.39615		25.704		8.6261818182		1.3455535714		37.1736363636		0.0909921296		24.9841346154		27.4209090909		15.9169230769		2687.2857142857		0.1389578947		0.197875		20.2980769231		43.0165924171		12.8352772277		91.2138212291		2.3966604651		5.3015384615		42.6685909091		2611.2683091787		8.0667954545		130.4208744186		5.5751896552		20001.5448598131		8072.4457142857		1.7627681818		28061.7948837209		732787.551724138		263.8333333333		692.6936206897		186.5191071429		150.7163636364

				Geometric Mean		17.4019914521		0.8936176038		19730.6685719931		58.4718937286		0.3157318918		3.7688771442		8.3998897118		156.5611619866		27.3389581547		4.4959616091		0.232414404		21.3736081071		28.4901549757		38.2999255061		0.3647956592		11.9867279401		0.4068048431		6.0129173759		2.8193917472		0.7146745848		19.5062424133		0.064272722		23.2312756588		7.5750838176		11.562030791		1536.4080718675		0.1252108536		0.1437984535		4.5321038908		4.5292609305		2.6509723326		3.3072223068		0.2311675146		2.2008818582		28.1743294543		204.9839812652		1.4224436499		10.3366989328		0.6427866435		1143.1222553265		235.0975169822		1.2548541731		1368.5619163044		101580.348789456		67.1711556441		102.2027569027		34.2221643027		122.0455514012

		1		Minimum		2.6		0.156		1950		0.4		0.08		1.89		4.3		23		3.4		0.49		0.072		2.1		12.2		14.3		0.26		0.14		0.066		2.3		0.043		0.11		4.91		0.022		10.8		0.63		3.2		400		0.05		0.04		0.7		0.419		0.642		0.099		0.022		0.33		2.6		1.4		0.14		0.954		0.14		15		8.2		0.31		26		5750		8.58		12.3		0.45		9.7

				Maximum		390		132		39300		352		18.7		34		90		4500		290		110		5.41		56000		146		1080		21.2		840		356		11		20.8		90.1		956		2.01		53.2		85		680		59000		0.29		4.44		543		3040		2530		13000		120		97		92.4		260000		660		16000		45		2800000		5100000		15.2		7900000		35400000		30800		12900		9300		1360

				Mean		28.7523809524		11.2071		24845.3424657534		91.3890410959		0.7613333333		4.6194520548		14.1096774194		425.9107142857		37.3		12.184		0.3644246575		1962.8385964912		33.2753424658		76.3534246575		2.3568461538		75.9905882353		46.71775		4.0684210526		5.7904444444		7.2267857143		39.5364383562		0.1240684932		24.9397260274		17.1365		51.8739130435		10423.5		0.14476		0.327739726		39.3344827586		150.2237681159		72.9964029851		273.0239047619		5.6218493151		13.31		62.0671232877		9847.7219178082		14.6582881356		454.6624857143		2.0769259259		99283.7260273972		112991.071232877		2.3308219178		213141.219178082		1658393.6		643.223		1602.9333333333		622.0729411765		161.0904109589

				Geometric Mean		13.9916882067		1.1520480603		23408.1217652698		73.9498989351		0.2470293935		3.9726210945		11.3700817903		178.7159521011		14.76900256		3.4035988875		0.2480937518		22.868743305		30.365782155		47.5666640332		0.7331417258		9.2161378053		1.8112982921		3.7350812228		1.7416994404		0.7626111506		18.8947824037		0.0822860059		24.2264428309		10.2359949213		17.6503481279		2876.8812779966		0.1320051676		0.2219066433		7.7790522191		6.3172990547		4.4836451449		4.8466407108		0.2555676154		1.5555697968		55.5410270278		232.1965146932		1.7232266139		16.8784502611		0.434850832		1625.4493745725		432.7618768563		1.8778047597		2149.2951128335		85948.314342552		56.5859208604		315.1592739141		26.1873859696		125.7122970411

		Total		Minimum		2.6		0.052		1950		0.26		0.06		1.02		2.2		4.2		2.7		0.16		0.043		1.6		9.81		9.7		0.092		0.14		0.038		1.7		0.043		0.078		3.23		0.009		9.2		0.27		3.1		83		0.04		0.024		0.2		0.14		0.11		0.099		0.011		0.33		0.62		0.64		0.11		0.2		0.13		3.9		2.3		0.1		6.1		598		4.52		3.75		0.45		9.7

				Maximum		510		691		41200		352		19.3		34		90		440000		2800		540		5.41		56000		224		1080		21.2		910		356		370		38.6		90.1		1290		2.01		200		320		680		59000		0.29		4.44		998		3040		2530		13000		120		97		100		260000		669		16000		235		2800000		5100000		15.2		7900000		35400000		30800		21900		9300		1940

				Mean		36.5894308943		12.4800941176		22057.542662116		83.6162328767		0.7172767857		4.3485324232		11.962295082		2721.5545454545		101.8041666667		19.9404285714		0.3221907216		757.5		32.4925		61.666552901		0.9349807692		62.7856756757		8.94975		16.3613636364		7.8029032258		2.5218		37.7623208191		0.0993470588		24.9725978648		24.6784		25.3147727273		6461.0487804878		0.1401666667		0.2302303754		24.8985416667		69.4355035714		27.8196468401		138.5445454545		3.21415625		7.1858823529		47.5016723549		4497.9151428572		9.7216808511		210.0591649123		4.4639764706		40167.3958188153		35136.2607773852		1.9042969283		74974.2878472222		1011584.55421687		362.3761038961		848.7347142857		287.9494520548		153.3010238908

				Geometric Mean		16.1529749826		0.9486567461		20588.9719253418		62.0075776599		0.2956466514		3.818640393		9.7970736588		162.2128234482		22.9914863992		4.2356379664		0.236252055		21.7792336346		28.9479108684		40.4244226897		0.4343444043		11.2843516601		0.5217791951		4.8954388857		2.4514616553		0.7240145611		19.3520727657		0.0684116356		23.4858067322		8.2082795923		12.9137277948		2086.3738056344		0.1265968818		0.1602128968		5.1641796349		4.9162875767		3.0216878528		3.6531910993		0.2371225595		2.0283187542		33.3650796601		211.7551069939		1.4926243639		11.659650918		0.5677455098		1250.1977961232		275.1725945022		1.3874207555		1534.4509695461		96594.0915318477		64.2449228283		123.9660463461		32.1546383791		122.9489818827

		Case Summaries

		Hyal S L3				4-Methylphenol (ppb)		Aldrin (ppb)		Aluminum (ppm)		Ammonia (ppm)		Antimony (ppm)		Arsenic (ppm)		Benzyl alcohol (ppb)		Bis(2-ethylhexyl) phthalate (ppb)		Butylbenzyl phthalate (ppb)		Butyltin ion (ppb)		Cadmium (ppm)		Carbazole (ppb)		Chromium (ppm)		Copper (ppm)		delta-Hexachlorocyclohexane (ppb)		Dibutyltin ion (ppb)		Dieldrin (ppb)		Diethyl phthalate (ppb)		Endrin (ppb)		Endrin ketone (ppb)		Lead (ppm)		Mercury (ppm)		Nickel (ppm)		Pentachlorophenol (ppb)		Phenol (ppb)		PYO_PTO (mg/kg)		Selenium (ppm)		Silver (ppm)		Sulfide (ppm)		Sum DDD (calc'd) (ppb)		Sum DDE (calc'd) (ppb)		Sum DDT (calc'd) (ppb)		Sum of 34 PAHs (ESB calc'd) (TU)		Tetrabutyltin (ppb)		Total % Fines (calc'd) (pct)		Total Benzofluoranthenes (calc'd) (ppb)		Total Chlordane (calc'd) (ppb)		Total DDTs (calc'd) (ppb)		Total Endosulfan (calc'd) (ppb)		Total HPAHs (calc'd) (ppb)		Total LPAHs (calc'd) (ppb)		Total organic carbon (pct)		Total PAHs (calc'd) (ppb)		Total PCB Congeners (calc'd) (ppt)		Total PCBs (calc'd) (ppb)		Total Toxic Dioxin Furans (calc'd) (ppt)		Tributyltin ion (ppb)		Zinc (ppm)

		0		Minimum		2.6		0.052		1950		0.26		0.06		1.02		2.2		4.2		2.7		0.16		0.043		1.6		9.81		9.7		0.092		0.14		0.038		1.7		0.055		0.078		3.23		0.009		9.2		0.27		3.1		83		0.04		0.024		0.2		0.14		0.11		0.099		0.011		0.33		0.62		0.64		0.11		0.2		0.13		3.9		2.3		0.1		6.1		598		4.52		3.75		0.45		9.7

				Maximum		510		691		39300		334		19.3		34		36		440000		2800		540		3.51		30000		224		562		2.35		910		21.5		370		38.6		8.5		1290		0.722		200		320		120		15000		0.29		1.72		998		2460		906		8110		110		97		100		160000		669		11500		235		1300000		650000		13		1700000		12500000		3500		21900		9300		1940

				Mean		32.5512820513		10.9928481013		22081.0948905109		81.6331135531		0.6916428571		4.3078832117		10.6616666667		2801.2859296482		100.3		20.2607352941		0.2967555147		233.5203125		31.7615750916		58.6189781022		0.4830833333		64.4498591549		1.3681590909		16.3613636364		7.8290416667		1.159030303		34.8440145985		0.0908825926		24.7374045802		24.4188235294		17.8670588235		2216.4074074074		0.1385		0.2096332117		20.3921524664		31.2732068966		10.5544387352		73.2352044444		1.9981115242		7.1858823529		46.782810219		2163.6445977011		5.6298423423		103.0937518797		4.073308642		16564.002238806		6531.4272727273		1.7648138686		23155.3342007435		573289.844155845		222.5409090909		850.9192753623		299.8502857143		149.4832116788

				Geometric Mean		15.0124254657		0.8248710463		20599.2413380786		60.7784105442		0.2886859496		3.7897139044		9.4415639199		154.0635429346		22.2753443219		4.1427780403		0.2307892217		17.392445947		28.5442085651		39.7528737777		0.3819939055		11.5829217749		0.4064845907		4.8954388857		2.2306071764		0.629012171		18.6993487914		0.0662119433		23.2933822498		7.5710959021		12.296158729		1216.1868281566		0.1250497098		0.1539637483		4.5888347		4.0366971081		2.5589169247		3.0706088996		0.2011361821		2.0283187542		32.4998491812		176.2925571699		1.3086049428		9.7058412245		0.52777604		1019.4096793714		215.355169009		1.3233906362		1235.0930094482		84745.4020924542		60.7902465919		120.8996867183		34.9472064916		121.1011697164

		1		Minimum		12		0.173		9240		16.7		0.095		2.23		90		46		5.3		8.1		0.102		7.6		12.2		14.3		0.289		0.2		0.779				0.043		2.64		12.5		0.022		10.8		5.6		12		500		0.07		0.042		1.1		0.459		0.642		0.099		0.045				6.1		56		0.67		0.954		0.26		380		38		0.38		420		32600		8.58		698		0.59		80.1

				Maximum		390		132		41200		352		6.37		16.5		90		4500		290		10		5.41		56000		146		1080		21.2		45		356				20.8		90.1		956		2.01		53.2		85		680		59000		0.28		4.44		445		3040		2530		13000		120				89		260000		660		16000		45		2800000		5100000		15.2		7900000		35400000		30800		698		23		731

				Mean		115.3333333333		32.0621666667		21717.8947368421		112.1105263158		1.1017857143		4.9347368421		90		1134.9		148.4333333333		9.05		0.6863157895		8496.2769230769		42.9947368421		105.6157894737		6.35775		23.4		92.34725				7.7132857143		25.0075		79.8473684211		0.2196315789		28.2157894737		27.2		236.3333333333		14647.1428571429		0.1585		0.5272631579		84.0117647059		593.6649473684		300.82575		1002.9328823529		20.4307894737				57.8684210526		36563.4210526316		79.5976923077		1707.5749473684		12.375		373099.473684211		432592.894736842		3.9157894737		808621.578947368		6636366.66666667		3159.08		698		10.2633333333		208.3578947368

				Geometric Mean		67.3573227634		5.9790078295		20441.4441896061		82.6769276148		0.4226517991		4.2612001898		90		452.431367239		61.3180556886		9		0.3302364835		603.5726909539		35.4203948981		51.4708407061		2.0284662799		6.0822019956		8.1349735974				3.3884682677		7.374005471		31.7406399946		0.1088501561		26.3071798672		17.9953125479		51.7662088366		5907.904960943		0.1449327514		0.2843667425		24.3177035184		73.7332968266		41.8608387346		36.4122369266		2.4379063496				48.735812277		2625.9434462682		14.1175570269		151.9912780252		2.4897771467		22239.6457340609		8292.7433695516		2.7423953134		33142.2551385237		517995.025443038		194.0604104917		698		4.605789811		152.9559633678

		Total		Minimum		2.6		0.052		1950		0.26		0.06		1.02		2.2		4.2		2.7		0.16		0.043		1.6		9.81		9.7		0.092		0.14		0.038		1.7		0.043		0.078		3.23		0.009		9.2		0.27		3.1		83		0.04		0.024		0.2		0.14		0.11		0.099		0.011		0.33		0.62		0.64		0.11		0.2		0.13		3.9		2.3		0.1		6.1		598		4.52		3.75		0.45		9.7

				Maximum		510		691		41200		352		19.3		34		90		440000		2800		540		5.41		56000		224		1080		21.2		910		356		370		38.6		90.1		1290		2.01		200		320		680		59000		0.29		4.44		998		3040		2530		13000		120		97		100		260000		669		16000		235		2800000		5100000		15.2		7900000		35400000		30800		21900		9300		1940

				Mean		36.5894308943		12.4800941176		22057.542662116		83.6162328767		0.7172767857		4.3485324232		11.962295082		2721.5545454545		101.8041666667		19.9404285714		0.3221907216		757.5		32.4925		61.666552901		0.9349807692		62.7856756757		8.94975		16.3613636364		7.8029032258		2.5218		37.7623208191		0.0993470588		24.9725978648		24.6784		25.3147727273		6461.0487804878		0.1401666667		0.2302303754		24.8985416667		69.4355035714		27.8196468401		138.5445454545		3.21415625		7.1858823529		47.5016723549		4497.9151428572		9.7216808511		210.0591649123		4.4639764706		40167.3958188153		35136.2607773852		1.9042969283		74974.2878472222		1011584.55421687		362.3761038961		848.7347142857		287.9494520548		153.3010238908

				Geometric Mean		16.1529749826		0.9486567461		20588.9719253418		62.0075776599		0.2956466514		3.818640393		9.7970736588		162.2128234482		22.9914863992		4.2356379664		0.236252055		21.7792336346		28.9479108684		40.4244226897		0.4343444043		11.2843516601		0.5217791951		4.8954388857		2.4514616553		0.7240145611		19.3520727657		0.0684116356		23.4858067322		8.2082795923		12.9137277948		2086.3738056344		0.1265968818		0.1602128968		5.1641796349		4.9162875767		3.0216878528		3.6531910993		0.2371225595		2.0283187542		33.3650796601		211.7551069939		1.4926243639		11.659650918		0.5677455098		1250.1977961232		275.1725945022		1.3874207555		1534.4509695461		96594.0915318477		64.2449228283		123.9660463461		32.1546383791		122.9489818827

		Case Summaries

		Hyal S L2				4-Methylphenol (ppb)		Aldrin (ppb)		Aluminum (ppm)		Ammonia (ppm)		Antimony (ppm)		Arsenic (ppm)		Benzyl alcohol (ppb)		Bis(2-ethylhexyl) phthalate (ppb)		Butylbenzyl phthalate (ppb)		Butyltin ion (ppb)		Cadmium (ppm)		Carbazole (ppb)		Chromium (ppm)		Copper (ppm)		delta-Hexachlorocyclohexane (ppb)		Dibutyltin ion (ppb)		Dieldrin (ppb)		Diethyl phthalate (ppb)		Endrin (ppb)		Endrin ketone (ppb)		Lead (ppm)		Mercury (ppm)		Nickel (ppm)		Pentachlorophenol (ppb)		Phenol (ppb)		PYO_PTO (mg/kg)		Selenium (ppm)		Silver (ppm)		Sulfide (ppm)		Sum DDD (calc'd) (ppb)		Sum DDE (calc'd) (ppb)		Sum DDT (calc'd) (ppb)		Sum of 34 PAHs (ESB calc'd) (TU)		Tetrabutyltin (ppb)		Total % Fines (calc'd) (pct)		Total Benzofluoranthenes (calc'd) (ppb)		Total Chlordane (calc'd) (ppb)		Total DDTs (calc'd) (ppb)		Total Endosulfan (calc'd) (ppb)		Total HPAHs (calc'd) (ppb)		Total LPAHs (calc'd) (ppb)		Total organic carbon (pct)		Total PAHs (calc'd) (ppb)		Total PCB Congeners (calc'd) (ppt)		Total PCBs (calc'd) (ppb)		Total Toxic Dioxin Furans (calc'd) (ppt)		Tributyltin ion (ppb)		Zinc (ppm)

		0		Minimum		2.6		0.052		1950		0.26		0.06		1.11		2.2		4.2		2.7		0.16		0.043		1.6		9.81		9.7		0.092		0.14		0.038		1.7		0.055		0.078		3.23		0.009		9.2		0.53		3.1		83		0.04		0.024		0.2		0.14		0.11		0.099		0.011		0.33		0.62		0.64		0.11		0.2		0.13		3.9		2.3		0.1		6.1		598		4.52		3.75		0.45		9.7

				Maximum		510		691		39300		334		19.3		34		36		440000		2800		540		3.51		30000		224		562		2.35		910		21.5		370		38.6		8.5		1290		0.722		200		320		120		15000		0.29		1.72		998		2460		906		8110		110		97		100		160000		669		11500		235		1300000		650000		13		1700000		12500000		3500		21900		9300		1940

				Mean		32.2629310345		11.1204487179		22149.7426470588		81.0214705882		0.6936124402		4.3259926471		10.6616666667		2814.1712121212		100.3		20.2607352941		0.2977277778		230.6591623037		31.8561254613		58.8617647059		0.4830833333		64.4498591549		1.3681590909		16.3613636364		7.9581304348		1.159030303		34.9715808824		0.091083209		24.7753846154		24.7759090909		17.8670588235		2240.1153846154		0.138853211		0.2092775735		18.0380630631		31.4131544402		10.569734127		73.45946875		1.967906367		7.1858823529		46.8962867647		2118.5422393822		5.6508863636		103.6596893939		4.073308642		16237.2015037594		6455.3041984733		1.7686360294		22729.2917602996		585332.24		223.9174311927		850.9192753623		299.8502857143		149.8360294118

				Geometric Mean		14.8220051021		0.8224238761		20699.9166661076		60.465007235		0.2887281503		3.8129508733		9.4415639199		153.6873287292		22.2753443219		4.1427780403		0.2316630363		17.0495468505		28.6516679323		39.9338575684		0.3819939055		11.5829217749		0.4064845907		4.8954388857		2.1563446442		0.629012171		18.7364428241		0.0663974813		23.3380738038		7.8205034663		12.296158729		1203.4242789069		0.1253064294		0.1536056342		4.4912180125		4.0481959079		2.5491616878		3.0431297626		0.1989666782		2.0283187542		32.778356088		175.2671960286		1.3019008689		9.7341383574		0.52777604		1012.2137135227		214.0278712687		1.3306638194		1226.3167423811		84298.577079929		60.968772572		120.8996867183		34.9472064916		121.4311555988

		1		Minimum		12		0.173		5690		16.7		0.095		1.02		90		46		5.3		8.1		0.075		7.6		10.9		11.6		0.289		0.2		0.779				0.043		2.64		7.39		0.019		10.8		0.27		12		500		0.07		0.042		1.1		0.3		0.642		0.099		0.045				1.7		8.8		0.67		0.78		0.26		57		7.1		0.17		64		32600		8.58		698		0.59		44

				Maximum		390		132		41200		352		6.37		16.5		90		4500		290		10		5.41		56000		146		1080		21.2		45		356				20.8		90.1		956		2.01		53.2		85		680		59000		0.28		4.44		543		3040		2530		13000		120				89		260000		660		16000		45		2800000		5100000		15.2		7900000		35400000		30800		698		23		731

				Mean		108.2857142857		27.6304285714		20863.3333333333		118.905		1.047		4.6404761905		90		1054.4545454546		148.4333333333		9.05		0.6367142857		7945.1142857143		40.7047619048		97.9952380952		6.35775		23.4		92.34725				7.356625		25.0075		73.909047619		0.2048095238		27.4142857143		23.9633333333		236.3333333333		13777.3333333333		0.1531818182		0.5016190476		109.5111111111		538.3778095238		283.5242352941		948.4921666667		19.0593333333				55.3428571429		33843.5142857143		69.4266666667		1547.6525714286		12.375		343283.190476191		392965.338095238		3.6614285714		739232.095238095		5007700		2684.2215384615		698		10.2633333333		198.180952381

				Geometric Mean		67.1617237337		4.657098664		19204.5722164458		87.3449291466		0.4112075462		3.8931049102		90		428.6801469138		61.3180556886		9		0.3040210651		614.7297422861		33.0572633118		47.3505062089		2.0284662799		6.0822019956		8.1349735974				3.5447248407		7.374005471		29.4159853988		0.100174844		25.3942363922		11.7052298966		51.7662088366		5415.1762845744		0.140124809		0.2764399214		28.8974942086		53.9848152454		37.5837486467		35.4946535818		2.206512548				41.9846198244		2181.7787024984		11.0853343745		112.7548183042		2.4897771467		18138.2151582938		6326.9195646741		2.3832098554		26527.3145424177		346176.271747243		154.5347777375		698		4.605789811		144.4110930858

		Total		Minimum		2.6		0.052		1950		0.26		0.06		1.02		2.2		4.2		2.7		0.16		0.043		1.6		9.81		9.7		0.092		0.14		0.038		1.7		0.043		0.078		3.23		0.009		9.2		0.27		3.1		83		0.04		0.024		0.2		0.14		0.11		0.099		0.011		0.33		0.62		0.64		0.11		0.2		0.13		3.9		2.3		0.1		6.1		598		4.52		3.75		0.45		9.7

				Maximum		510		691		41200		352		19.3		34		90		440000		2800		540		5.41		56000		224		1080		21.2		910		356		370		38.6		90.1		1290		2.01		200		320		680		59000		0.29		4.44		998		3040		2530		13000		120		97		100		260000		669		16000		235		2800000		5100000		15.2		7900000		35400000		30800		21900		9300		1940

				Mean		36.5894308943		12.4800941176		22057.542662116		83.6162328767		0.7172767857		4.3485324232		11.962295082		2721.5545454545		101.8041666667		19.9404285714		0.3221907216		757.5		32.4925		61.666552901		0.9349807692		62.7856756757		8.94975		16.3613636364		7.8029032258		2.5218		37.7623208191		0.0993470588		24.9725978648		24.6784		25.3147727273		6461.0487804878		0.1401666667		0.2302303754		24.8985416667		69.4355035714		27.8196468401		138.5445454545		3.21415625		7.1858823529		47.5016723549		4497.9151428572		9.7216808511		210.0591649123		4.4639764706		40167.3958188153		35136.2607773852		1.9042969283		74974.2878472222		1011584.55421687		362.3761038961		848.7347142857		287.9494520548		153.3010238908

				Geometric Mean		16.1529749826		0.9486567461		20588.9719253418		62.0075776599		0.2956466514		3.818640393		9.7970736588		162.2128234482		22.9914863992		4.2356379664		0.236252055		21.7792336346		28.9479108684		40.4244226897		0.4343444043		11.2843516601		0.5217791951		4.8954388857		2.4514616553		0.7240145611		19.3520727657		0.0684116356		23.4858067322		8.2082795923		12.9137277948		2086.3738056344		0.1265968818		0.1602128968		5.1641796349		4.9162875767		3.0216878528		3.6531910993		0.2371225595		2.0283187542		33.3650796601		211.7551069939		1.4926243639		11.659650918		0.5677455098		1250.1977961232		275.1725945022		1.3874207555		1534.4509695461		96594.0915318477		64.2449228283		123.9660463461		32.1546383791		122.9489818827

		Case Summaries

		Chiro S L2				1-Methylnaphthalene (ppb)		alpha-Hexachlorocyclohexane (ppb)		beta-Endosulfan (ppb)		beta-Hexachlorocyclohexane (ppb)		Diesel Range Hydrocarbons (ppm)		gamma-Hexachlorocyclohexane (ppb)		Methoxychlor (ppb)		Pyrene (ppb)		Residual Range Hydrocarbons (ppm)								Chiro G L3				1-Methylnaphthalene (ppb)		alpha-Hexachlorocyclohexane (ppb)		beta-Endosulfan (ppb)		beta-Hexachlorocyclohexane (ppb)		Diesel Range Hydrocarbons (ppm)		gamma-Hexachlorocyclohexane (ppb)		Methoxychlor (ppb)		Pyrene (ppb)		Residual Range Hydrocarbons (ppm)		Hexachlorobenzene (ppb)		Dibenzofuran (ppb)

		0		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2								0		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2		0.062		0.25								Dibenzofuran (ppb)												Hexachlorobenzene (ppb)

				Maximum		120		5.03		235		10.8		1700		10.9		33.6		190000		2600										Maximum		70		5.03		235		10.8		1700		10.9		33.6		190000		2600		338		7200								Chiro G L3		Minimum		Maximum		Mean		Geometric Mean				Chiro G L3		Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean

				Mean		7.9964285714		0.6562419355		8.2557666667		2.4680189873		141.6029069767		2.78706		5.2444090909		2428.9195041322		509.8329268293										Mean		5.8509090909		0.6403809524		7.5300909091		2.40209375		135.9280701754		2.77254		5.0718695652		2288.2310743802		496.5187878788		5.451136		61.929954955								0		0.25		7200		61.929954955		6.3388197961				0		0.062		338		5.451136		0.683764854		0.26		16.8		2.5468387097		1.317803065

				Geometric Mean		2.7324598945		0.3272799595		0.3549073104		1.4330217901		86.4189904511		1.5837906498		2.0851232638		177.1963559295		384.2461078966										Geometric Mean		2.5307570573		0.3140515892		0.345977921		1.4009867753		83.9638214569		1.5584059789		2.0113386724		164.3321359513		365.2555367909		0.683764854		6.3388197961								1		1.1		46000		2105.0558139535		67.9824845996				1		0.26		16.8		2.5468387097		1.317803065

		1		Minimum		3.6		0.069		0.209		0.328		51		0.294		0.114		5.4		16								1		Minimum		3.6		0.069		0.209		0.29		50		0.294		0.114		56		150		0.26		1.1								Chiro G L2		Minimum		Maximum		Mean		Geometric Mean				Chiro G L2		Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean

				Maximum		11		10		3.14		26.4		39000		10.2		7.37		910000		18000										Maximum		120		10		3.14		26.4		39000		10.2		7.37		910000		18000		16.8		46000								0		0.25		7200		63.4143192488		6.1331938082				0		0.062		338		5.607322314		0.6981093037		0.1		16.8		2.3388		1.1379250574

				Mean		7.3		1.374		0.6735555556		4.1074411765		4185.9666666667		1.97025		2.0277777778		62075.4046511628		3617.34375										Mean		46.8666666667		1.5300909091		0.8736666667		4.53953125		4086.8064516129		2.061		2.2425714286		62867.1860465116		3788.4516129032		2.5468387097		2105.0558139535								1		1.1		46000		1745.3576923077		51.6088873268				1		0.1		16.8		2.3388		1.1379250574

				Geometric Mean		6.292853089		0.3966643934		0.4398702097		1.9459175466		833.9026410912		0.8323792957		1.0690912401		1842.2979668282		1066.4643716313										Geometric Mean		19.4376708077		0.511255668		0.5633722297		2.2208677823		908.6621322983		0.9208281244		1.1192942256		2815.6206032061		1443.4832456003		1.317803065		67.9824845996								Chiro S L3		Minimum		Maximum		Mean		Geometric Mean				Chiro S L3		Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean

		Total		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2								Chiro G L2				1-Methylnaphthalene (ppb)		alpha-Hexachlorocyclohexane (ppb)		beta-Endosulfan (ppb)		beta-Hexachlorocyclohexane (ppb)		Diesel Range Hydrocarbons (ppm)		gamma-Hexachlorocyclohexane (ppb)		Methoxychlor (ppb)		Pyrene (ppb)		Residual Range Hydrocarbons (ppm)		Hexachlorobenzene (ppb)		Dibenzofuran (ppb)								0		0.25		7200		64.5934334764		6.8603038384				0		0.062		338		5.2314090909		0.6999208038		0.26		16.8		2.90825		1.4033868358

				Maximum		120		10		235		26.4		39000		10.9		33.6		910000		18000								0		Minimum		0.52		0.047		0.071		0.16		2.6		0.1		0.048		0.82		9.2		0.062		0.25								1		0.78		46000		2787.986875		86.4155311951				1		0.26		16.8		2.90825		1.4033868358

				Mean		7.9724137931		0.7726351351		6.506025641		2.7583333333		742.250990099		2.6743965517		4.6981886792		11428.213754386		1017.1816326531										Maximum		70		5.03		235		10.8		1700		10.9		33.6		190000		2600		338		7200								Chiro S L2		Minimum		Maximum		Mean		Geometric Mean				Chiro S L2		Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean

				Geometric Mean		2.812203121		0.3376451924		0.3729278814		1.512802199		121.0104775481		1.4493159919		1.8615152102		252.2798541774		453.9322175291										Mean		5.8075471698		0.6545901639		7.7605625		2.4297973856		132.7496969697		2.832		5.1822222222		2310.4030901288		491.9220125786		5.607322314		63.4143192488								0		0.25		7200		64.4296860987		6.6926257468				0		0.062		338		5.567398374		0.7197253244		0.1		16.8		2.2895151515		1.0461936196

		Case Summaries																														Geometric Mean		2.4536705398		0.3201860697		0.3547690958		1.4437962193		82.4467625366		1.5940052068		2.1472825226		156.6811865928		361.9979376222		0.6981093037		6.1331938082								1		0.78		46000		2140.4292857143		53.9123589559				1		0.1		16.8		2.2895151515		1.0461936196

		Chiro S L3				1-Methylnaphthalene (ppb)		alpha-Hexachlorocyclohexane (ppb)		beta-Endosulfan (ppb)		beta-Hexachlorocyclohexane (ppb)		Diesel Range Hydrocarbons (ppm)		gamma-Hexachlorocyclohexane (ppb)		Methoxychlor (ppb)		Pyrene (ppb)		Residual Range Hydrocarbons (ppm)								1		Minimum		3		0.069		0.155		0.078		39		0.294		0.106		56		150		0.1		1.1								Hyal S L3		Minimum		Maximum		Mean		Geometric Mean				Hyal S L3		Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean

		0		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2										Maximum		120		10		3.14		26.4		39000		10.2		7.37		910000		18000		16.8		46000								0		0.25		7200		90.8680894309		7.6265932957				0		0.062		338		4.9554859155		0.7129557272		0.26		16.8		4.0475		1.9129431358

				Maximum		120		5.03		235		10.8		1700		10.9		33.6		190000		3600										Mean		30.92		1.3265384615		0.771		4.0472051282		3460.2972972973		1.9179		1.9755		52283.0192307692		3274.3783783784		2.3388		1745.3576923077								1		1.1		46000		4311.1736842105		124.1594221097				1		0.26		16.8		4.0475		1.9129431358

				Mean		8.049122807		0.6295909091		7.5370909091		2.4236508876		149.0872222222		2.6523018868		4.9945957447		2521.6834782609		528.1710982659										Geometric Mean		11.9368385966		0.4331680787		0.4685211357		1.8168849322		669.8677592838		0.9178995514		0.8336609588		2132.0634323349		1200.4677332092		1.1379250574		51.6088873268								Hyal S L2		Minimum		Maximum		Mean		Geometric Mean				Hyal S L2		Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean

				Geometric Mean		2.8000449607		0.3170110181		0.3530758014		1.4067651464		89.0925578043		1.4626475389		1.9970893086		180.2709102639		386.0243517593								Chiro S L3				1-Methylnaphthalene (ppb)		alpha-Hexachlorocyclohexane (ppb)		beta-Endosulfan (ppb)		beta-Hexachlorocyclohexane (ppb)		Diesel Range Hydrocarbons (ppm)		gamma-Hexachlorocyclohexane (ppb)		Methoxychlor (ppb)		Pyrene (ppb)		Residual Range Hydrocarbons (ppm)		Hexachlorobenzene (ppb)		Dibenzofuran (ppb)								0		0.25		7200		89.402244898		7.5007121274				0		0.062		338		4.9755248227		0.7074431068		0.26		16.8		3.9196666667		1.9266991092

		1		Minimum		3.6		0.069		0.209		0.386		59		0.322		0.114		11		24								0		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2		0.062		0.25								1		1.1		46000		4118.115		132.4162620433				1		0.26		16.8		3.9196666667		1.9266991092

				Maximum		3.6		10		3.14		26.4		39000		10.2		7.37		910000		18000										Maximum		120		5.03		235		10.8		1700		10.9		33.6		190000		3600		338		7200								Hyal G L3		Minimum		Maximum		Mean		Geometric Mean				Hyal G L3		Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean

				Mean		3.6		1.95275		0.8351666667		5.2175217391		5595.4090909091		2.9086		2.3763333333		81845.46875		4695.3913043478										Mean		8.049122807		0.6295909091		7.5370909091		2.4236508876		149.0872222222		2.6523018868		4.9945957447		2521.6834782609		528.1710982659		5.2314090909		64.5934334764								0		0.25		7200		92.4855042017		7.5201964189				0		0.062		338		5.0678188406		0.7018159746		0.4		16.8		3.3880555556		1.7333392446

				Geometric Mean		3.6		0.5680634284		0.5038343886		2.5803793627		1482.0191535821		1.3152585068		1.0732672856		3596.2880259431		1535.8302476937										Geometric Mean		2.8000449607		0.3170110181		0.3530758014		1.4067651464		89.0925578043		1.4626475389		1.9970893086		180.2709102639		386.0243517593		0.6999208038		6.8603038384								1		1.1		46000		3046.4555555556		61.4830330216				1		0.4		16.8		3.3880555556		1.7333392446

		Total		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2								1		Minimum		3.6		0.069		0.209		0.386		59		0.322		0.114		11		24		0.26		0.78								Hyal G L2		Minimum		Maximum		Mean		Geometric Mean				Hyal G L2		Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean

				Maximum		120		10		235		26.4		39000		10.9		33.6		910000		18000										Maximum		3.6		10		3.14		26.4		39000		10.2		7.37		910000		18000		16.8		46000								0		0.25		7200		111.1494329897		8.0564579481				0		0.062		338		6.0778363636		0.8216395589		0.1		16.8		1.9952608696		0.6857547242

				Mean		7.9724137931		0.7726351351		6.506025641		2.7583333333		742.250990099		2.6743965517		4.6981886792		11428.213754386		1017.1816326531										Mean		3.6		1.95275		0.8351666667		5.2175217391		5595.4090909091		2.9086		2.3763333333		81845.46875		4695.3913043478		2.90825		2787.986875								1		0.4		46000		1164.8290140845		13.8518149718				1		0.1		16.8		1.9952608696		0.6857547242

				Geometric Mean		2.812203121		0.3376451924		0.3729278814		1.512802199		121.0104775481		1.4493159919		1.8615152102		252.2798541774		453.9322175291										Geometric Mean		3.6		0.5680634284		0.5038343886		2.5803793627		1482.0191535821		1.3152585068		1.0732672856		3596.2880259431		1535.8302476937		1.4033868358		86.4155311951

		Case Summaries																												Chiro S L2				1-Methylnaphthalene (ppb)		alpha-Hexachlorocyclohexane (ppb)		beta-Endosulfan (ppb)		beta-Hexachlorocyclohexane (ppb)		Diesel Range Hydrocarbons (ppm)		gamma-Hexachlorocyclohexane (ppb)		Methoxychlor (ppb)		Pyrene (ppb)		Residual Range Hydrocarbons (ppm)		Hexachlorobenzene (ppb)		Dibenzofuran (ppb)

		Hyal S L3				1-Methylnaphthalene (ppb)		alpha-Hexachlorocyclohexane (ppb)		beta-Endosulfan (ppb)		beta-Hexachlorocyclohexane (ppb)		Diesel Range Hydrocarbons (ppm)		gamma-Hexachlorocyclohexane (ppb)		Methoxychlor (ppb)		Pyrene (ppb)		Residual Range Hydrocarbons (ppm)								0		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2		0.062		0.25

		0		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2										Maximum		120		5.03		235		10.8		1700		10.9		33.6		190000		2600		338		7200

				Maximum		120		5.03		235		10.8		4700		10.9		33.6		330000		10000										Mean		7.9964285714		0.6562419355		8.2557666667		2.4680189873		141.6029069767		2.78706		5.2444090909		2428.9195041322		509.8329268293		5.567398374		64.4296860987

				Mean		7.9724137931		0.6484788732		6.9395833333		2.4262154696		202.613368984		2.5675454545		4.6468076923		4107.5448120301		601.9204419889										Geometric Mean		2.7324598945		0.3272799595		0.3549073104		1.4330217901		86.4189904511		1.5837906498		2.0851232638		177.1963559295		384.2461078966		0.7197253244		6.6926257468

				Geometric Mean		2.812203121		0.3226564603		0.3531680464		1.4253022147		95.8530139183		1.3886840451		1.8129017332		202.4943040296		393.9228192966								1		Minimum		3.6		0.069		0.209		0.328		51		0.294		0.114		5.4		16		0.1		0.78

		1		Minimum				0.093		0.209		0.685		120		1.31		7.37		56		150										Maximum		11		10		3.14		26.4		39000		10.2		7.37		910000		18000		16.8		46000

				Maximum				10		3.14		26.4		39000		10.2		7.37		910000		18000										Mean		7.3		1.374		0.6735555556		4.1074411765		4185.9666666667		1.97025		2.0277777778		62075.4046511628		3617.34375		2.2895151515		2140.4292857143

				Mean				3.711		1.3033333333		8.2231818182		7469.7333333333		4.6333333333		7.37		113917.578947368		6028										Geometric Mean		6.292853089		0.3966643934		0.4398702097		1.9459175466		833.9026410912		0.8323792957		1.0690912401		1842.2979668282		1066.4643716313		1.0461936196		53.9123589559

				Geometric Mean				0.9889449018		0.7167146226		4.0322420133		2211.3836318515		3.1726570021		7.37		5475.9466618442		2512.203111929								Hyal G L3				1-Methylnaphthalene (ppb)		alpha-Hexachlorocyclohexane (ppb)		beta-Endosulfan (ppb)		beta-Hexachlorocyclohexane (ppb)		Diesel Range Hydrocarbons (ppm)		gamma-Hexachlorocyclohexane (ppb)		Methoxychlor (ppb)		Pyrene (ppb)		Residual Range Hydrocarbons (ppm)		Hexachlorobenzene (ppb)		Dibenzofuran (ppb)

		Total		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2								0		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2		0.062		0.25

				Maximum		120		10		235		26.4		39000		10.9		33.6		910000		18000										Maximum		120		5.03		235		10.8		4700		10.9		33.6		330000		10000		338		7200

				Mean		7.9724137931		0.7726351351		6.506025641		2.7583333333		742.250990099		2.6743965517		4.6981886792		11428.213754386		1017.1816326531										Mean		7.8857142857		0.6609411765		6.8364054054		2.4242471264		206.9486187845		2.5219811321		4.6961568627		4210.625859375		607.0781609195		4.9554859155		92.4855042017

				Geometric Mean		2.812203121		0.3376451924		0.3729278814		1.512802199		121.0104775481		1.4493159919		1.8615152102		252.2798541774		453.9322175291										Geometric Mean		2.7003303825		0.3211597736		0.3738169027		1.4074435899		95.7677063637		1.3401090959		1.8071808274		208.4761173764		396.5114244096		0.7129557272		7.5201964189

		Case Summaries																												1		Minimum		4.8		0.144		0.227		0.649		66		1.31		2.13		5.4		16		0.26		1.1

		Chiro G L2				1-Methylnaphthalene (ppb)		alpha-Hexachlorocyclohexane (ppb)		beta-Endosulfan (ppb)		beta-Hexachlorocyclohexane (ppb)		Diesel Range Hydrocarbons (ppm)		gamma-Hexachlorocyclohexane (ppb)		Methoxychlor (ppb)		Pyrene (ppb)		Residual Range Hydrocarbons (ppm)										Maximum		16		10		0.561		26.4		39000		10.2		7.37		910000		18000		16.8		46000

		0		Minimum		0.52		0.047		0.071		0.16		2.6		0.1		0.048		0.82		9.2										Mean		10.4		2.0385		0.394		5.9878333333		5356.0476190476		4.29		4.75		75142.0931034482		4260.7272727273		4.0475		3046.4555555556

				Maximum		70		5.03		235		10.8		1700		10.9		33.6		190000		2600										Geometric Mean		8.7635609201		0.5954437565		0.3568571143		3.0397877515		908.9745612327		3.3251109064		3.9620827856		1358.4339630718		1322.920835429		1.9129431358		61.4830330216

				Mean		5.8075471698		0.6545901639		7.7605625		2.4297973856		132.7496969697		2.832		5.1822222222		2310.4030901288		491.9220125786								Hyal G L2				1-Methylnaphthalene (ppb)		alpha-Hexachlorocyclohexane (ppb)		beta-Endosulfan (ppb)		beta-Hexachlorocyclohexane (ppb)		Diesel Range Hydrocarbons (ppm)		gamma-Hexachlorocyclohexane (ppb)		Methoxychlor (ppb)		Pyrene (ppb)		Residual Range Hydrocarbons (ppm)		Hexachlorobenzene (ppb)		Dibenzofuran (ppb)

				Geometric Mean		2.4536705398		0.3201860697		0.3547690958		1.4437962193		82.4467625366		1.5940052068		2.1472825226		156.6811865928		361.9979376222								0		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2		0.062		0.25

		1		Minimum		3		0.069		0.155		0.078		39		0.294		0.106		56		150										Maximum		120		5.03		235		10.8		4700		10.9		33.6		330000		10000		338		7200

				Maximum		120		10		3.14		26.4		39000		10.2		7.37		910000		18000										Mean		6.9886666667		0.689140625		7.6145454545		2.5501883117		235.5763888889		2.5181489362		4.6961568627		5004.2760377358		663.8875912409		4.9755248227		111.1494329897

				Mean		30.92		1.3265384615		0.771		4.0472051282		3460.2972972973		1.9179		1.9755		52283.0192307692		3274.3783783784										Geometric Mean		1.9924813804		0.3348640771		0.4026456674		1.5331861381		101.0968343618		1.3643519754		1.8071808274		226.8758790547		406.2210791437		0.7074431068		8.0564579481

				Geometric Mean		11.9368385966		0.4331680787		0.4685211357		1.8168849322		669.8677592838		0.9178995514		0.8336609588		2132.0634323349		1200.4677332092								1		Minimum		0.94		0.093		0.072		0.19		27		0.351		2.13		5.4		16		0.26		0.4

		Total		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2										Maximum		70		10		1.3		26.4		39000		10.2		7.37		910000		18000		16.8		46000

				Maximum		120		10		235		26.4		39000		10.9		33.6		910000		18000										Mean		9.0264285714		1.307		0.4091666667		3.6018684211		2000.2017241379		3.342		4.75		30084.0328767123		1837.5423728814		3.9196666667		1164.8290140845

				Mean		7.9724137931		0.7726351351		6.506025641		2.7583333333		742.250990099		2.6743965517		4.6981886792		11428.213754386		1017.1816326531										Geometric Mean		4.0680713206		0.3559995365		0.2446160134		1.4329309591		189.099429937		1.8761397202		3.9620827856		343.3565318687		587.4614059029		1.9266991092		13.8518149718

				Geometric Mean		2.812203121		0.3376451924		0.3729278814		1.512802199		121.0104775481		1.4493159919		1.8615152102		252.2798541774		453.9322175291								Hyal S L3				1-Methylnaphthalene (ppb)		alpha-Hexachlorocyclohexane (ppb)		beta-Endosulfan (ppb)		beta-Hexachlorocyclohexane (ppb)		Diesel Range Hydrocarbons (ppm)		gamma-Hexachlorocyclohexane (ppb)		Methoxychlor (ppb)		Pyrene (ppb)		Residual Range Hydrocarbons (ppm)		Hexachlorobenzene (ppb)		Dibenzofuran (ppb)

		Case Summaries																												0		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2		0.062		0.25

		Chiro G L3				1-Methylnaphthalene (ppb)		alpha-Hexachlorocyclohexane (ppb)		beta-Endosulfan (ppb)		beta-Hexachlorocyclohexane (ppb)		Diesel Range Hydrocarbons (ppm)		gamma-Hexachlorocyclohexane (ppb)		Methoxychlor (ppb)		Pyrene (ppb)		Residual Range Hydrocarbons (ppm)										Maximum		120		5.03		235		10.8		4700		10.9		33.6		330000		10000		338		7200

		0		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2										Mean		7.9724137931		0.6484788732		6.9395833333		2.4262154696		202.613368984		2.5675454545		4.6468076923		4107.5448120301		601.9204419889		5.0678188406		90.8680894309

				Maximum		70		5.03		235		10.8		1700		10.9		33.6		190000		2600										Geometric Mean		2.812203121		0.3226564603		0.3531680464		1.4253022147		95.8530139183		1.3886840451		1.8129017332		202.4943040296		393.9228192966		0.7018159746		7.6265932957

				Mean		5.8509090909		0.6403809524		7.5300909091		2.40209375		135.9280701754		2.77254		5.0718695652		2288.2310743802		496.5187878788								1		Minimum				0.093		0.209		0.685		120		1.31		7.37		56		150		0.4		1.1

				Geometric Mean		2.5307570573		0.3140515892		0.345977921		1.4009867753		83.9638214569		1.5584059789		2.0113386724		164.3321359513		365.2555367909										Maximum				10		3.14		26.4		39000		10.2		7.37		910000		18000		16.8		46000

		1		Minimum		3.6		0.069		0.209		0.29		50		0.294		0.114		56		150										Mean				3.711		1.3033333333		8.2231818182		7469.7333333333		4.6333333333		7.37		113917.578947368		6028		3.3880555556		4311.1736842105

				Maximum		120		10		3.14		26.4		39000		10.2		7.37		910000		18000										Geometric Mean				0.9889449018		0.7167146226		4.0322420133		2211.3836318515		3.1726570021		7.37		5475.9466618442		2512.203111929		1.7333392446		124.1594221097

				Mean		46.8666666667		1.5300909091		0.8736666667		4.53953125		4086.8064516129		2.061		2.2425714286		62867.1860465116		3788.4516129032								Hyal S L2				1-Methylnaphthalene (ppb)		alpha-Hexachlorocyclohexane (ppb)		beta-Endosulfan (ppb)		beta-Hexachlorocyclohexane (ppb)		Diesel Range Hydrocarbons (ppm)		gamma-Hexachlorocyclohexane (ppb)		Methoxychlor (ppb)		Pyrene (ppb)		Residual Range Hydrocarbons (ppm)		Hexachlorobenzene (ppb)		Dibenzofuran (ppb)

				Geometric Mean		19.4376708077		0.511255668		0.5633722297		2.2208677823		908.6621322983		0.9208281244		1.1192942256		2815.6206032061		1443.4832456003								0		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2		0.062		0.25

		Total		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2										Maximum		120		5.03		235		10.8		4700		10.9		33.6		330000		10000		338		7200

				Maximum		120		10		235		26.4		39000		10.9		33.6		910000		18000										Mean		7.9724137931		0.6500714286		6.9395833333		2.4233611111		201.4048648649		2.5675454545		4.6468076923		4032.5640909091		602.7351955307		6.0778363636		89.402244898

				Mean		7.9724137931		0.7726351351		6.506025641		2.7583333333		742.250990099		2.6743965517		4.6981886792		11428.213754386		1017.1816326531										Geometric Mean		2.812203121		0.3203169204		0.3531680464		1.4195806437		96.1234206555		1.3886840451		1.8129017332		201.0261065644		396.0945046084		0.8216395589		7.5007121274

				Geometric Mean		2.812203121		0.3376451924		0.3729278814		1.512802199		121.0104775481		1.4493159919		1.8615152102		252.2798541774		453.9322175291								1		Minimum				0.093		0.209		0.685		8.8		1.31		7.37		10		58		0.1		1.1

		Case Summaries																														Maximum				10		3.14		26.4		39000		10.2		7.37		910000		18000		16.8		46000

		Hyal G L2				1-Methylnaphthalene (ppb)		alpha-Hexachlorocyclohexane (ppb)		beta-Endosulfan (ppb)		beta-Hexachlorocyclohexane (ppb)		Diesel Range Hydrocarbons (ppm)		gamma-Hexachlorocyclohexane (ppb)		Methoxychlor (ppb)		Pyrene (ppb)		Residual Range Hydrocarbons (ppm)										Mean				2.9175		1.3033333333		7.7829166667		6627.9294117647		4.6333333333		7.37		104402.095238095		5381.0588235294		1.9952608696		4118.115

		0		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2										Geometric Mean				0.8489314899		0.7167146226		3.9274740003		1482.4850983527		3.1726570021		7.37		4383.3278288444		1906.5577068326		0.6857547242		132.4162620433

				Maximum		120		5.03		235		10.8		4700		10.9		33.6		330000		10000

				Mean		6.9886666667		0.689140625		7.6145454545		2.5501883117		235.5763888889		2.5181489362		4.6961568627		5004.2760377358		663.8875912409

				Geometric Mean		1.9924813804		0.3348640771		0.4026456674		1.5331861381		101.0968343618		1.3643519754		1.8071808274		226.8758790547		406.2210791437

		1		Minimum		0.94		0.093		0.072		0.19		27		0.351		2.13		5.4		16

				Maximum		70		10		1.3		26.4		39000		10.2		7.37		910000		18000

				Mean		9.0264285714		1.307		0.4091666667		3.6018684211		2000.2017241379		3.342		4.75		30084.0328767123		1837.5423728814

				Geometric Mean		4.0680713206		0.3559995365		0.2446160134		1.4329309591		189.099429937		1.8761397202		3.9620827856		343.3565318687		587.4614059029

		Total		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2

				Maximum		120		10		235		26.4		39000		10.9		33.6		910000		18000

				Mean		7.9724137931		0.7726351351		6.506025641		2.7583333333		742.250990099		2.6743965517		4.6981886792		11428.213754386		1017.1816326531

				Geometric Mean		2.812203121		0.3376451924		0.3729278814		1.512802199		121.0104775481		1.4493159919		1.8615152102		252.2798541774		453.9322175291

		Case Summaries

		Hyal G L3				1-Methylnaphthalene (ppb)		alpha-Hexachlorocyclohexane (ppb)		beta-Endosulfan (ppb)		beta-Hexachlorocyclohexane (ppb)		Diesel Range Hydrocarbons (ppm)		gamma-Hexachlorocyclohexane (ppb)		Methoxychlor (ppb)		Pyrene (ppb)		Residual Range Hydrocarbons (ppm)

		0		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2

				Maximum		120		5.03		235		10.8		4700		10.9		33.6		330000		10000

				Mean		7.8857142857		0.6609411765		6.8364054054		2.4242471264		206.9486187845		2.5219811321		4.6961568627		4210.625859375		607.0781609195

				Geometric Mean		2.7003303825		0.3211597736		0.3738169027		1.4074435899		95.7677063637		1.3401090959		1.8071808274		208.4761173764		396.5114244096

		1		Minimum		4.8		0.144		0.227		0.649		66		1.31		2.13		5.4		16

				Maximum		16		10		0.561		26.4		39000		10.2		7.37		910000		18000

				Mean		10.4		2.0385		0.394		5.9878333333		5356.0476190476		4.29		4.75		75142.0931034482		4260.7272727273

				Geometric Mean		8.7635609201		0.5954437565		0.3568571143		3.0397877515		908.9745612327		3.3251109064		3.9620827856		1358.4339630718		1322.920835429

		Total		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2

				Maximum		120		10		235		26.4		39000		10.9		33.6		910000		18000

				Mean		7.9724137931		0.7726351351		6.506025641		2.7583333333		742.250990099		2.6743965517		4.6981886792		11428.213754386		1017.1816326531

				Geometric Mean		2.812203121		0.3376451924		0.3729278814		1.512802199		121.0104775481		1.4493159919		1.8615152102		252.2798541774		453.9322175291

		Case Summaries

		Hyal S L2				1-Methylnaphthalene (ppb)		alpha-Hexachlorocyclohexane (ppb)		beta-Endosulfan (ppb)		beta-Hexachlorocyclohexane (ppb)		Diesel Range Hydrocarbons (ppm)		gamma-Hexachlorocyclohexane (ppb)		Methoxychlor (ppb)		Pyrene (ppb)		Residual Range Hydrocarbons (ppm)

		0		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2

				Maximum		120		5.03		235		10.8		4700		10.9		33.6		330000		10000

				Mean		7.9724137931		0.6500714286		6.9395833333		2.4233611111		201.4048648649		2.5675454545		4.6468076923		4032.5640909091		602.7351955307

				Geometric Mean		2.812203121		0.3203169204		0.3531680464		1.4195806437		96.1234206555		1.3886840451		1.8129017332		201.0261065644		396.0945046084

		1		Minimum				0.093		0.209		0.685		8.8		1.31		7.37		10		58

				Maximum				10		3.14		26.4		39000		10.2		7.37		910000		18000

				Mean				2.9175		1.3033333333		7.7829166667		6627.9294117647		4.6333333333		7.37		104402.095238095		5381.0588235294

				Geometric Mean				0.8489314899		0.7167146226		3.9274740003		1482.4850983527		3.1726570021		7.37		4383.3278288444		1906.5577068326

		Total		Minimum		0.52		0.047		0.071		0.078		2.6		0.1		0.048		0.82		9.2

				Maximum		120		10		235		26.4		39000		10.9		33.6		910000		18000

				Mean		7.9724137931		0.7726351351		6.506025641		2.7583333333		742.250990099		2.6743965517		4.6981886792		11428.213754386		1017.1816326531

				Geometric Mean		2.812203121		0.3376451924		0.3729278814		1.512802199		121.0104775481		1.4493159919		1.8615152102		252.2798541774		453.9322175291





Parametric vs Nonparametric

		NONPARAMETRIC RESULTS																																																																																																				PARAMETRIC RESULTS																																		RESULTS OF PARAMETRIC AND NONPARAMETRIC RESULTS																		WHEN IS AT  LEAST ONE TEST SIGNIFICANT?																		WHEN IS  AT LEAST ONE TEST SIGNIFICANT AND HIT mean > NO HIT mean																						Summary stats for Treatment and Control

		Grouping Variable: Chiro G L3												Grouping Variable: Chiro G L2												Grouping Variable: Hyal G L3												Grouping Variable: Hyal G L2												Grouping Variable: Chiro S L3												Grouping Variable: Chiro S L2												Grouping Variable: Hyal S L3												Grouping Variable: Hyal S L2																CG3				CG2				HG3				HG2				cs3				cs2				HS3				HS2																																										(one -sided test)

				Mann-Whitney U		Wilcoxon W		Z		Asymp. Sig. (2-tailed)		Exact Sig. [2*(1-tailed Sig.)]				Mann-Whitney U		Wilcoxon W		Z		Asymp. Sig. (2-tailed)		Exact Sig. [2*(1-tailed Sig.)]				Mann-Whitney U		Wilcoxon W		Z		Asymp. Sig. (2-tailed)		Exact Sig. [2*(1-tailed Sig.)]				Mann-Whitney U		Wilcoxon W		Z		Asymp. Sig. (2-tailed)		Exact Sig. [2*(1-tailed Sig.)]				Mann-Whitney U		Wilcoxon W		Z		Asymp. Sig. (2-tailed)		Exact Sig. [2*(1-tailed Sig.)]				Mann-Whitney U		Wilcoxon W		Z		Asymp. Sig. (2-tailed)		Exact Sig. [2*(1-tailed Sig.)]				Mann-Whitney U		Wilcoxon W		Z		Asymp. Sig. (2-tailed)		Exact Sig. [2*(1-tailed Sig.)]				Mann-Whitney U		Wilcoxon W		Z		Asymp. Sig. (2-tailed)		Exact Sig. [2*(1-tailed Sig.)]						ANOVA				ANOVA				ANOVA				ANOVA				ANOVA				ANOVA				ANOVA				ANOVA																																																																																																																																																																																																																				both NS

																																																																																																						Between Groups				Between Groups				Between Groups				Between Groups				Between Groups				Between Groups				Between Groups				Between Groups																																																																Chiro G L3		no hits								hits								Chiro G L2		no hits								hits								Hyal G L3		no hits								hits								Hyal G L2		no hits								hits								Chiro S L3		no hits								hits								Chiro S L2		no hits								hits								Hyal S L3		no hits								hits								Hyal S L2		no hits								hits

																																																																																								Mann-Whitney U		Wilcoxon W		Z				Exact Sig. [2*(1-tailed Sig.)]								Sig.				Sig.				Sig.				Sig.				Sig.				Sig.				Sig.				Sig.				CG3		CG2		HG3		HG2		cs3		cs2		HS3		HS2				CG3		CG2		HG3		HG2		cs3		cs2		HS3		HS2				CG3		CG2		HG3		HG2		cs3		cs2		HS3		HS2		CS3 max vals		# diffs		# L2 diffs				Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean				Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean				Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean				Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean				Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean				Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean				Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean				Minimum		Maximum		Mean		Geometric Mean		Minimum		Maximum		Mean		Geometric Mean						CG3		CG2		HG3		HG2		cs3		cs2		HS3		HS2

		log(4-Methylphenol, ppb)		304		6409		-3.3826528969		0.00				log(4-Methylphenol, ppb)		327.00		6213.00		-3.73		0.00				log(4-Methylphenol, ppb)		337.00		6778.00		-2.11		0.03				log(4-Methylphenol, ppb)		1540.00		2443.00		-0.86		0.39				log(4-Methylphenol, ppb)		202.00		6988.00		-2.23		0.03				log(4-Methylphenol, ppb)		366.00		6921.00		-1.43		0.15				log(4-Methylphenol, ppb)		105.50		7008.50		-2.88		0.00				log(4-Methylphenol, ppb)		112.50		6898.50		-3.21		0.00								log(4-Methylphenol, ppb)		0.00		log(4-Methylphenol, ppb)		0.00		log(4-Methylphenol, ppb)		0.04		log(4-Methylphenol, ppb)		0.28		log(4-Methylphenol, ppb)		0.00		log(4-Methylphenol, ppb)		0.02		log(4-Methylphenol, ppb)		0.00		log(4-Methylphenol, ppb)		0.00				both sig		both sig		both sig		both NS		nonpar sig		par sig		both sig		both sig				1		1		1		0		1		1		1		1				1		1		1		0		1		1		1		1		max no hit > max hit		7		3		4-Methylphenol (ppb)		2.6		510		29.8		14.0		4.9		390		94.5		53.3		4-Methylphenol (ppb)		2.6		510		29.6		13.8		4.9		390		87.0		50.2		4-Methylphenol (ppb)		2.6		510		33.7		15.2		6		390		69.2		31.7		4-Methylphenol (ppb)		4		510		40.7		17.4		2.6		390		28.8		14.0		4-Methylphenol (ppb)		2.6		510		31.6		15.0		4.9		390		119.3		55.7		4-Methylphenol (ppb)		2.6		510		32.0		15.2		4.9		390		94.6		36.4		4-Methylphenol (ppb)		2.6		510		32.6		15.0		12		390		115.3		67.4		4-Methylphenol (ppb)		2.6		510		32.3		14.8		12		390		108.3		67.2						0		0		0		log(4-Methylphenol, ppb)		0		0		0		0		0

		log(Aldrin, ppb)		264.5		2820.5		-2.7547338769		0.01				log(Aldrin, ppb)		477.50		2688.50		-1.58		0.11				log(Aldrin, ppb)		254.50		3029.50		-2.00		0.05				log(Aldrin, ppb)		646.50		856.50		-0.04		0.97				log(Aldrin, ppb)		200.50		3126.50		-2.02		0.04				log(Aldrin, ppb)		386.50		2871.50		-1.60		0.11				log(Aldrin, ppb)		110.00		3270.00		-2.18		0.03				log(Aldrin, ppb)		136.00		3217.00		-2.19		0.03								log(Aldrin, ppb)		0.01		log(Aldrin, ppb)		0.10		log(Aldrin, ppb)		0.04		log(Aldrin, ppb)		0.55		log(Aldrin, ppb)		0.01		log(Aldrin, ppb)		0.05		log(Aldrin, ppb)		0.00		log(Aldrin, ppb)		0.01				both sig		both NS		both sig		both NS		nonpar sig		par sig		both sig		both sig				1		0		1		0		1		1		1		1				1		0		1		0		1		1		1		1		max no hit > max hit		6		2		Aldrin (ppb)		0.052		691		11.9		0.8		0.166		132		15.5		2.8		Aldrin (ppb)		0.052		691		12.8		0.8		0.143		132		11.5		1.6		Aldrin (ppb)		0.052		691		11.7		0.8		0.406		132		17.9		2.5		Aldrin (ppb)		0.052		691		12.9		0.9		0.156		132		11.2		1.2		Aldrin (ppb)		0.052		691		11.3		0.8		0.166		132		22.7		3.6		Aldrin (ppb)		0.052		691		12.1		0.8		0.166		132		14.4		2.0		Aldrin (ppb)		0.052		691		11.0		0.8		0.173		132		32.1		6.0		Aldrin (ppb)		0.052		691		11.1		0.8		0.173		132		27.6		4.7						0		log(Aldrin, ppb)		0		log(Aldrin, ppb)		0		0		0		0		0

		log(Aluminum, ppm)		5357		6303		-0.0350749693		0.97				log(Aluminum, ppm)		6225.50		35386.50		-0.07		0.94				log(Aluminum, ppm)		3328.00		38308.00		-1.15		0.25				log(Aluminum, ppm)		5481.00		29791.00		-4.06		0.00				log(Aluminum, ppm)		3623.00		4151.00		-1.22		0.22				log(Aluminum, ppm)		5256.00		6246.00		-0.43		0.67				log(Aluminum, ppm)		2426.00		2616.00		-0.50		0.62				log(Aluminum, ppm)		2498.00		2729.00		-0.96		0.34								log(Aluminum, ppm)		0.65		log(Aluminum, ppm)		0.84		log(Aluminum, ppm)		0.12		log(Aluminum, ppm)		0.00		log(Aluminum, ppm)		0.59		log(Aluminum, ppm)		0.58		log(Aluminum, ppm)		0.94		log(Aluminum, ppm)		0.41				both NS		both NS		both NS		both sig		par sig		both NS		both NS		both NS				0		0		0		1		1		0		0		0				0		0		0		1		0		0		0		0		0		1		1		Aluminum (ppm)		1950		39300		22028.0		20497.2		8020		41200		22229.3		21131.0		Aluminum (ppm)		5060		39300		22052.6		20635.3		1950		41200		22080.4		20375.7		Aluminum (ppm)		1950		41200		21863.1		20340.8		11700		39300		23827.6		22992.6		Aluminum (ppm)		5060		41200		21132.5		19730.7		1950		39300		24845.3		23408.1		Aluminum (ppm)		1950		39300		22187.0		20680.1		8020		41200		21001.9		19860.4		Aluminum (ppm)		5060		39300		22110.6		20702.1		1950		41200		21757.0		19960.5		Aluminum (ppm)		1950		39300		22081.1		20599.2		9240		41200		21717.9		20441.4		Aluminum (ppm)		1950		39300		22149.7		20699.9		5690		41200		20863.3		19204.6						log(Aluminum, ppm)		log(Aluminum, ppm)		log(Aluminum, ppm)		0		0		log(Aluminum, ppm)		log(Aluminum, ppm)		log(Aluminum, ppm)		0

		log(Ammonia, ppm)		3679		34804		-3.2750094986		0.00				log(Ammonia, ppm)		4628.50		33548.50		-2.92		0.00				log(Ammonia, ppm)		3052.00		37768.00		-1.76		0.08				log(Ammonia, ppm)		6875.50		30965.50		-1.79		0.07				log(Ammonia, ppm)		3500.00		37430.00		-1.46		0.14				log(Ammonia, ppm)		4180.00		35056.00		-2.47		0.01				log(Ammonia, ppm)		2098.50		39499.50		-1.39		0.16				log(Ammonia, ppm)		2083.50		39211.50		-1.75		0.08								log(Ammonia, ppm)		0.00		log(Ammonia, ppm)		0.07		log(Ammonia, ppm)		0.07		log(Ammonia, ppm)		0.07		log(Ammonia, ppm)		0.13		log(Ammonia, ppm)		0.02		log(Ammonia, ppm)		0.17		log(Ammonia, ppm)		0.10				both sig		both sig		both sig		both sig		par sig		both sig		both NS		both sig				1		1		1		1		1		1		0		1				1		1		1		1		1		1		0		1		0		7		4		Ammonia (ppm)		0.26		276		77.5		57.8		12.6		352		119.2		93.2		Ammonia (ppm)		0.26		276		77.3		59.1		0.4		352		112.9		77.2		Ammonia (ppm)		0.26		334		81.1		60.0		13.6		352		106.7		83.8		Ammonia (ppm)		0.26		334		81.0		58.5		0.4		352		91.4		73.9		Ammonia (ppm)		0.26		334		81.0		60.2		12.6		352		104.5		78.9		Ammonia (ppm)		0.26		276		78.8		58.6		12.6		352		111.0		85.2		Ammonia (ppm)		0.26		334		81.6		60.8		16.7		352		112.1		82.7		Ammonia (ppm)		0.26		334		81.0		60.5		16.7		352		118.9		87.3						0		0		0		0		0		0		log(Ammonia, ppm)		0		0

		log(Antimony, ppm)		3102		20868		-0.7918699338		0.43				log(Antimony, ppm)		3586.00		19876.00		-0.97		0.33				log(Antimony, ppm)		1905.00		22611.00		-0.80		0.42				log(Antimony, ppm)		3907.00		5737.00		-2.36		0.02				log(Antimony, ppm)		2558.50		2909.50		-0.05		0.96				log(Antimony, ppm)		3236.50		3866.50		-0.20		0.84				log(Antimony, ppm)		1245.50		23400.50		-0.96		0.34				log(Antimony, ppm)		1330.00		23275.00		-0.98		0.33								log(Antimony, ppm)		0.33		log(Antimony, ppm)		0.16		log(Antimony, ppm)		0.13		log(Antimony, ppm)		0.12		log(Antimony, ppm)		0.97		log(Antimony, ppm)		0.98		log(Antimony, ppm)		0.19		log(Antimony, ppm)		0.21				both NS		both NS		both NS		nonpar sig		both NS		both NS		both NS		both NS				0		0		0		1		0		0		0		0				0		0		0		1		0		0		0		0		max no hit > max hit		1		1		Antimony (ppm)		0.06		19.3		0.7		0.3		0.08		6.37		0.8		0.3		Antimony (ppm)		0.06		19.3		0.6		0.3		0.08		18.7		1.2		0.4		Antimony (ppm)		0.06		19.3		0.6		0.3		0.095		18.7		1.7		0.4		Antimony (ppm)		0.06		19.3		0.7		0.3		0.08		18.7		0.8		0.2		Antimony (ppm)		0.06		19.3		0.7		0.3		0.08		6.37		0.7		0.3		Antimony (ppm)		0.06		19.3		0.7		0.3		0.08		6.37		0.7		0.3		Antimony (ppm)		0.06		19.3		0.7		0.3		0.095		6.37		1.1		0.4		Antimony (ppm)		0.06		19.3		0.7		0.3		0.095		6.37		1.0		0.4						log(Antimony, ppm)		log(Antimony, ppm)		log(Antimony, ppm)		0		log(Antimony, ppm)		log(Antimony, ppm)		log(Antimony, ppm)		log(Antimony, ppm)		0

		log(Arsenic, ppm)		4567		35942		-1.574463631		0.12				log(Arsenic, ppm)		5237.00		34398.00		-1.86		0.06				log(Arsenic, ppm)		3291.50		38271.50		-1.24		0.22				log(Arsenic, ppm)		7558.50		31868.50		-0.75		0.45				log(Arsenic, ppm)		3933.50		38124.50		-0.54		0.59				log(Arsenic, ppm)		5365.50		36490.50		-0.22		0.83				log(Arsenic, ppm)		2289.50		39964.50		-0.88		0.38				log(Arsenic, ppm)		2788.50		39916.50		-0.18		0.86								log(Arsenic, ppm)		0.12		log(Arsenic, ppm)		0.03		log(Arsenic, ppm)		0.10		log(Arsenic, ppm)		0.39		log(Arsenic, ppm)		0.61		log(Arsenic, ppm)		0.89		log(Arsenic, ppm)		0.28		log(Arsenic, ppm)		0.84				both NS		both sig		both NS		both NS		both NS		both NS		both NS		both NS				0		1		0		0		0		0		0		0				0		1		0		0		0		0		0		0		max no hit > max hit		1		1		Arsenic (ppm)		1.02		34		4.3		3.8		2.23		16.9		4.8		4.2		Arsenic (ppm)		1.02		22.9		4.2		3.7		2.23		34		5.2		4.3		Arsenic (ppm)		1.02		22.9		4.2		3.8		2.23		34		5.6		4.4		Arsenic (ppm)		1.02		22.9		4.3		3.8		1.89		34		4.6		4.0		Arsenic (ppm)		1.02		34		4.3		3.8		2.19		16.9		4.5		4.0		Arsenic (ppm)		1.02		34		4.4		3.8		1.89		16.9		4.3		3.9		Arsenic (ppm)		1.02		34		4.3		3.8		2.23		16.5		4.9		4.3		Arsenic (ppm)		1.11		34		4.3		3.8		1.02		16.5		4.6		3.9						log(Arsenic, ppm)		0		log(Arsenic, ppm)		log(Arsenic, ppm)		log(Arsenic, ppm)		log(Arsenic, ppm)		log(Arsenic, ppm)		log(Arsenic, ppm)		0

		log(Benzyl alcohol, ppb)		60		1771		-0.9011797747		0.37		0.39		log(Benzyl alcohol, ppb)		126.50		1722.50		-0.36		0.72		0.73		log(Benzyl alcohol, ppb)		38.50		1691.50		-2.20		0.03		0.02		log(Benzyl alcohol, ppb)		302.00		767.00		-2.35		0.02				log(Benzyl alcohol, ppb)		47.50		1817.50		-0.47		0.64		0.66		log(Benzyl alcohol, ppb)		64.00		1775.00		-0.77		0.44		0.47		log(Benzyl alcohol, ppb)		0.00		1830.00		-1.71		0.09		0.03		log(Benzyl alcohol, ppb)		0.00		1830.00		-1.71		0.09		0.03						log(Benzyl alcohol, ppb)		0.03		log(Benzyl alcohol, ppb)		0.23		log(Benzyl alcohol, ppb)		0.00		log(Benzyl alcohol, ppb)		0.04		log(Benzyl alcohol, ppb)		0.03		log(Benzyl alcohol, ppb)		0.04		log(Benzyl alcohol, ppb)		0.00		log(Benzyl alcohol, ppb)		0.00				par sig		both NS		both sig		both sig		par sig		par sig		both sig		both sig				1		0		1		1		1		1		1		1				1		0		1		1		1		1		1		1		0		7		3		Benzyl alcohol (ppb)		2.2		36		10.7		9.5		6.3		90		36.4		19.5		Benzyl alcohol (ppb)		2.2		36		10.8		9.5		4.6		90		25.2		13.2		Benzyl alcohol (ppb)		2.2		36		10.5		9.2		11		90		33.5		22.3		Benzyl alcohol (ppb)		2.2		36		9.7		8.4		4.3		90		14.1		11.4		Benzyl alcohol (ppb)		2.2		36		10.7		9.5		6.3		90		48.2		23.8		Benzyl alcohol (ppb)		2.2		36		10.7		9.5		6.3		90		36.1		18.9		Benzyl alcohol (ppb)		2.2		36		10.7		9.4		90		90		90.0		90.0		Benzyl alcohol (ppb)		2.2		36		10.7		9.4		90		90		90.0		90.0						0		log(Benzyl alcohol, ppb)		0		0		0		0		0		0		0

		log(Bis(2-ethylhexyl) phthalate, ppb)		1436		19014		-2.3147926146		0.02				log(Bis(2-ethylhexyl) phthalate, ppb)		1675.50		17965.50		-3.09		0.00				log(Bis(2-ethylhexyl) phthalate, ppb)		986.00		19514.00		-2.70		0.01				log(Bis(2-ethylhexyl) phthalate, ppb)		3876.00		15657.00		-1.05		0.29				log(Bis(2-ethylhexyl) phthalate, ppb)		1160.50		20075.50		-1.31		0.19				log(Bis(2-ethylhexyl) phthalate, ppb)		1744.50		19322.50		-1.16		0.24				log(Bis(2-ethylhexyl) phthalate, ppb)		599.00		20499.00		-2.12		0.03				log(Bis(2-ethylhexyl) phthalate, ppb)		647.50		20348.50		-2.26		0.02								log(Bis(2-ethylhexyl) phthalate, ppb)		0.01		log(Bis(2-ethylhexyl) phthalate, ppb)		0.00		log(Bis(2-ethylhexyl) phthalate, ppb)		0.05		log(Bis(2-ethylhexyl) phthalate, ppb)		0.59		log(Bis(2-ethylhexyl) phthalate, ppb)		0.15		log(Bis(2-ethylhexyl) phthalate, ppb)		0.20		log(Bis(2-ethylhexyl) phthalate, ppb)		0.03		log(Bis(2-ethylhexyl) phthalate, ppb)		0.03				both sig		both sig		both sig		both NS		both NS		both NS		both sig		both sig				1		1		1		0		0		0		1		1				0		0		0		0		0		0		0		0		max no hit > max hit		0		0		Bis(2-ethylhexyl) phthalate (ppb)		4.2		440000		2852.8		147.3		34		17000		1605.9		367.2		Bis(2-ethylhexyl) phthalate (ppb)		4.2		440000		2880.2		139.6		34		17000		1737.1		411.9		Bis(2-ethylhexyl) phthalate (ppb)		4.2		440000		2894.4		152.2		23		4500		769.6		332.4		Bis(2-ethylhexyl) phthalate (ppb)		4.2		440000		3561.8		156.6		23		4500		425.9		178.7		Bis(2-ethylhexyl) phthalate (ppb)		4.2		440000		2867.1		155.4		39		4500		838.7		283.2		Bis(2-ethylhexyl) phthalate (ppb)		4.2		440000		2959.2		154.6		39		4500		701.2		243.9		Bis(2-ethylhexyl) phthalate (ppb)		4.2		440000		2801.3		154.1		46		4500		1134.9		452.4		Bis(2-ethylhexyl) phthalate (ppb)		4.2		440000		2814.2		153.7		46		4500		1054.5		428.7						0		0		0		log(Bis(2-ethylhexyl) phthalate, ppb)		log(Bis(2-ethylhexyl) phthalate, ppb)		log(Bis(2-ethylhexyl) phthalate, ppb)		0		0		0

		log(Butylbenzyl phthalate, ppb)		216.5		4311.5		-0.8099814856		0.42				log(Butylbenzyl phthalate, ppb)		421.50		3991.50		-0.91		0.36				log(Butylbenzyl phthalate, ppb)		257.50		4352.50		-0.19		0.85				log(Butylbenzyl phthalate, ppb)		707.50		1085.50		-1.83		0.07				log(Butylbenzyl phthalate, ppb)		107.50		113.50		-0.67		0.50		0.52		log(Butylbenzyl phthalate, ppb)		270.50		298.50		-0.58		0.56				log(Butylbenzyl phthalate, ppb)		101.00		4472.00		-0.81		0.42		0.44		log(Butylbenzyl phthalate, ppb)		101.00		4472.00		-0.81		0.42		0.44						log(Butylbenzyl phthalate, ppb)		0.27		log(Butylbenzyl phthalate, ppb)		0.21		log(Butylbenzyl phthalate, ppb)		0.78		log(Butylbenzyl phthalate, ppb)		0.07		log(Butylbenzyl phthalate, ppb)		0.84		log(Butylbenzyl phthalate, ppb)		0.60		log(Butylbenzyl phthalate, ppb)		0.25		log(Butylbenzyl phthalate, ppb)		0.25				both NS		both NS		both NS		both sig		par sig		both NS		both NS		both NS				0		0		0		1		1		0		0		0				0		0		0		0		0		0		0		0		max no hit > max hit		0		0		Butylbenzyl phthalate (ppb)		2.7		2800		101.2		22.0		4.7		290		110.5		44.6		Butylbenzyl phthalate (ppb)		2.7		2800		101.4		21.4		3.4		290		104.8		38.5		Butylbenzyl phthalate (ppb)		2.7		2800		103.2		22.7		5.3		290		80.7		27.3		Butylbenzyl phthalate (ppb)		2.7		2800		127.0		27.3		3.4		290		37.3		14.8		Butylbenzyl phthalate (ppb)		2.7		2800		101.9		23.1		4.7		290		100.0		19.3		Butylbenzyl phthalate (ppb)		2.7		2800		105.5		23.5		4.6		290		54.7		17.2		Butylbenzyl phthalate (ppb)		2.7		2800		100.3		22.3		5.3		290		148.4		61.3		Butylbenzyl phthalate (ppb)		2.7		2800		100.3		22.3		5.3		290		148.4		61.3						log(Butylbenzyl phthalate, ppb)		log(Butylbenzyl phthalate, ppb)		log(Butylbenzyl phthalate, ppb)		0		0		log(Butylbenzyl phthalate, ppb)		log(Butylbenzyl phthalate, ppb)		log(Butylbenzyl phthalate, ppb)		0

		log(Butyltin ion, ppb)		161.5		2177.5		-1.155173884		0.25				log(Butyltin ion, ppb)		232.50		1943.50		-1.80		0.07				log(Butyltin ion, ppb)		188.00		209.00		-0.08		0.93		0.94		log(Butyltin ion, ppb)		369.50		489.50		-0.62		0.54				log(Butyltin ion, ppb)		131.00		2276.00		-0.72		0.47		0.49		log(Butyltin ion, ppb)		226.00		2179.00		-0.41		0.68				log(Butyltin ion, ppb)		47.50		2393.50		-0.72		0.47		0.50		log(Butyltin ion, ppb)		47.50		2393.50		-0.72		0.47		0.50						log(Butyltin ion, ppb)		0.34		log(Butyltin ion, ppb)		0.08		log(Butyltin ion, ppb)		0.87		log(Butyltin ion, ppb)		0.58		log(Butyltin ion, ppb)		0.56		log(Butyltin ion, ppb)		0.83		log(Butyltin ion, ppb)		0.53		log(Butyltin ion, ppb)		0.53				both NS		both sig		both NS		both NS		both NS		both NS		both NS		both NS				0		1		0		0		0		0		0		0				0		1		0		0		0		0		0		0		max no hit > max hit		1		1		Butyltin ion (ppb)		0.16		540		20.8		4.0		1.4		41		12.4		7.6		Butyltin ion (ppb)		0.16		540		19.6		3.6		1.4		110		21.8		9.2		Butyltin ion (ppb)		0.16		540		21.3		4.3		0.87		10		4.9		3.8		Butyltin ion (ppb)		0.16		540		22.1		4.5		0.49		110		12.2		3.4		Butyltin ion (ppb)		0.16		540		20.8		4.1		1.4		17		8.5		6.5		Butyltin ion (ppb)		0.16		540		21.7		4.2		1.4		17		6.5		4.8		Butyltin ion (ppb)		0.16		540		20.3		4.1		8.1		10		9.1		9.0		Butyltin ion (ppb)		0.16		540		20.3		4.1		8.1		10		9.1		9.0						log(Butyltin ion, ppb)		0		log(Butyltin ion, ppb)		log(Butyltin ion, ppb)		log(Butyltin ion, ppb)		log(Butyltin ion, ppb)		log(Butyltin ion, ppb)		log(Butyltin ion, ppb)		0

		log(Cadmium, ppm)		3762		34638		-3.0820957807		0.00				log(Cadmium, ppm)		4360.00		33040.00		-3.37		0.00				log(Cadmium, ppm)		2908.50		37361.50		-2.07		0.04				log(Cadmium, ppm)		7514.00		31385.00		-0.71		0.48				log(Cadmium, ppm)		3643.00		37313.00		-1.12		0.26				log(Cadmium, ppm)		4416.50		35292.50		-1.80		0.07				log(Cadmium, ppm)		2068.50		39196.50		-1.45		0.15				log(Cadmium, ppm)		2421.50		39006.50		-1.11		0.27								log(Cadmium, ppm)		0.00		log(Cadmium, ppm)		0.00		log(Cadmium, ppm)		0.03		log(Cadmium, ppm)		0.48		log(Cadmium, ppm)		0.14		log(Cadmium, ppm)		0.04		log(Cadmium, ppm)		0.03		log(Cadmium, ppm)		0.08				both sig		both sig		both sig		both NS		both NS		both sig		par sig		par sig				1		1		1		0		0		1		1		1				1		1		1		0		0		1		1		1		0		6		3		Cadmium (ppm)		0.043		3.51		0.3		0.2		0.102		5.41		0.5		0.3		Cadmium (ppm)		0.043		3.51		0.3		0.2		0.064		5.41		0.5		0.3		Cadmium (ppm)		0.043		3.51		0.3		0.2		0.072		5.41		0.6		0.3		Cadmium (ppm)		0.043		3.51		0.3		0.2		0.072		5.41		0.4		0.2		Cadmium (ppm)		0.043		3.51		0.3		0.2		0.084		5.41		0.5		0.3		Cadmium (ppm)		0.043		3.51		0.3		0.2		0.072		5.41		0.5		0.3		Cadmium (ppm)		0.043		3.51		0.3		0.2		0.102		5.41		0.7		0.3		Cadmium (ppm)		0.043		3.51		0.3		0.2		0.075		5.41		0.6		0.3						0		0		0		log(Cadmium, ppm)		log(Cadmium, ppm)		0		0		0		0

		log(Carbazole, ppb)		1241		16119		-5.1165050246		0.00				log(Carbazole, ppb)		1636.50		15331.50		-4.94		0.00				log(Carbazole, ppb)		846.00		18237.00		-3.74		0.00				log(Carbazole, ppb)		3717.00		5370.00		-1.32		0.19				log(Carbazole, ppb)		864.50		17335.50		-4.79		0.00				log(Carbazole, ppb)		1510.00		16561.00		-4.08		0.00				log(Carbazole, ppb)		382.50		18910.50		-4.18		0.00				log(Carbazole, ppb)		378.50		18714.50		-4.47		0.00								log(Carbazole, ppb)		0.00		log(Carbazole, ppb)		0.00		log(Carbazole, ppb)		0.00		log(Carbazole, ppb)		0.82		log(Carbazole, ppb)		0.00		log(Carbazole, ppb)		0.00		log(Carbazole, ppb)		0.00		log(Carbazole, ppb)		0.00				both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig				1		1		1		0		1		1		1		1				1		1		1		0		1		1		1		1		0		7		3		Carbazole (ppb)		1.6		1100		47.7		14.5		2.5		56000		4457.3		181.6		Carbazole (ppb)		1.6		1100		48.1		14.3		2.5		56000		3683.9		124.8		Carbazole (ppb)		1.6		30000		236.7		17.2		4.9		56000		5855.9		214.1		Carbazole (ppb)		1.6		30000		293.3		21.4		2.1		56000		1962.8		22.9		Carbazole (ppb)		1.6		2500		67.8		15.6		2.5		56000		5959.3		266.1		Carbazole (ppb)		1.6		1100		55.6		15.4		2.5		56000		4552.4		140.3		Carbazole (ppb)		1.6		30000		233.5		17.4		7.6		56000		8496.3		603.6		Carbazole (ppb)		1.6		30000		230.7		17.0		7.6		56000		7945.1		614.7						0		0		0		log(Carbazole, ppb)		0		0		0		0		0

		log(Chromium, ppm)		4399		35524		-1.8668490628		0.06				log(Chromium, ppm)		5077.50		33997.50		-2.11		0.04				log(Chromium, ppm)		2730.00		37446.00		-2.51		0.01				log(Chromium, ppm)		7476.00		31566.00		-0.83		0.41				log(Chromium, ppm)		3872.00		37802.00		-0.64		0.52				log(Chromium, ppm)		4662.00		35538.00		-1.54		0.12				log(Chromium, ppm)		2017.50		39418.50		-1.62		0.11				log(Chromium, ppm)		2443.00		39299.00		-1.08		0.28								log(Chromium, ppm)		0.06		log(Chromium, ppm)		0.07		log(Chromium, ppm)		0.01		log(Chromium, ppm)		0.29		log(Chromium, ppm)		0.24		log(Chromium, ppm)		0.12		log(Chromium, ppm)		0.04		log(Chromium, ppm)		0.16				both sig		both sig		both sig		both NS		both NS		both NS		par sig		both NS				1		1		1		0		0		0		1		0				1		1		1		0		0		0		1		0		max no hit > max hit		4		1		Chromium (ppm)		9.81		224		31.7		28.4		12.2		146		37.2		32.5		Chromium (ppm)		9.81		224		31.6		28.3		12.2		146		36.6		32.0		Chromium (ppm)		9.81		224		31.6		28.3		18.8		146		40.7		35.8		Chromium (ppm)		9.81		224		32.2		28.5		12.2		146		33.3		30.4		Chromium (ppm)		9.81		224		31.9		28.6		12.2		146		37.6		31.6		Chromium (ppm)		9.81		224		31.8		28.5		12.2		146		36.6		31.9		Chromium (ppm)		9.81		224		31.8		28.5		12.2		146		43.0		35.4		Chromium (ppm)		9.81		224		31.9		28.7		10.9		146		40.7		33.1						0		0		0		log(Chromium, ppm)		log(Chromium, ppm)		log(Chromium, ppm)		0		log(Chromium, ppm)		0

		log(Copper, ppm)		4425.5		35800.5		-1.8501668965		0.06				log(Copper, ppm)		5035.00		34196.00		-2.22		0.03				log(Copper, ppm)		2693.50		37673.50		-2.62		0.01				log(Copper, ppm)		6411.50		30721.50		-2.58		0.01				log(Copper, ppm)		3970.50		38161.50		-0.45		0.65				log(Copper, ppm)		5110.50		36235.50		-0.71		0.48				log(Copper, ppm)		2102.50		39777.50		-1.40		0.16				log(Copper, ppm)		2476.50		39604.50		-1.01		0.31								log(Copper, ppm)		0.26		log(Copper, ppm)		0.11		log(Copper, ppm)		0.02		log(Copper, ppm)		0.04		log(Copper, ppm)		0.87		log(Copper, ppm)		0.79		log(Copper, ppm)		0.16		log(Copper, ppm)		0.33				nonpar sig		nonpar sig		both sig		both sig		par sig		both NS		both NS		both NS				1		1		1		1		1		0		0		0				1		1		1		1		0		0		0		0		max no hit > max hit		4		2		Copper (ppm)		9.7		562		59.8		39.6		14.3		1080		72.7		45.7		Copper (ppm)		10.2		562		58.3		39.1		9.7		1080		77.2		47.2		Copper (ppm)		9.7		562		57.7		39.0		21.5		1080		97.4		55.4		Copper (ppm)		9.7		493		56.8		38.3		14.3		1080		76.4		47.6		Copper (ppm)		9.7		1080		63.5		40.5		14.3		120		46.8		39.6		Copper (ppm)		9.7		1080		64.6		40.6		14.3		120		45.2		39.3		Copper (ppm)		9.7		562		58.6		39.8		14.3		1080		105.6		51.5		Copper (ppm)		9.7		562		58.9		39.9		11.6		1080		98.0		47.4						0		0		0		0		0		log(Copper, ppm)		log(Copper, ppm)		log(Copper, ppm)		0

		log(delta-Hexachlorocyclohexane, ppb)		238.5		1018.5		-0.316999449		0.75				log(delta-Hexachlorocyclohexane, ppb)		272.50		392.50		-0.10		0.92				log(delta-Hexachlorocyclohexane, ppb)		65.00		1146.00		-2.09		0.04		0.04		log(delta-Hexachlorocyclohexane, ppb)		165.00		945.00		-1.87		0.06				log(delta-Hexachlorocyclohexane, ppb)		150.00		1096.00		-1.05		0.29		0.30		log(delta-Hexachlorocyclohexane, ppb)		245.50		986.50		-0.42		0.67				log(delta-Hexachlorocyclohexane, ppb)		36.00		1212.00		-2.06		0.04		0.04		log(delta-Hexachlorocyclohexane, ppb)		36.00		1212.00		-2.06		0.04		0.04						log(delta-Hexachlorocyclohexane, ppb)		0.16		log(delta-Hexachlorocyclohexane, ppb)		0.31		log(delta-Hexachlorocyclohexane, ppb)		0.00		log(delta-Hexachlorocyclohexane, ppb)		0.01		log(delta-Hexachlorocyclohexane, ppb)		0.03		log(delta-Hexachlorocyclohexane, ppb)		0.18		log(delta-Hexachlorocyclohexane, ppb)		0.00		log(delta-Hexachlorocyclohexane, ppb)		0.00				both NS		both NS		both sig		both sig		par sig		both NS		both sig		both sig				0		0		1		1		1		0		1		1				0		0		1		1		1		0		1		1		0		5		2		delta-Hexachlorocyclohexane (ppb)		0.092		2.35		0.5		0.4		0.17		21.2		2.2		0.6		delta-Hexachlorocyclohexane (ppb)		0.092		2.35		0.5		0.4		0.17		21.2		2.0		0.5		delta-Hexachlorocyclohexane (ppb)		0.092		2.35		0.5		0.4		0.287		21.2		4.5		1.4		delta-Hexachlorocyclohexane (ppb)		0.092		2.35		0.5		0.4		0.26		21.2		2.4		0.7		delta-Hexachlorocyclohexane (ppb)		0.092		2.35		0.5		0.4		0.17		21.2		3.1		0.8		delta-Hexachlorocyclohexane (ppb)		0.092		2.35		0.5		0.4		0.17		21.2		2.1		0.6		delta-Hexachlorocyclohexane (ppb)		0.092		2.35		0.5		0.4		0.289		21.2		6.4		2.0		delta-Hexachlorocyclohexane (ppb)		0.092		2.35		0.5		0.4		0.289		21.2		6.4		2.0						log(delta-Hexachlorocyclohexane, ppb)		log(delta-Hexachlorocyclohexane, ppb)		0		0		0		log(delta-Hexachlorocyclohexane, ppb)		0		0		0

		log(Dibutyltin ion, ppb)		243.5		2454.5		-0.356880336		0.72				log(Dibutyltin ion, ppb)		316.00		2207.00		-1.14		0.25				log(Dibutyltin ion, ppb)		203.50		231.50		-0.57		0.57				log(Dibutyltin ion, ppb)		444.00		597.00		-0.52		0.60				log(Dibutyltin ion, ppb)		202.50		2548.50		-0.03		0.98				log(Dibutyltin ion, ppb)		280.50		325.50		-0.20		0.84				log(Dibutyltin ion, ppb)		100.50		106.50		-0.16		0.87		0.88		log(Dibutyltin ion, ppb)		100.50		106.50		-0.16		0.87		0.88						log(Dibutyltin ion, ppb)		0.89		log(Dibutyltin ion, ppb)		0.27		log(Dibutyltin ion, ppb)		0.50		log(Dibutyltin ion, ppb)		0.65		log(Dibutyltin ion, ppb)		0.81		log(Dibutyltin ion, ppb)		0.76		log(Dibutyltin ion, ppb)		0.60		log(Dibutyltin ion, ppb)		0.60				both NS		both NS		both NS		both NS		both NS		both NS		both NS		both NS				0		0		0		0		0		0		0		0				0		0		0		0		0		0		0		0		max no hit > max hit		0		0		Dibutyltin ion (ppb)		0.14		910		67.2		11.2		0.2		68		26.5		12.4		Dibutyltin ion (ppb)		0.14		910		56.8		10.0		0.2		840		91.0		20.2		Dibutyltin ion (ppb)		0.14		910		67.7		11.9		0.2		45		16.1		6.8		Dibutyltin ion (ppb)		0.14		910		58.8		12.0		0.14		840		76.0		9.2		Dibutyltin ion (ppb)		0.14		910		66.4		11.5		0.2		45		21.9		9.3		Dibutyltin ion (ppb)		0.14		910		69.0		11.6		0.2		45		17.8		9.2		Dibutyltin ion (ppb)		0.14		910		64.4		11.6		0.2		45		23.4		6.1		Dibutyltin ion (ppb)		0.14		910		64.4		11.6		0.2		45		23.4		6.1						log(Dibutyltin ion, ppb)		log(Dibutyltin ion, ppb)		log(Dibutyltin ion, ppb)		log(Dibutyltin ion, ppb)		log(Dibutyltin ion, ppb)		log(Dibutyltin ion, ppb)		log(Dibutyltin ion, ppb)		log(Dibutyltin ion, ppb)		0

		log(Dieldrin, ppb)		24		970		-2.8181987307		0.00		0.00		log(Dieldrin, ppb)		24.00		927.00		-3.18		0.00		0.00		log(Dieldrin, ppb)		22.00		1012.00		-2.46		0.01		0.01		log(Dieldrin, ppb)		98.00		918.00		-1.72		0.09		0.09		log(Dieldrin, ppb)		22.00		1012.00		-2.46		0.01		0.01		log(Dieldrin, ppb)		54.50		957.50		-2.23		0.03		0.02		log(Dieldrin, ppb)		22.00		1012.00		-2.46		0.01		0.01		log(Dieldrin, ppb)		22.00		1012.00		-2.46		0.01		0.01						log(Dieldrin, ppb)		0.00		log(Dieldrin, ppb)		0.00		log(Dieldrin, ppb)		0.00		log(Dieldrin, ppb)		0.02		log(Dieldrin, ppb)		0.00		log(Dieldrin, ppb)		0.00		log(Dieldrin, ppb)		0.00		log(Dieldrin, ppb)		0.00				both sig		both sig		both sig		both sig		both sig		both sig		both sig		both sig				1		1		1		1		1		1		1		1				1		1		1		1		1		1		1		1		0		8		4		Dieldrin (ppb)		0.038		21.5		1.3		0.4		0.779		356		74.5		6.7		Dieldrin (ppb)		0.038		21.5		1.3		0.4		0.779		356		62.7		6.1		Dieldrin (ppb)		0.038		21.5		1.3		0.4		0.415		356		92.9		9.0		Dieldrin (ppb)		0.038		21.5		1.4		0.4		0.066		356		46.7		1.8		Dieldrin (ppb)		0.038		21.5		1.4		0.4		0.779		356		92.3		8.1		Dieldrin (ppb)		0.038		21.5		1.4		0.4		0.153		356		62.1		3.6		Dieldrin (ppb)		0.038		21.5		1.4		0.4		0.779		356		92.3		8.1		Dieldrin (ppb)		0.038		21.5		1.4		0.4		0.779		356		92.3		8.1						0		0		0		0		0		0		0		0		0

		log(Diethyl phthalate, ppb)		12		13		-0.7489163546		0.45		0.59		log(Diethyl phthalate, ppb)		80.00		90.00		0.00		1.00		1.00		log(Diethyl phthalate, ppb)		33.00		894.00		-1.33		0.18		0.20		log(Diethyl phthalate, ppb)		206.50		396.50		-0.74		0.46				log(Diethyl phthalate, ppb)		12.00		13.00		-0.75		0.45		0.59		log(Diethyl phthalate, ppb)		57.00		918.00		-0.21		0.83		0.86																														log(Diethyl phthalate, ppb)		0.62		log(Diethyl phthalate, ppb)		0.15		log(Diethyl phthalate, ppb)		0.63		log(Diethyl phthalate, ppb)		0.14		log(Diethyl phthalate, ppb)		0.62		log(Diethyl phthalate, ppb)		0.96												both NS		both NS		both NS		both NS		both NS		both NS		both sig		both sig				0		0		0		0		0		0		1		1				0		0		0		0		0		0		0		0		max no hit > max hit		0		0		Diethyl phthalate (ppb)		1.7		370		16.7		5.0		2.9		2.9		2.9		2.9		Diethyl phthalate (ppb)		1.7		120		8.5		4.6		2.9		370		94.8		10.1		Diethyl phthalate (ppb)		1.7		370		17.0		4.8		3.4		11		7.2		6.5		Diethyl phthalate (ppb)		1.7		370		25.7		6.0		2.3		11		4.1		3.7		Diethyl phthalate (ppb)		1.7		370		16.7		5.0		2.9		2.9		2.9		2.9		Diethyl phthalate (ppb)		1.7		370		17.1		4.9		2.9		11		5.8		4.8		Diethyl phthalate (ppb)		1.7		370		16.4		4.9										Diethyl phthalate (ppb)		1.7		370		16.4		4.9														log(Diethyl phthalate, ppb)		log(Diethyl phthalate, ppb)		log(Diethyl phthalate, ppb)		log(Diethyl phthalate, ppb)		log(Diethyl phthalate, ppb)		log(Diethyl phthalate, ppb)		0		0		0

		log(Endrin, ppb)		72		243		-1.8014417303		0.07		0.07		log(Endrin, ppb)		72.00		243.00		-1.80		0.07		0.07		log(Endrin, ppb)		64.00		364.00		-0.94		0.34		0.37		log(Endrin, ppb)		91.00		136.00		-0.35		0.73		0.75		log(Endrin, ppb)		56.00		266.00		-2.23		0.03		0.03		log(Endrin, ppb)		72.00		262.00		-1.70		0.09		0.09		log(Endrin, ppb)		68.00		368.00		-0.76		0.45		0.47		log(Endrin, ppb)		73.00		349.00		-0.86		0.39		0.41						log(Endrin, ppb)		0.13		log(Endrin, ppb)		0.13		log(Endrin, ppb)		0.32		log(Endrin, ppb)		0.53		log(Endrin, ppb)		0.06		log(Endrin, ppb)		0.16		log(Endrin, ppb)		0.61		log(Endrin, ppb)		0.53				nonpar sig		nonpar sig		both NS		both NS		nonpar sig		nonpar sig		both NS		both NS				1		1		0		0		1		1		0		0				1		1		0		0		1		1		0		0		0		4		2		Endrin (ppb)		0.055		20.7		5.0		1.6		0.043		38.6		11.7		4.5		Endrin (ppb)		0.055		20.7		5.0		1.6		0.043		38.6		11.7		4.5		Endrin (ppb)		0.043		38.6		7.9		2.0		0.552		20.8		7.4		4.6		Endrin (ppb)		0.055		38.6		8.6		2.8		0.043		20.8		5.8		1.7		Endrin (ppb)		0.055		20.7		4.7		1.5		0.043		38.6		13.4		5.7		Endrin (ppb)		0.055		20.7		5.0		1.7		0.043		38.6		12.3		4.5		Endrin (ppb)		0.055		38.6		7.8		2.2		0.043		20.8		7.7		3.4		Endrin (ppb)		0.055		38.6		8.0		2.2		0.043		20.8		7.4		3.5						0		0		log(Endrin, ppb)		log(Endrin, ppb)		0		0		log(Endrin, ppb)		log(Endrin, ppb)		0

		log(Endrin ketone, ppb)		184.5		2075.5		-1.5791434569		0.11				log(Endrin ketone, ppb)		226.50		1996.50		-1.58		0.11				log(Endrin ketone, ppb)		134.00		2214.00		-1.22		0.22		0.23		log(Endrin ketone, ppb)		341.00		446.00		-0.75		0.45				log(Endrin ketone, ppb)		137.50		2153.50		-1.62		0.10				log(Endrin ketone, ppb)		212.50		2103.50		-1.09		0.28				log(Endrin ketone, ppb)		19.00		2230.00		-2.86		0.00		0.00		log(Endrin ketone, ppb)		19.00		2230.00		-2.86		0.00		0.00						log(Endrin ketone, ppb)		0.02		log(Endrin ketone, ppb)		0.01		log(Endrin ketone, ppb)		0.04		log(Endrin ketone, ppb)		0.86		log(Endrin ketone, ppb)		0.01		log(Endrin ketone, ppb)		0.05		log(Endrin ketone, ppb)		0.00		log(Endrin ketone, ppb)		0.00				par sig		par sig		par sig		both NS		both NS		par sig		both sig		both sig				1		1		1		0		0		1		1		1				1		1		1		0		0		1		1		1		0		6		3		Endrin ketone (ppb)		0.078		8.5		1.2		0.6		0.331		90.1		11.7		1.8		Endrin ketone (ppb)		0.078		8.5		1.1		0.6		0.26		90.1		10.2		1.7		Endrin ketone (ppb)		0.078		8.5		1.2		0.7		0.317		90.1		16.2		2.0		Endrin ketone (ppb)		0.078		8.5		1.3		0.7		0.11		90.1		7.2		0.8		Endrin ketone (ppb)		0.078		8.5		1.2		0.6		0.37		90.1		14.6		2.2		Endrin ketone (ppb)		0.078		8.5		1.2		0.6		0.26		90.1		11.4		1.5		Endrin ketone (ppb)		0.078		8.5		1.2		0.6		2.64		90.1		25.0		7.4		Endrin ketone (ppb)		0.078		8.5		1.2		0.6		2.64		90.1		25.0		7.4						0		0		0		log(Endrin ketone, ppb)		log(Endrin ketone, ppb)		0		0		0		0

		log(Lead, ppm)		3161.5		34536.5		-4.3132757327		0.00				log(Lead, ppm)		3860.50		33021.50		-4.34		0.00				log(Lead, ppm)		2789.50		37769.50		-2.40		0.02				log(Lead, ppm)		7849.50		10550.50		-0.29		0.77				log(Lead, ppm)		2971.00		37162.00		-2.66		0.01				log(Lead, ppm)		4375.50		35500.50		-2.13		0.03				log(Lead, ppm)		1598.50		39273.50		-2.81		0.00				log(Lead, ppm)		1903.50		39031.50		-2.55		0.01								log(Lead, ppm)		0.00		log(Lead, ppm)		0.00		log(Lead, ppm)		0.02		log(Lead, ppm)		0.79		log(Lead, ppm)		0.01		log(Lead, ppm)		0.04		log(Lead, ppm)		0.01		log(Lead, ppm)		0.02				both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig				1		1		1		0		1		1		1		1				1		1		1		0		1		1		1		1		max no hit > max hit		7		3		Lead (ppm)		3.23		1290		31.1		17.7		9.1		956		76.5		32.4		Lead (ppm)		3.23		1290		29.4		17.4		6.85		956		76.3		31.4		Lead (ppm)		3.23		1290		33.9		18.6		5.46		956		72.8		27.5		Lead (ppm)		3.23		1290		37.2		19.5		4.91		956		39.5		18.9		Lead (ppm)		3.23		1290		33.1		18.5		5.74		956		75.7		28.0		Lead (ppm)		3.23		1290		32.5		18.5		5.46		956		67.5		25.0		Lead (ppm)		3.23		1290		34.8		18.7		12.5		956		79.8		31.7		Lead (ppm)		3.23		1290		35.0		18.7		7.39		956		73.9		29.4						0		0		0		log(Lead, ppm)		0		0		0		0		0

		log(Mercury, ppm)		3227.5		33608.5		-4.0776337619		0.00				log(Mercury, ppm)		3661.50		31864.50		-4.58		0.00				log(Mercury, ppm)		2553.50		36483.50		-2.85		0.00				log(Mercury, ppm)		6663.00		30099.00		-1.98		0.05				log(Mercury, ppm)		3214.50		36367.50		-2.01		0.04				log(Mercury, ppm)		4187.00		34322.00		-2.36		0.02				log(Mercury, ppm)		1773.00		38358.00		-2.25		0.02				log(Mercury, ppm)		2076.00		38122.00		-2.00		0.05								log(Mercury, ppm)		0.00		log(Mercury, ppm)		0.00		log(Mercury, ppm)		0.00		log(Mercury, ppm)		0.02		log(Mercury, ppm)		0.02		log(Mercury, ppm)		0.02		log(Mercury, ppm)		0.01		log(Mercury, ppm)		0.02				both sig		both sig		both sig		both sig		both sig		both sig		both sig		both sig				1		1		1		1		1		1		1		1				1		1		1		1		1		1		1		1		0		8		4		Mercury (ppm)		0.009		0.624		0.1		0.1		0.022		2.01		0.2		0.1		Mercury (ppm)		0.009		0.624		0.1		0.1		0.022		2.01		0.2		0.1		Mercury (ppm)		0.009		0.722		0.1		0.1		0.022		2.01		0.2		0.1		Mercury (ppm)		0.009		0.722		0.1		0.1		0.022		2.01		0.1		0.1		Mercury (ppm)		0.009		0.722		0.1		0.1		0.022		2.01		0.2		0.1		Mercury (ppm)		0.009		0.722		0.1		0.1		0.02		2.01		0.2		0.1		Mercury (ppm)		0.009		0.722		0.1		0.1		0.022		2.01		0.2		0.1		Mercury (ppm)		0.009		0.722		0.1		0.1		0.019		2.01		0.2		0.1						0		0		0		0		0		0		0		0		0

		log(Nickel, ppm)		3464.5		32144.5		-3.2007673271		0.00				log(Nickel, ppm)		4186.00		30751.00		-3.20		0.00				log(Nickel, ppm)		2526.50		34404.50		-2.72		0.01				log(Nickel, ppm)		6714.50		28450.50		-1.47		0.14				log(Nickel, ppm)		3273.50		34648.50		-1.41		0.16				log(Nickel, ppm)		3883.00		32563.00		-2.34		0.02				log(Nickel, ppm)		1867.50		36320.50		-1.82		0.07				log(Nickel, ppm)		2160.00		36090.00		-1.59		0.11								log(Nickel, ppm)		0.01		log(Nickel, ppm)		0.02		log(Nickel, ppm)		0.02		log(Nickel, ppm)		0.32		log(Nickel, ppm)		0.10		log(Nickel, ppm)		0.04		log(Nickel, ppm)		0.10		log(Nickel, ppm)		0.23				both sig		both sig		both sig		both NS		both NS		both sig		both sig		both NS				1		1		1		0		0		1		1		0				1		1		1		0		0		1		1		0		max no hit > max hit		5		2		Nickel (ppm)		9.2		200		24.5		23.0		10.8		53.2		27.9		26.4		Nickel (ppm)		9.2		200		24.5		23.0		10.8		53.2		27.2		25.8		Nickel (ppm)		9.2		200		24.7		23.1		14.8		53.2		27.7		26.7		Nickel (ppm)		9.2		200		25.0		23.2		10.8		53.2		24.9		24.2		Nickel (ppm)		9.2		200		24.7		23.2		10.8		53.2		27.4		25.6		Nickel (ppm)		9.2		200		24.6		23.1		10.8		53.2		27.3		25.8		Nickel (ppm)		9.2		200		24.7		23.3		10.8		53.2		28.2		26.3		Nickel (ppm)		9.2		200		24.8		23.3		10.8		53.2		27.4		25.4						0		0		0		log(Nickel, ppm)		log(Nickel, ppm)		0		0		log(Nickel, ppm)		0

		log(Pentachlorophenol, ppb)		371.5		2262.5		-0.7547613642		0.45				log(Pentachlorophenol, ppb)		454.00		2107.00		-0.73		0.46				log(Pentachlorophenol, ppb)		154.00		2365.00		-2.33		0.02				log(Pentachlorophenol, ppb)		479.50		2019.50		-0.84		0.40				log(Pentachlorophenol, ppb)		226.50		2437.50		-1.15		0.25				log(Pentachlorophenol, ppb)		258.50		2403.50		-1.04		0.30				log(Pentachlorophenol, ppb)		148.50		2494.50		-1.63		0.10				log(Pentachlorophenol, ppb)		222.50		2433.50		-1.21		0.22								log(Pentachlorophenol, ppb)		0.60		log(Pentachlorophenol, ppb)		0.59		log(Pentachlorophenol, ppb)		0.06		log(Pentachlorophenol, ppb)		0.44		log(Pentachlorophenol, ppb)		0.34		log(Pentachlorophenol, ppb)		0.38		log(Pentachlorophenol, ppb)		0.14		log(Pentachlorophenol, ppb)		0.45				both NS		both NS		both sig		both NS		both NS		both NS		both NS		both NS				0		0		1		0		0		0		0		0				0		0		1		0		0		0		0		0		max no hit > max hit		1		0		Pentachlorophenol (ppb)		0.27		320		25.8		7.9		0.63		85		19.7		9.9		Pentachlorophenol (ppb)		0.27		320		27.0		7.8		0.63		85		17.5		9.7		Pentachlorophenol (ppb)		0.27		320		24.4		7.3		5.6		85		26.6		19.8		Pentachlorophenol (ppb)		0.27		320		27.4		7.6		0.63		85		17.1		10.2		Pentachlorophenol (ppb)		0.27		320		25.6		7.7		2.4		43		17.6		12.8		Pentachlorophenol (ppb)		0.27		320		25.9		7.7		2.4		43		16.6		12.1		Pentachlorophenol (ppb)		0.27		320		24.4		7.6		5.6		85		27.2		18.0		Pentachlorophenol (ppb)		0.53		320		24.8		7.8		0.27		85		24.0		11.7						log(Pentachlorophenol, ppb)		log(Pentachlorophenol, ppb)		0		log(Pentachlorophenol, ppb)		log(Pentachlorophenol, ppb)		log(Pentachlorophenol, ppb)		log(Pentachlorophenol, ppb)		log(Pentachlorophenol, ppb)		0

		log(Phenol, ppb)		171		3574		-1.2421478232		0.21				log(Phenol, ppb)		199.50		3520.50		-1.30		0.19				log(Phenol, ppb)		208.50		3529.50		-1.16		0.25				log(Phenol, ppb)		596.50		2741.50		-1.43		0.15				log(Phenol, ppb)		64.50		3634.50		-2.07		0.04		0.03		log(Phenol, ppb)		313.00		349.00		-0.10		0.92				log(Phenol, ppb)		59.50		3714.50		-1.56		0.12		0.12		log(Phenol, ppb)		59.50		3714.50		-1.56		0.12		0.12						log(Phenol, ppb)		0.04		log(Phenol, ppb)		0.06		log(Phenol, ppb)		0.07		log(Phenol, ppb)		0.05		log(Phenol, ppb)		0.00		log(Phenol, ppb)		0.49		log(Phenol, ppb)		0.01		log(Phenol, ppb)		0.01				par sig		par sig		par sig		par sig		both sig		both NS		par sig		par sig				1		1		1		1		1		0		1		1				1		1		1		1		1		0		1		1		0		7		3		Phenol (ppb)		3.1		120		17.9		12.3		6.4		680		126.9		26.1		Phenol (ppb)		3.1		120		17.9		12.2		6.4		680		110.8		23.9		Phenol (ppb)		3.1		120		18.0		12.3		6.2		680		110.0		23.3		Phenol (ppb)		3.1		96		15.9		11.6		3.2		680		51.9		17.7		Phenol (ppb)		3.1		120		17.7		12.1		12		680		186.3		47.3		Phenol (ppb)		3.1		120		18.2		12.7		3.5		680		96.1		15.9		Phenol (ppb)		3.1		120		17.9		12.3		12		680		236.3		51.8		Phenol (ppb)		3.1		120		17.9		12.3		12		680		236.3		51.8						0		0		0		0		0		log(Phenol, ppb)		0		0		0

		log(PYO_PTO (mg/kg))		64.5		274.5		-3.7992395762		0.00				log(PYO_PTO (mg/kg))		62.50		233.50		-3.80		0.00				log(PYO_PTO (mg/kg))		89.00		440.00		-2.87		0.00		0.00		log(PYO_PTO (mg/kg))		179.00		410.00		-0.81		0.42				log(PYO_PTO (mg/kg))		58.50		358.50		-3.85		0.00				log(PYO_PTO (mg/kg))		56.50		309.50		-3.99		0.00				log(PYO_PTO (mg/kg))		79.00		457.00		-3.03		0.00		0.00		log(PYO_PTO (mg/kg))		86.00		437.00		-2.95		0.00		0.00						log(PYO_PTO (mg/kg))		0.00		log(PYO_PTO (mg/kg))		0.00		log(PYO_PTO (mg/kg))		0.00		log(PYO_PTO (mg/kg))		0.17		log(PYO_PTO (mg/kg))		0.00		log(PYO_PTO (mg/kg))		0.00		log(PYO_PTO (mg/kg))		0.00		log(PYO_PTO (mg/kg))		0.00				both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig				1		1		1		0		1		1		1		1				1		1		1		0		1		1		1		1		0		7		3		PYO_PTO (mg/kg)		83		4300		1207.7		855.6		500		59000		11464.3		4876.3		PYO_PTO (mg/kg)		83		4300		1152.9		793.4		500		59000		10615.2		4446.6		PYO_PTO (mg/kg)		83		15000		2261.7		1220.3		440		59000		13740.0		5286.2		PYO_PTO (mg/kg)		83		15000		2687.3		1536.4		400		59000		10423.5		2876.9		PYO_PTO (mg/kg)		83		4900		1381.0		971.0		500		59000		13632.9		6142.6		PYO_PTO (mg/kg)		83		4300		1215.6		884.4		500		59000		12534.7		5635.9		PYO_PTO (mg/kg)		83		15000		2216.4		1216.2		500		59000		14647.1		5907.9		PYO_PTO (mg/kg)		83		15000		2240.1		1203.4		500		59000		13777.3		5415.2						0		0		0		log(PYO_PTO (mg/kg))		0		0		0		0		0

		log(Selenium, ppm)		1032		5592		-1.0060748279		0.31				log(Selenium, ppm)		1066.50		5344.50		-1.38		0.17				log(Selenium, ppm)		546.00		6217.00		-1.60		0.11				log(Selenium, ppm)		1116.50		5676.50		-0.46		0.65				log(Selenium, ppm)		817.50		6070.50		-0.74		0.46				log(Selenium, ppm)		925.00		5390.00		-1.89		0.06				log(Selenium, ppm)		454.00		6559.00		-0.91		0.36				log(Selenium, ppm)		524.50		6519.50		-0.68		0.49								log(Selenium, ppm)		0.27		log(Selenium, ppm)		0.15		log(Selenium, ppm)		0.11		log(Selenium, ppm)		0.61		log(Selenium, ppm)		0.45		log(Selenium, ppm)		0.06		log(Selenium, ppm)		0.34		log(Selenium, ppm)		0.45				both NS		both NS		both NS		both NS		both NS		both sig		both NS		both NS				0		0		0		0		0		1		0		0				0		0		0		0		0		1		0		0		max no hit > max hit		1		1		Selenium (ppm)		0.04		0.29		0.1		0.1		0.06		0.28		0.2		0.1		Selenium (ppm)		0.04		0.29		0.1		0.1		0.06		0.28		0.2		0.1		Selenium (ppm)		0.04		0.28		0.1		0.1		0.07		0.29		0.2		0.2		Selenium (ppm)		0.04		0.28		0.1		0.1		0.05		0.29		0.1		0.1		Selenium (ppm)		0.04		0.29		0.1		0.1		0.06		0.28		0.2		0.1		Selenium (ppm)		0.04		0.29		0.1		0.1		0.06		0.28		0.2		0.1		Selenium (ppm)		0.04		0.29		0.1		0.1		0.07		0.28		0.2		0.1		Selenium (ppm)		0.04		0.29		0.1		0.1		0.07		0.28		0.2		0.1						log(Selenium, ppm)		log(Selenium, ppm)		log(Selenium, ppm)		log(Selenium, ppm)		log(Selenium, ppm)		0		log(Selenium, ppm)		log(Selenium, ppm)		0

		log(Silver, ppm)		3519		34894		-3.6166289811		0.00				log(Silver, ppm)		4170.50		33331.50		-3.78		0.00				log(Silver, ppm)		2158.50		37138.50		-3.85		0.00				log(Silver, ppm)		5551.50		29861.50		-3.95		0.00				log(Silver, ppm)		3466.50		37657.50		-1.57		0.12				log(Silver, ppm)		4508.50		35633.50		-1.87		0.06				log(Silver, ppm)		1536.00		39211.00		-2.99		0.00				log(Silver, ppm)		1736.50		38864.50		-2.99		0.00								log(Silver, ppm)		0.00		log(Silver, ppm)		0.00		log(Silver, ppm)		0.00		log(Silver, ppm)		0.00		log(Silver, ppm)		0.06		log(Silver, ppm)		0.04		log(Silver, ppm)		0.00		log(Silver, ppm)		0.00				both sig		both sig		both sig		both sig		par sig		both sig		both sig		both sig				1		1		1		1		1		1		1		1				1		1		1		1		1		1		1		1		0		8		4		Silver (ppm)		0.024		1.72		0.2		0.1		0.04		4.44		0.4		0.2		Silver (ppm)		0.024		1.72		0.2		0.1		0.028		4.44		0.4		0.2		Silver (ppm)		0.024		1.72		0.2		0.2		0.068		4.44		0.4		0.3		Silver (ppm)		0.024		1.63		0.2		0.1		0.04		4.44		0.3		0.2		Silver (ppm)		0.024		1.72		0.2		0.2		0.04		4.44		0.4		0.2		Silver (ppm)		0.024		1.72		0.2		0.2		0.04		4.44		0.3		0.2		Silver (ppm)		0.024		1.72		0.2		0.2		0.042		4.44		0.5		0.3		Silver (ppm)		0.024		1.72		0.2		0.2		0.042		4.44		0.5		0.3						0		0		0		0		0		0		0		0		0

		log(Sulfide, ppm)		1980		21880		-5.1869079995		0.00				log(Sulfide, ppm)		2437.50		20965.50		-5.05		0.00				log(Sulfide, ppm)		1743.50		24748.50		-3.11		0.00				log(Sulfide, ppm)		4460.50		21113.50		-1.78		0.08				log(Sulfide, ppm)		1557.50		23923.50		-4.28		0.00				log(Sulfide, ppm)		2527.50		22627.50		-3.67		0.00				log(Sulfide, ppm)		907.00		25883.00		-3.58		0.00				log(Sulfide, ppm)		892.00		25645.00		-3.90		0.00								log(Sulfide, ppm)		0.00		log(Sulfide, ppm)		0.00		log(Sulfide, ppm)		0.00		log(Sulfide, ppm)		0.02		log(Sulfide, ppm)		0.00		log(Sulfide, ppm)		0.00		log(Sulfide, ppm)		0.00		log(Sulfide, ppm)		0.00				both sig		both sig		both sig		both sig		both sig		both sig		both sig		both sig				1		1		1		1		1		1		1		1				1		1		1		1		1		1		1		1		max no hit > max hit		8		4		Sulfide (ppm)		0.2		110		8.3		3.9		1.1		998		105.3		20.4		Sulfide (ppm)		0.3		110		8.1		3.8		0.2		998		92.2		16.7		Sulfide (ppm)		0.2		998		18.4		4.5		0.7		543		78.1		15.7		Sulfide (ppm)		0.2		998		20.3		4.5		0.7		543		39.3		7.8		Sulfide (ppm)		0.2		998		15.8		4.3		1.1		552		91.1		21.0		Sulfide (ppm)		0.2		543		11.4		4.2		0.7		998		92.5		14.9		Sulfide (ppm)		0.2		998		20.4		4.6		1.1		445		84.0		24.3		Sulfide (ppm)		0.2		998		18.0		4.5		1.1		543		109.5		28.9						0		0		0		0		0		0		0		0		0

		log(Sum DDD (calc'd), ppb)		2271		30712		-5.6365727384		0.00				log(Sum DDD (calc'd), ppb)		3045.00		29380.00		-5.34		0.00				log(Sum DDD (calc'd), ppb)		2301.50		34179.50		-3.02		0.00				log(Sum DDD (calc'd), ppb)		7129.00		29495.00		-0.26		0.80				log(Sum DDD (calc'd), ppb)		1901.50		33026.50		-4.61		0.00				log(Sum DDD (calc'd), ppb)		2999.50		31440.50		-4.13		0.00				log(Sum DDD (calc'd), ppb)		1091.00		35282.00		-4.07		0.00				log(Sum DDD (calc'd), ppb)		1368.50		35038.50		-3.79		0.00								log(Sum DDD (calc'd), ppb)		0.00		log(Sum DDD (calc'd), ppb)		0.00		log(Sum DDD (calc'd), ppb)		0.00		log(Sum DDD (calc'd), ppb)		0.21		log(Sum DDD (calc'd), ppb)		0.00		log(Sum DDD (calc'd), ppb)		0.00		log(Sum DDD (calc'd), ppb)		0.00		log(Sum DDD (calc'd), ppb)		0.00				both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig				1		1		1		0		1		1		1		1				1		1		1		0		1		1		1		1		0		7		3		Sum DDD (calc'd) (ppb)		0.14		2460		29.8		3.5		0.459		3040		294.2		31.5		Sum DDD (calc'd) (ppb)		0.14		2460		30.4		3.5		0.459		3040		244.8		23.0		Sum DDD (calc'd) (ppb)		0.14		2460		37.6		4.1		0.419		3040		356.4		23.4		Sum DDD (calc'd) (ppb)		0.14		2460		43.0		4.5		0.419		3040		150.2		6.3		Sum DDD (calc'd) (ppb)		0.14		2460		30.3		3.8		0.459		3040		384.0		37.6		Sum DDD (calc'd) (ppb)		0.14		2460		31.0		3.8		0.252		3040		287.2		21.6		Sum DDD (calc'd) (ppb)		0.14		2460		31.3		4.0		0.459		3040		593.7		73.7		Sum DDD (calc'd) (ppb)		0.14		2460		31.4		4.0		0.3		3040		538.4		54.0						0		0		0		log(Sum DDD (calc'd), ppb)		0		0		0		0		0

		log(Sum DDE (calc'd), ppb)		1439		28467		-6.4921420782		0.00				log(Sum DDE (calc'd), ppb)		2269.00		27245.00		-5.95		0.00				log(Sum DDE (calc'd), ppb)		1440.00		31330.00		-4.35		0.00				log(Sum DDE (calc'd), ppb)		5795.00		26298.00		-1.76		0.08				log(Sum DDE (calc'd), ppb)		1217.00		30620.00		-5.35		0.00				log(Sum DDE (calc'd), ppb)		2020.50		28816.50		-5.33		0.00				log(Sum DDE (calc'd), ppb)		480.00		32611.00		-5.12		0.00				log(Sum DDE (calc'd), ppb)		519.00		32397.00		-5.23		0.00								log(Sum DDE (calc'd), ppb)		0.00		log(Sum DDE (calc'd), ppb)		0.00		log(Sum DDE (calc'd), ppb)		0.00		log(Sum DDE (calc'd), ppb)		0.01		log(Sum DDE (calc'd), ppb)		0.00		log(Sum DDE (calc'd), ppb)		0.00		log(Sum DDE (calc'd), ppb)		0.00		log(Sum DDE (calc'd), ppb)		0.00				both sig		both sig		both sig		both sig		both sig		both sig		both sig		both sig				1		1		1		1		1		1		1		1				1		1		1		1		1		1		1		1		0		8		4		Sum DDE (calc'd) (ppb)		0.11		906		10.2		2.3		0.642		2530		138.4		15.1		Sum DDE (calc'd) (ppb)		0.11		906		10.4		2.3		0.642		2530		112.5		11.1		Sum DDE (calc'd) (ppb)		0.11		906		11.1		2.6		0.887		2530		190.6		14.8		Sum DDE (calc'd) (ppb)		0.11		906		12.8		2.7		0.642		2530		73.0		4.5		Sum DDE (calc'd) (ppb)		0.11		906		10.2		2.5		0.642		2530		186.0		19.1		Sum DDE (calc'd) (ppb)		0.11		906		10.4		2.4		0.514		2530		133.9		11.9		Sum DDE (calc'd) (ppb)		0.11		906		10.6		2.6		0.642		2530		300.8		41.9		Sum DDE (calc'd) (ppb)		0.11		906		10.6		2.5		0.642		2530		283.5		37.6						0		0		0		0		0		0		0		0		0

		log(Sum DDT (calc'd), ppb)		2068.5		22978.5		-4.5620844772		0.00				log(Sum DDT (calc'd), ppb)		2657.00		21767.00		-4.47		0.00				log(Sum DDT (calc'd), ppb)		1408.00		25061.00		-3.94		0.00				log(Sum DDT (calc'd), ppb)		4906.50		21016.50		-1.53		0.13				log(Sum DDT (calc'd), ppb)		1472.00		24692.00		-4.17		0.00				log(Sum DDT (calc'd), ppb)		2629.00		23539.00		-3.15		0.00				log(Sum DDT (calc'd), ppb)		693.50		26118.50		-4.38		0.00				log(Sum DDT (calc'd), ppb)		719.50		25919.50		-4.54		0.00								log(Sum DDT (calc'd), ppb)		0.00		log(Sum DDT (calc'd), ppb)		0.00		log(Sum DDT (calc'd), ppb)		0.00		log(Sum DDT (calc'd), ppb)		0.20		log(Sum DDT (calc'd), ppb)		0.00		log(Sum DDT (calc'd), ppb)		0.00		log(Sum DDT (calc'd), ppb)		0.00		log(Sum DDT (calc'd), ppb)		0.00				both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig				1		1		1		0		1		1		1		1				1		1		1		0		1		1		1		1		0		7		3		Sum DDT (calc'd) (ppb)		0.099		8110		76.5		2.8		0.099		13000		471.6		14.8		Sum DDT (calc'd) (ppb)		0.099		8110		79.2		2.8		0.099		13000		384.7		11.7		Sum DDT (calc'd) (ppb)		0.099		8110		76.7		3.1		0.489		13000		675.6		17.1		Sum DDT (calc'd) (ppb)		0.099		8110		91.2		3.3		0.099		13000		273.0		4.8		Sum DDT (calc'd) (ppb)		0.099		8110		73.7		3.0		0.099		13000		655.3		19.4		Sum DDT (calc'd) (ppb)		0.099		8110		77.1		3.0		0.099		13000		468.3		10.3		Sum DDT (calc'd) (ppb)		0.099		8110		73.2		3.1		0.099		13000		1002.9		36.4		Sum DDT (calc'd) (ppb)		0.099		8110		73.5		3.0		0.099		13000		948.5		35.5						0		0		0		log(Sum DDT (calc'd), ppb)		0		0		0		0		0

		log(Sum of 34 PAHs (ESB calc'd) (TU))		2343.5		32478.5		-5.8054420129		0.00				log(Sum of 34 PAHs (ESB calc'd) (TU))		2838.00		30804.00		-6.07		0.00				log(Sum of 34 PAHs (ESB calc'd) (TU))		2750.00		36420.00		-2.36		0.02				log(Sum of 34 PAHs (ESB calc'd) (TU))		7685.00		10386.00		-0.26		0.79				log(Sum of 34 PAHs (ESB calc'd) (TU))		1747.00		34643.00		-5.29		0.00				log(Sum of 34 PAHs (ESB calc'd) (TU))		3160.50		33050.50		-4.34		0.00				log(Sum of 34 PAHs (ESB calc'd) (TU))		1128.00		37443.00		-4.07		0.00				log(Sum of 34 PAHs (ESB calc'd) (TU))		1312.00		37090.00		-4.06		0.00								log(Sum of 34 PAHs (ESB calc'd) (TU))		0.00		log(Sum of 34 PAHs (ESB calc'd) (TU))		0.00		log(Sum of 34 PAHs (ESB calc'd) (TU))		0.00		log(Sum of 34 PAHs (ESB calc'd) (TU))		0.70		log(Sum of 34 PAHs (ESB calc'd) (TU))		0.00		log(Sum of 34 PAHs (ESB calc'd) (TU))		0.00		log(Sum of 34 PAHs (ESB calc'd) (TU))		0.00		log(Sum of 34 PAHs (ESB calc'd) (TU))		0.00				both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig				1		1		1		0		1		1		1		1				1		1		1		0		1		1		1		1		0		7		3		Sum of 34 PAHs (ESB calc'd) (TU)		0.011		110		1.7		0.2		0.045		120		11.7		1.5		Sum of 34 PAHs (ESB calc'd) (TU)		0.011		110		1.7		0.2		0.045		120		10.1		1.3		Sum of 34 PAHs (ESB calc'd) (TU)		0.011		110		2.0		0.2		0.025		120		13.6		0.8		Sum of 34 PAHs (ESB calc'd) (TU)		0.011		110		2.4		0.2		0.022		120		5.6		0.3		Sum of 34 PAHs (ESB calc'd) (TU)		0.011		110		1.8		0.2		0.045		120		14.8		2.0		Sum of 34 PAHs (ESB calc'd) (TU)		0.011		110		1.8		0.2		0.022		120		11.1		1.0		Sum of 34 PAHs (ESB calc'd) (TU)		0.011		110		2.0		0.2		0.045		120		20.4		2.4		Sum of 34 PAHs (ESB calc'd) (TU)		0.011		110		2.0		0.2		0.045		120		19.1		2.2						0		0		0		log(Sum of 34 PAHs (ESB calc'd) (TU))		0		0		0		0		0

		log(Tetrabutyltin, ppb)		39.5		49.5		-1.0961060876		0.27		0.29		log(Tetrabutyltin, ppb)		85.00		121.00		-0.77		0.44		0.46		log(Tetrabutyltin, ppb)		18.00		21.00		-1.03		0.31		0.36		log(Tetrabutyltin, ppb)		73.00		109.00		-1.26		0.21		0.22		log(Tetrabutyltin, ppb)		31.00		34.00		-0.07		0.94		0.97		log(Tetrabutyltin, ppb)		49.50		59.50		-0.56		0.57		0.59																														log(Tetrabutyltin, ppb)		0.24		log(Tetrabutyltin, ppb)		0.70		log(Tetrabutyltin, ppb)		0.34		log(Tetrabutyltin, ppb)		0.54		log(Tetrabutyltin, ppb)		0.72		log(Tetrabutyltin, ppb)		0.45												both NS		both NS		both NS		both NS		both NS		both NS		both sig		both sig				0		0		0		0		0		0		1		1				0		0		0		0		0		0		0		0		max no hit > max hit		0		0		Tetrabutyltin (ppb)		0.33		97		8.0		2.2		0.34		3.1		1.3		0.9		Tetrabutyltin (ppb)		0.33		43		5.3		2.1		0.34		97		13.2		1.7		Tetrabutyltin (ppb)		0.33		97		7.6		2.1		0.6		1.1		0.9		0.8		Tetrabutyltin (ppb)		0.34		43		5.3		2.2		0.33		97		13.3		1.6		Tetrabutyltin (ppb)		0.33		97		7.5		2.1		0.66		3.1		1.9		1.4		Tetrabutyltin (ppb)		0.33		97		7.9		2.2		0.66		3.1		1.5		1.2		Tetrabutyltin (ppb)		0.33		97		7.2		2.0										Tetrabutyltin (ppb)		0.33		97		7.2		2.0														log(Tetrabutyltin, ppb)		log(Tetrabutyltin, ppb)		log(Tetrabutyltin, ppb)		log(Tetrabutyltin, ppb)		log(Tetrabutyltin, ppb)		log(Tetrabutyltin, ppb)		0		0		0

		log(Total % Fines (calc'd) (pct))		4510.5		35885.5		-1.6845670056		0.09				log(Total % Fines (calc'd) (pct))		5383.50		34544.50		-1.59		0.11				log(Total % Fines (calc'd) (pct))		2270.50		37250.50		-3.60		0.00				log(Total % Fines (calc'd) (pct))		4754.50		29064.50		-5.22		0.00				log(Total % Fines (calc'd) (pct))		3786.50		37977.50		-0.86		0.39				log(Total % Fines (calc'd) (pct))		4496.50		35621.50		-1.89		0.06				log(Total % Fines (calc'd) (pct))		1992.00		39667.00		-1.71		0.09				log(Total % Fines (calc'd) (pct))		2348.00		39476.00		-1.36		0.17								log(Total % Fines (calc'd) (pct))		0.05		log(Total % Fines (calc'd) (pct))		0.07		log(Total % Fines (calc'd) (pct))		0.00		log(Total % Fines (calc'd) (pct))		0.00		log(Total % Fines (calc'd) (pct))		0.18		log(Total % Fines (calc'd) (pct))		0.04		log(Total % Fines (calc'd) (pct))		0.11		log(Total % Fines (calc'd) (pct))		0.31				both sig		par sig		both sig		both sig		par sig		both sig		nonpar sig		both NS				1		1		1		1		1		1		1		0				1		1		1		1		1		1		1		0		max no hit > max hit		7		3		Total % Fines (calc'd) (pct)		0.62		100		46.3		31.7		2.6		89		54.3		45.1		Total % Fines (calc'd) (pct)		0.69		100		46.2		31.7		0.62		89		53.5		42.5		Total % Fines (calc'd) (pct)		0.62		100		45.6		31.3		8		92.4		64.7		59.8		Total % Fines (calc'd) (pct)		0.62		100		42.7		28.2		2.6		92.4		62.1		55.5		Total % Fines (calc'd) (pct)		0.62		100		47.0		32.4		2.6		89		52.0		42.5		Total % Fines (calc'd) (pct)		0.62		100		46.2		31.6		2.6		89		54.9		45.5		Total % Fines (calc'd) (pct)		0.62		100		46.8		32.5		6.1		89		57.9		48.7		Total % Fines (calc'd) (pct)		0.62		100		46.9		32.8		1.7		89		55.3		42.0						0		0		0		0		0		0		0		log(Total % Fines (calc'd) (pct))		0

		log(Total Benzofluoranthenes (calc'd), ppb)		2453.5		30656.5		-5.4086249133		0.00				log(Total Benzofluoranthenes (calc'd), ppb)		2954.50		29060.50		-5.64		0.00				log(Total Benzofluoranthenes (calc'd), ppb)		2629.00		34255.00		-2.45		0.01				log(Total Benzofluoranthenes (calc'd), ppb)		7363.50		10064.50		-0.32		0.75				log(Total Benzofluoranthenes (calc'd), ppb)		2007.00		32883.00		-4.55		0.00				log(Total Benzofluoranthenes (calc'd), ppb)		3140.50		31343.50		-4.00		0.00				log(Total Benzofluoranthenes (calc'd), ppb)		1184.50		35375.50		-3.80		0.00				log(Total Benzofluoranthenes (calc'd), ppb)		1429.50		35099.50		-3.61		0.00								log(Total Benzofluoranthenes (calc'd), ppb)		0.00		log(Total Benzofluoranthenes (calc'd), ppb)		0.00		log(Total Benzofluoranthenes (calc'd), ppb)		0.00		log(Total Benzofluoranthenes (calc'd), ppb)		0.67		log(Total Benzofluoranthenes (calc'd), ppb)		0.00		log(Total Benzofluoranthenes (calc'd), ppb)		0.00		log(Total Benzofluoranthenes (calc'd), ppb)		0.00		log(Total Benzofluoranthenes (calc'd), ppb)		0.00				both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig				1		1		1		0		1		1		1		1				1		1		1		0		1		1		1		1		0		7		3		Total Benzofluoranthenes (calc'd) (ppb)		0.64		53000		1259.9		148.2		56		260000		22344.4		1512.7		Total Benzofluoranthenes (calc'd) (ppb)		0.64		53000		1265.0		142.2		56		260000		18673.1		1212.5		Total Benzofluoranthenes (calc'd) (ppb)		0.64		160000		2201.8		181.6		1.4		260000		24371.6		799.9		Total Benzofluoranthenes (calc'd) (ppb)		0.64		160000		2611.3		205.0		1.4		260000		9847.7		232.2		Total Benzofluoranthenes (calc'd) (ppb)		0.64		53000		1395.6		161.4		12		260000		28540.5		1736.5		Total Benzofluoranthenes (calc'd) (ppb)		0.64		53000		1346.1		160.1		1.4		260000		21869.8		990.1		Total Benzofluoranthenes (calc'd) (ppb)		0.64		160000		2163.6		176.3		56		260000		36563.4		2625.9		Total Benzofluoranthenes (calc'd) (ppb)		0.64		160000		2118.5		175.3		8.8		260000		33843.5		2181.8						0		0		0		log(Total Benzofluoranthenes (calc'd), ppb)		0		0		0		0		0

		log(Total Chlordane (calc'd), ppb)		1460		22166		-5.0026938566		0.00				log(Total Chlordane (calc'd), ppb)		2071.50		21181.50		-4.67		0.00				log(Total Chlordane (calc'd), ppb)		1199.00		24204.00		-3.53		0.00				log(Total Chlordane (calc'd), ppb)		5049.00		20625.00		-0.32		0.75				log(Total Chlordane (calc'd), ppb)		1182.50		23760.50		-4.05		0.00				log(Total Chlordane (calc'd), ppb)		1877.50		22583.50		-3.83		0.00				log(Total Chlordane (calc'd), ppb)		319.50		25072.50		-4.72		0.00				log(Total Chlordane (calc'd), ppb)		469.50		24779.50		-4.63		0.00								log(Total Chlordane (calc'd), ppb)		0.00		log(Total Chlordane (calc'd), ppb)		0.00		log(Total Chlordane (calc'd), ppb)		0.00		log(Total Chlordane (calc'd), ppb)		0.32		log(Total Chlordane (calc'd), ppb)		0.00		log(Total Chlordane (calc'd), ppb)		0.00		log(Total Chlordane (calc'd), ppb)		0.00		log(Total Chlordane (calc'd), ppb)		0.00				both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig				1		1		1		0		1		1		1		1				1		1		1		0		1		1		1		1		max no hit > max hit		7		3		Total Chlordane (calc'd) (ppb)		0.11		669		5.8		1.2		0.3		660		34.6		5.0		Total Chlordane (calc'd) (ppb)		0.11		669		5.9		1.2		0.3		660		28.1		3.9		Total Chlordane (calc'd) (ppb)		0.11		669		6.9		1.3		0.43		660		38.4		4.6		Total Chlordane (calc'd) (ppb)		0.11		669		8.1		1.4		0.14		660		14.7		1.7		Total Chlordane (calc'd) (ppb)		0.11		669		5.9		1.3		0.3		660		45.4		5.3		Total Chlordane (calc'd) (ppb)		0.11		669		6.0		1.3		0.3		660		33.6		4.0		Total Chlordane (calc'd) (ppb)		0.11		669		5.6		1.3		0.67		660		79.6		14.1		Total Chlordane (calc'd) (ppb)		0.11		669		5.7		1.3		0.67		660		69.4		11.1						0		0		0		log(Total Chlordane (calc'd), ppb)		0		0		0		0		0

		log(Total DDTs (calc'd), ppb)		2391		32037		-5.4989077319		0.00				log(Total DDTs (calc'd), ppb)		3077.50		30572.50		-5.42		0.00				log(Total DDTs (calc'd), ppb)		2193.50		35346.50		-3.39		0.00				log(Total DDTs (calc'd), ppb)		6805.00		30025.00		-1.20		0.23				log(Total DDTs (calc'd), ppb)		2068.00		34453.00		-4.31		0.00				log(Total DDTs (calc'd), ppb)		3092.00		32738.00		-4.08		0.00				log(Total DDTs (calc'd), ppb)		1094.50		36605.50		-4.13		0.00				log(Total DDTs (calc'd), ppb)		1378.00		36358.00		-3.84		0.00								log(Total DDTs (calc'd), ppb)		0.00		log(Total DDTs (calc'd), ppb)		0.00		log(Total DDTs (calc'd), ppb)		0.00		log(Total DDTs (calc'd), ppb)		0.06		log(Total DDTs (calc'd), ppb)		0.00		log(Total DDTs (calc'd), ppb)		0.00		log(Total DDTs (calc'd), ppb)		0.00		log(Total DDTs (calc'd), ppb)		0.00				both sig		both sig		both sig		par sig		both sig		both sig		both sig		both sig				1		1		1		1		1		1		1		1				1		1		1		1		1		1		1		1		0		8		4		Total DDTs (calc'd) (ppb)		0.2		11500		103.5		8.7		0.954		16000		826.8		64.0		Total DDTs (calc'd) (ppb)		0.2		11500		106.0		8.5		0.954		16000		687.6		49.9		Total DDTs (calc'd) (ppb)		0.2		11500		112.3		9.8		0.954		16000		1107.2		56.3		Total DDTs (calc'd) (ppb)		0.2		11500		130.4		10.3		0.954		16000		454.7		16.9		Total DDTs (calc'd) (ppb)		0.2		11500		102.1		9.3		0.954		16000		1094.9		73.9		Total DDTs (calc'd) (ppb)		0.2		11500		105.3		9.2		0.954		16000		815.9		46.4		Total DDTs (calc'd) (ppb)		0.2		11500		103.1		9.7		0.954		16000		1707.6		152.0		Total DDTs (calc'd) (ppb)		0.2		11500		103.7		9.7		0.78		16000		1547.7		112.8						0		0		0		0		0		0		0		0		0

		log(Total Endosulfan (calc'd), ppb)		103		2953		-3.7108651501		0.00				log(Total Endosulfan (calc'd), ppb)		159.50		2860.50		-3.52		0.00				log(Total Endosulfan (calc'd), ppb)		163.00		3403.00		-0.69		0.49		0.51		log(Total Endosulfan (calc'd), ppb)		621.00		999.00		-1.53		0.13				log(Total Endosulfan (calc'd), ppb)		162.00		3088.00		-2.57		0.01				log(Total Endosulfan (calc'd), ppb)		218.00		2774.00		-3.31		0.00				log(Total Endosulfan (calc'd), ppb)		84.00		3405.00		-1.62		0.11		0.11		log(Total Endosulfan (calc'd), ppb)		84.00		3405.00		-1.62		0.11		0.11						log(Total Endosulfan (calc'd), ppb)		0.00		log(Total Endosulfan (calc'd), ppb)		0.00		log(Total Endosulfan (calc'd), ppb)		0.18		log(Total Endosulfan (calc'd), ppb)		0.19		log(Total Endosulfan (calc'd), ppb)		0.00		log(Total Endosulfan (calc'd), ppb)		0.00		log(Total Endosulfan (calc'd), ppb)		0.02		log(Total Endosulfan (calc'd), ppb)		0.02				both sig		both sig		both NS		both NS		nonpar sig		both sig		par sig		par sig				1		1		0		0		1		1		1		1				1		1		0		0		1		1		1		1		max no hit > max hit		6		3		Total Endosulfan (calc'd) (ppb)		0.13		235		3.7		0.4		0.26		45		10.4		3.5		Total Endosulfan (calc'd) (ppb)		0.13		235		3.7		0.4		0.24		45		9.0		2.8		Total Endosulfan (calc'd) (ppb)		0.13		235		4.2		0.5		0.23		45		9.5		1.2		Total Endosulfan (calc'd) (ppb)		0.13		235		5.6		0.6		0.14		45		2.1		0.4		Total Endosulfan (calc'd) (ppb)		0.13		235		3.9		0.5		0.26		45		8.8		2.2		Total Endosulfan (calc'd) (ppb)		0.13		235		3.8		0.4		0.26		45		7.8		2.1		Total Endosulfan (calc'd) (ppb)		0.13		235		4.1		0.5		0.26		45		12.4		2.5		Total Endosulfan (calc'd) (ppb)		0.13		235		4.1		0.5		0.26		45		12.4		2.5						0		0		log(Total Endosulfan (calc'd), ppb)		log(Total Endosulfan (calc'd), ppb)		0		0		0		0		0

		log(Total HPAHs (calc'd), ppb)		2274.5		32164.5		-5.9218461732		0.00				log(Total HPAHs (calc'd), ppb)		2768.00		30498.00		-6.17		0.00				log(Total HPAHs (calc'd), ppb)		2623.50		36034.50		-2.64		0.01				log(Total HPAHs (calc'd), ppb)		7614.00		30619.00		-0.32		0.75				log(Total HPAHs (calc'd), ppb)		1831.00		34471.00		-5.08		0.00				log(Total HPAHs (calc'd), ppb)		3207.00		32853.00		-4.22		0.00				log(Total HPAHs (calc'd), ppb)		1114.50		37160.50		-4.10		0.00				log(Total HPAHs (calc'd), ppb)		1358.50		36869.50		-3.92		0.00								log(Total HPAHs (calc'd), ppb)		0.00		log(Total HPAHs (calc'd), ppb)		0.00		log(Total HPAHs (calc'd), ppb)		0.00		log(Total HPAHs (calc'd), ppb)		0.26		log(Total HPAHs (calc'd), ppb)		0.00		log(Total HPAHs (calc'd), ppb)		0.00		log(Total HPAHs (calc'd), ppb)		0.00		log(Total HPAHs (calc'd), ppb)		0.00				both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig				1		1		1		0		1		1		1		1				1		1		1		0		1		1		1		1		0		7		3		Total HPAHs (calc'd) (ppb)		3.9		610000		9341.0		837.1		380		2800000		215089.3		12174.6		Total HPAHs (calc'd) (ppb)		3.9		610000		9384.9		799.0		380		2800000		179280.8		9456.7		Total HPAHs (calc'd) (ppb)		3.9		1300000		16912.5		1047.7		15		2800000		247056.2		6019.2		Total HPAHs (calc'd) (ppb)		3.9		1300000		20001.5		1143.1		15		2800000		99283.7		1625.4		Total HPAHs (calc'd) (ppb)		3.9		610000		10372.9		917.4		64		2800000		277592.3		14728.5		Total HPAHs (calc'd) (ppb)		4.7		610000		10003.2		923.0		3.9		2800000		206756.2		6679.4		Total HPAHs (calc'd) (ppb)		3.9		1300000		16564.0		1019.4		380		2800000		373099.5		22239.6		Total HPAHs (calc'd) (ppb)		3.9		1300000		16237.2		1012.2		57		2800000		343283.2		18138.2						0		0		0		log(Total HPAHs (calc'd), ppb)		0		0		0		0		0

		log(Total LPAHs (calc'd), ppb)		2029		30949		-6.3357396397		0.00				log(Total LPAHs (calc'd), ppb)		2528.00		29324.00		-6.52		0.00				log(Total LPAHs (calc'd), ppb)		2341.50		34726.50		-3.21		0.00				log(Total LPAHs (calc'd), ppb)		6951.50		29106.50		-1.18		0.24				log(Total LPAHs (calc'd), ppb)		1580.00		33206.00		-5.59		0.00				log(Total LPAHs (calc'd), ppb)		2937.50		31617.50		-4.65		0.00				log(Total LPAHs (calc'd), ppb)		972.50		35952.50		-4.46		0.00				log(Total LPAHs (calc'd), ppb)		1225.50		35678.50		-4.23		0.00								log(Total LPAHs (calc'd), ppb)		0.00		log(Total LPAHs (calc'd), ppb)		0.00		log(Total LPAHs (calc'd), ppb)		0.00		log(Total LPAHs (calc'd), ppb)		0.06		log(Total LPAHs (calc'd), ppb)		0.00		log(Total LPAHs (calc'd), ppb)		0.00		log(Total LPAHs (calc'd), ppb)		0.00		log(Total LPAHs (calc'd), ppb)		0.00				both sig		both sig		both sig		par sig		both sig		both sig		both sig		both sig				1		1		1		1		1		1		1		1				1		1		1		1		1		1		1		1		0		8		4		Total LPAHs (calc'd) (ppb)		2.3		650000		4287.6		170.9		38		5100000		207314.7		3930.3		Total LPAHs (calc'd) (ppb)		2.3		650000		4393.0		163.1		38		5100000		171707.3		2812.9		Total LPAHs (calc'd) (ppb)		2.3		650000		6751.6		219.2		11		5100000		283746.6		2014.4		Total LPAHs (calc'd) (ppb)		2.3		650000		8072.4		235.1		8.2		5100000		112991.1		432.8		Total LPAHs (calc'd) (ppb)		2.3		650000		4538.1		188.3		13		5100000		275140.6		5388.4		Total LPAHs (calc'd) (ppb)		2.3		650000		4478.5		187.3		2.4		5100000		201663.7		2223.3		Total LPAHs (calc'd) (ppb)		2.3		650000		6531.4		215.4		38		5100000		432592.9		8292.7		Total LPAHs (calc'd) (ppb)		2.3		650000		6455.3		214.0		7.1		5100000		392965.3		6326.9						0		0		0		0		0		0		0		0		0

		log(Total organic carbon (pct))		3470		34845		-3.7120871951		0.00				log(Total organic carbon (pct))		4428.50		33589.50		-3.32		0.00				log(Total organic carbon (pct))		2103.50		37083.50		-3.98		0.00				log(Total organic carbon (pct))		6031.50		30341.50		-3.19		0.00				log(Total organic carbon (pct))		2783.50		36974.50		-3.08		0.00				log(Total organic carbon (pct))		4010.00		35135.00		-2.83		0.00				log(Total organic carbon (pct))		1307.50		38982.50		-3.63		0.00				log(Total organic carbon (pct))		1625.00		38753.00		-3.29		0.00								log(Total organic carbon (pct))		0.00		log(Total organic carbon (pct))		0.00		log(Total organic carbon (pct))		0.00		log(Total organic carbon (pct))		0.00		log(Total organic carbon (pct))		0.00		log(Total organic carbon (pct))		0.00		log(Total organic carbon (pct))		0.00		log(Total organic carbon (pct))		0.00				both sig		both sig		both sig		both sig		both sig		both sig		both sig		both sig				1		1		1		1		1		1		1		1				1		1		1		1		1		1		1		1		0		8		4		Total organic carbon (pct)		0.1		13		1.7		1.3		0.31		15.2		3.1		2.3		Total organic carbon (pct)		0.1		13		1.7		1.3		0.11		15.2		2.8		2.0		Total organic carbon (pct)		0.1		13		1.8		1.3		0.37		15.2		3.3		2.4		Total organic carbon (pct)		0.1		13		1.8		1.3		0.31		15.2		2.3		1.9		Total organic carbon (pct)		0.1		13		1.7		1.3		0.31		15.2		3.4		2.2		Total organic carbon (pct)		0.1		13		1.7		1.3		0.31		15.2		3.0		2.0		Total organic carbon (pct)		0.1		13		1.8		1.3		0.38		15.2		3.9		2.7		Total organic carbon (pct)		0.1		13		1.8		1.3		0.17		15.2		3.7		2.4						0		0		0		0		0		0		0		0		0

		log(Total PAHs (calc'd), ppb)		2168		32303		-6.1536124996		0.00				log(Total PAHs (calc'd), ppb)		2662.00		30628.00		-6.39		0.00				log(Total PAHs (calc'd), ppb)		2553.00		36223.00		-2.83		0.00				log(Total PAHs (calc'd), ppb)		7496.50		30716.50		-0.57		0.57				log(Total PAHs (calc'd), ppb)		1735.00		34631.00		-5.32		0.00				log(Total PAHs (calc'd), ppb)		3104.00		32994.00		-4.45		0.00				log(Total PAHs (calc'd), ppb)		1060.50		37375.50		-4.26		0.00				log(Total PAHs (calc'd), ppb)		1304.50		37082.50		-4.08		0.00								log(Total PAHs (calc'd), ppb)		0.00		log(Total PAHs (calc'd), ppb)		0.00		log(Total PAHs (calc'd), ppb)		0.00		log(Total PAHs (calc'd), ppb)		0.16		log(Total PAHs (calc'd), ppb)		0.00		log(Total PAHs (calc'd), ppb)		0.00		log(Total PAHs (calc'd), ppb)		0.00		log(Total PAHs (calc'd), ppb)		0.00				both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig				1		1		1		0		1		1		1		1				1		1		1		0		1		1		1		1		0		7		3		Total PAHs (calc'd) (ppb)		6.1		1300000		13709.6		1004.3		420		7900000		424040.5		17177.0		Total PAHs (calc'd) (ppb)		6.1		1300000		13859.9		957.1		420		7900000		352339.4		13070.0		Total PAHs (calc'd) (ppb)		6.1		1700000		23693.8		1265.5		26		7900000		532962.4		8577.5		Total PAHs (calc'd) (ppb)		6.1		1700000		28061.8		1368.6		26		7900000		213141.2		2149.3		Total PAHs (calc'd) (ppb)		6.1		1300000		15014.1		1102.1		77		7900000		554655.8		21664.0		Total PAHs (calc'd) (ppb)		6.1		1300000		14581.6		1104.1		6.3		7900000		409879.3		9520.9		Total PAHs (calc'd) (ppb)		6.1		1700000		23155.3		1235.1		420		7900000		808621.6		33142.3		Total PAHs (calc'd) (ppb)		6.1		1700000		22729.3		1226.3		64		7900000		739232.1		26527.3						0		0		0		log(Total PAHs (calc'd), ppb)		0		0		0		0		0

		log(Total PCB Congeners (calc'd) (ppt))		471.5		2817.5		-0.4556316692		0.65				log(Total PCB Congeners (calc'd) (ppt))		562.50		2578.50		-0.72		0.47				log(Total PCB Congeners (calc'd) (ppt))		226.50		3001.50		-1.56		0.12				log(Total PCB Congeners (calc'd) (ppt))		647.50		972.50		-0.77		0.44				log(Total PCB Congeners (calc'd) (ppt))		327.50		382.50		-0.52		0.60				log(Total PCB Congeners (calc'd) (ppt))		509.50		629.50		-0.01		1.00				log(Total PCB Congeners (calc'd) (ppt))		141.50		3144.50		-1.57		0.12				log(Total PCB Congeners (calc'd) (ppt))		203.50		3053.50		-1.49		0.14								log(Total PCB Congeners (calc'd) (ppt))		0.37		log(Total PCB Congeners (calc'd) (ppt))		0.30		log(Total PCB Congeners (calc'd) (ppt))		0.06		log(Total PCB Congeners (calc'd) (ppt))		0.73		log(Total PCB Congeners (calc'd) (ppt))		0.75		log(Total PCB Congeners (calc'd) (ppt))		0.68		log(Total PCB Congeners (calc'd) (ppt))		0.03		log(Total PCB Congeners (calc'd) (ppt))		0.06				both NS		both NS		par sig		both NS		both NS		both NS		par sig		par sig				0		0		1		0		0		0		1		1				0		0		1		0		0		0		1		1		0		3		1		Total PCB Congeners (calc'd) (ppt)		598		12500000		630950.3		88025.8		7300		35400000		2737126.7		147173.2		Total PCB Congeners (calc'd) (ppt)		598		12500000		637610.0		84911.7		7300		35400000		2189604.5		144976.3		Total PCB Congeners (calc'd) (ppt)		598		12500000		591252.9		83788.6		32600		35400000		4467644.4		311030.5		Total PCB Congeners (calc'd) (ppt)		598		12500000		732787.6		101580.3		5750		35400000		1658393.6		85948.3		Total PCB Congeners (calc'd) (ppt)		598		12500000		612264.6		94158.0		7300		35400000		3926620.0		116394.8		Total PCB Congeners (calc'd) (ppt)		598		12500000		639329.8		92532.2		7300		35400000		2699139.3		117363.4		Total PCB Congeners (calc'd) (ppt)		598		12500000		573289.8		84745.4		32600		35400000		6636366.7		517995.0		Total PCB Congeners (calc'd) (ppt)		598		12500000		585332.2		84298.6		32600		35400000		5007700.0		346176.3						log(Total PCB Congeners (calc'd) (ppt))		log(Total PCB Congeners (calc'd) (ppt))		0		log(Total PCB Congeners (calc'd) (ppt))		log(Total PCB Congeners (calc'd) (ppt))		log(Total PCB Congeners (calc'd) (ppt))		0		0		0

		log(Total PCBs (calc'd), ppb)		2091		22594		-2.4903898758		0.01				log(Total PCBs (calc'd), ppb)		2380.00		21490.00		-3.07		0.00				log(Total PCBs (calc'd), ppb)		1663.00		24029.00		-1.57		0.12				log(Total PCBs (calc'd), ppb)		4765.50		6595.50		-0.82		0.41				log(Total PCBs (calc'd), ppb)		1685.00		24263.00		-1.18		0.24				log(Total PCBs (calc'd), ppb)		2315.50		23225.50		-1.34		0.18				log(Total PCBs (calc'd), ppb)		846.00		25156.00		-1.68		0.09				log(Total PCBs (calc'd), ppb)		1096.50		24967.50		-1.37		0.17								log(Total PCBs (calc'd), ppb)		0.00		log(Total PCBs (calc'd), ppb)		0.00		log(Total PCBs (calc'd), ppb)		0.07		log(Total PCBs (calc'd), ppb)		0.46		log(Total PCBs (calc'd), ppb)		0.09		log(Total PCBs (calc'd), ppb)		0.05		log(Total PCBs (calc'd), ppb)		0.01		log(Total PCBs (calc'd), ppb)		0.03				both sig		both sig		par sig		both NS		both NS		par sig		both sig		par sig				1		1		1		0		0		1		1		1				1		1		1		0		0		1		1		1		0		6		3		Total PCBs (calc'd) (ppb)		4.52		3500		216.1		57.4		8.58		30800		1381.3		140.1		Total PCBs (calc'd) (ppb)		4.52		3250		201.3		55.3		8.58		30800		1234.9		145.2		Total PCBs (calc'd) (ppb)		4.52		3500		228.3		60.7		8.58		30800		1777.3		117.6		Total PCBs (calc'd) (ppb)		4.52		3500		263.8		67.2		8.58		30800		643.2		56.6		Total PCBs (calc'd) (ppb)		4.52		3500		226.3		61.0		8.58		30800		1880.4		114.3		Total PCBs (calc'd) (ppb)		4.52		3500		223.5		59.7		8.58		30800		1411.8		111.2		Total PCBs (calc'd) (ppb)		4.52		3500		222.5		60.8		8.58		30800		3159.1		194.1		Total PCBs (calc'd) (ppb)		4.52		3500		223.9		61.0		8.58		30800		2684.2		154.5						0		0		0		log(Total PCBs (calc'd), ppb)		log(Total PCBs (calc'd), ppb)		0		0		0		0

		log(Total Toxic Dioxin Furans (calc'd) (ppt))		65		2276		-1.6952669184		0.09		0.09		log(Total Toxic Dioxin Furans (calc'd) (ppt))		94.00		2239.00		-1.56		0.12		0.12		log(Total Toxic Dioxin Furans (calc'd) (ppt))		84.00		2295.00		-1.21		0.22		0.24		log(Total Toxic Dioxin Furans (calc'd) (ppt))		242.00		1953.00		-1.65		0.10				log(Total Toxic Dioxin Furans (calc'd) (ppt))		56.00		2334.00		-1.29		0.20		0.21		log(Total Toxic Dioxin Furans (calc'd) (ppt))		95.00		2240.00		-1.54		0.12		0.13		log(Total Toxic Dioxin Furans (calc'd) (ppt))		10.00		2425.00		-1.21		0.23		0.31		log(Total Toxic Dioxin Furans (calc'd) (ppt))		10.00		2425.00		-1.21		0.23		0.31						log(Total Toxic Dioxin Furans (calc'd) (ppt))		0.22		log(Total Toxic Dioxin Furans (calc'd) (ppt))		0.25		log(Total Toxic Dioxin Furans (calc'd) (ppt))		0.18		log(Total Toxic Dioxin Furans (calc'd) (ppt))		0.06		log(Total Toxic Dioxin Furans (calc'd) (ppt))		0.36		log(Total Toxic Dioxin Furans (calc'd) (ppt))		0.27		log(Total Toxic Dioxin Furans (calc'd) (ppt))		0.37		log(Total Toxic Dioxin Furans (calc'd) (ppt))		0.37				nonpar sig		both NS		both NS		both sig		par sig		both NS		both NS		both NS				1		0		0		1		1		0		0		0				0		0		0		1		0		0		0		0		max no hit > max hit		1		1		Total Toxic Dioxin Furans (calc'd) (ppt)		3.75		21900		872.9		115.7		159		698		449.5		389.0		Total Toxic Dioxin Furans (calc'd) (ppt)		3.75		21900		884.1		115.3		146		698		388.8		319.8		Total Toxic Dioxin Furans (calc'd) (ppt)		3.75		21900		689.3		115.0		12.3		12900		3479.6		429.8		Total Toxic Dioxin Furans (calc'd) (ppt)		3.75		21900		692.7		102.2		12.3		12900		1602.9		315.2		Total Toxic Dioxin Furans (calc'd) (ppt)		3.75		21900		868.8		118.5		159		698		401.7		338.0		Total Toxic Dioxin Furans (calc'd) (ppt)		3.75		21900		885.0		115.4		146		698		377.0		313.1		Total Toxic Dioxin Furans (calc'd) (ppt)		3.75		21900		850.9		120.9		698		698		698.0		698.0		Total Toxic Dioxin Furans (calc'd) (ppt)		3.75		21900		850.9		120.9		698		698		698.0		698.0						0		log(Total Toxic Dioxin Furans (calc'd) (ppt))		log(Total Toxic Dioxin Furans (calc'd) (ppt))		0		0		log(Total Toxic Dioxin Furans (calc'd) (ppt))		log(Total Toxic Dioxin Furans (calc'd) (ppt))		log(Total Toxic Dioxin Furans (calc'd) (ppt))		0

		log(Tributyltin ion, ppb)		251.5		287.5		-0.1501143352		0.88				log(Tributyltin ion, ppb)		324.00		2154.00		-0.95		0.34				log(Tributyltin ion, ppb)		161.00		189.00		-1.31		0.19				log(Tributyltin ion, ppb)		429.00		582.00		-0.61		0.54				log(Tributyltin ion, ppb)		170.50		191.50		-0.61		0.54				log(Tributyltin ion, ppb)		273.50		318.50		-0.24		0.81				log(Tributyltin ion, ppb)		45.50		51.50		-1.65		0.10		0.10		log(Tributyltin ion, ppb)		45.50		51.50		-1.65		0.10		0.10						log(Tributyltin ion, ppb)		0.75		log(Tributyltin ion, ppb)		0.35		log(Tributyltin ion, ppb)		0.19		log(Tributyltin ion, ppb)		0.65		log(Tributyltin ion, ppb)		0.52		log(Tributyltin ion, ppb)		0.69		log(Tributyltin ion, ppb)		0.11		log(Tributyltin ion, ppb)		0.11				both NS		both NS		both NS		both NS		both NS		both NS		nonpar sig		nonpar sig				0		0		0		0		0		0		1		1				0		0		0		0		0		0		0		0		max no hit > max hit		0		0		Tributyltin ion (ppb)		0.45		9300		314.2		33.1		0.59		340		75.0		25.7		Tributyltin ion (ppb)		0.45		2750		180.6		28.8		0.59		9300		783.6		53.6		Tributyltin ion (ppb)		0.45		9300		315.6		35.8		0.59		83		27.7		11.7		Tributyltin ion (ppb)		0.49		2750		186.5		34.2		0.45		9300		622.1		26.2		Tributyltin ion (ppb)		0.45		9300		306.9		33.8		0.59		340		76.6		18.7		Tributyltin ion (ppb)		0.45		9300		318.3		33.4		0.59		340		72.2		24.5		Tributyltin ion (ppb)		0.45		9300		299.9		34.9		0.59		23		10.3		4.6		Tributyltin ion (ppb)		0.45		9300		299.9		34.9		0.59		23		10.3		4.6						log(Tributyltin ion, ppb)		log(Tributyltin ion, ppb)		log(Tributyltin ion, ppb)		log(Tributyltin ion, ppb)		log(Tributyltin ion, ppb)		log(Tributyltin ion, ppb)		0		0		0

		log(Zinc, ppm)		4044		35419		-2.5936176821		0.01				log(Zinc, ppm)		4601.50		33762.50		-3.00		0.00				log(Zinc, ppm)		2915.50		37895.50		-2.11		0.04				log(Zinc, ppm)		7280.00		31590.00		-1.20		0.23				log(Zinc, ppm)		3845.50		38036.50		-0.73		0.46				log(Zinc, ppm)		5125.00		36250.00		-0.68		0.50				log(Zinc, ppm)		2158.50		39833.50		-1.24		0.21				log(Zinc, ppm)		2474.50		39602.50		-1.02		0.31								log(Zinc, ppm)		0.03		log(Zinc, ppm)		0.02		log(Zinc, ppm)		0.02		log(Zinc, ppm)		0.71		log(Zinc, ppm)		0.52		log(Zinc, ppm)		0.94		log(Zinc, ppm)		0.09		log(Zinc, ppm)		0.19				both sig		both sig		both sig		both NS		both NS		both NS		par sig		both NS				1		1		1		0		0		0		1		0				1		1		1		0		0		0		1		0		max no hit > max hit		4		1		Zinc (ppm)		9.7		1940		148.5		119.1		71.8		731		181.4		147.6		Zinc (ppm)		42.5		1940		143.4		118.4		9.7		1360		199.3		146.6		Zinc (ppm)		9.7		1940		145.6		119.8		67.3		1360		223.2		155.2		Zinc (ppm)		42.5		1940		150.7		122.0		9.7		1360		161.1		125.7		Zinc (ppm)		9.7		1940		152.3		122.0		56.3		717		161.2		130.8		Zinc (ppm)		42.5		1940		153.3		123.1		9.7		717		153.4		122.2		Zinc (ppm)		9.7		1940		149.5		121.1		80.1		731		208.4		153.0		Zinc (ppm)		9.7		1940		149.8		121.4		44		731		198.2		144.4						0		0		0		log(Zinc, ppm)		log(Zinc, ppm)		log(Zinc, ppm)		0		log(Zinc, ppm)		0

		log(1-Methylnaphthalene (ppb))		20.5		1560.5		-2.1780523204		0.03		0.02		log(1-Methylnaphthalene (ppb))		43		1474		-2.4809538685		0.01		0.01		log(1-Methylnaphthalene (ppb))		20.5		1616.5		-1.5136934523		0.13		0.15		log(1-Methylnaphthalene (ppb))		239.5		704.5		-2.8103224571		0.00				log(1-Methylnaphthalene (ppb))		17.5		1670.5		-0.657		0.51		0.62		log(1-Methylnaphthalene (ppb))		25.5		1621.5		-1.3004971914		0.19		0.22																														log(1-Methylnaphthalene (ppb))		0.00		log(1-Methylnaphthalene (ppb))		0.01		log(1-Methylnaphthalene (ppb))		0.01		log(1-Methylnaphthalene (ppb))		0.03		log(1-Methylnaphthalene (ppb))		0.84		log(1-Methylnaphthalene (ppb))		0.35												both sig		both sig		par sig		both sig		par sig		both NS		both sig		both sig				1		1		1		1		1		0		1		1				1		1		1		1		0		0		0		0		max no hit > max hit		4		2		1-Methylnaphthalene (ppb)		0.52		70		5.8509090909		2.5307570573		3.6		120		46.8666666667		19.4376708077		1-Methylnaphthalene (ppb)		0.52		70		5.8075471698		2.4536705398		3		120		30.92		11.9368385966		1-Methylnaphthalene (ppb)		0.52		120		7.8857142857		2.7003303825		4.8		16		10.4		8.7635609201		1-Methylnaphthalene (ppb)		0.52		120		6.9886666667		1.9924813804		0.94		70		9.0264285714		4.0680713206		1-Methylnaphthalene (ppb)		0.52		120		8.049122807		2.8000449607		3.6		3.6		3.6		3.6		1-Methylnaphthalene (ppb)		0.52		120		7.9964285714		2.7324598945		3.6		11		7.3		6.292853089		1-Methylnaphthalene (ppb)		0.52		120		7.9724137931		2.812203121										1-Methylnaphthalene (ppb)		0.52		120		7.9724137931		2.812203121														0		0		0		0		0		log(1-Methylnaphthalene (ppb))		0		0		0

		log(alpha-Hexachlorocyclohexane (ppb))		283.5		2299.5		-0.9573042855		0.34				log(alpha-Hexachlorocyclohexane (ppb))		358		2249		-0.5468902827		0.58				log(alpha-Hexachlorocyclohexane (ppb))		151		2497		-1.0495952558		0.29				log(alpha-Hexachlorocyclohexane (ppb))		315.5		370.5		-0.0711538818		0.94				log(alpha-Hexachlorocyclohexane (ppb))		223.5		2434.5		-0.705		0.48				log(alpha-Hexachlorocyclohexane (ppb))		365		2318		-0.1026567813		0.92				log(alpha-Hexachlorocyclohexane (ppb))		76		2632		-0.8359611766		0.40		0.43		log(alpha-Hexachlorocyclohexane (ppb))		95		2580		-1.0757455768		0.28		0.30						log(alpha-Hexachlorocyclohexane (ppb))		0.22		log(alpha-Hexachlorocyclohexane (ppb))		0.41		log(alpha-Hexachlorocyclohexane (ppb))		0.41		log(alpha-Hexachlorocyclohexane (ppb))		0.88		log(alpha-Hexachlorocyclohexane (ppb))		0.20		log(alpha-Hexachlorocyclohexane (ppb))		0.61		log(alpha-Hexachlorocyclohexane (ppb))		0.11		log(alpha-Hexachlorocyclohexane (ppb))		0.11				both NS		both NS		both NS		both NS		both NS		both NS		both NS		both NS				0		0		0		0		0		0		0		0				0		0		0		0		0		0		0		0		0		0		0		alpha-Hexachlorocyclohexane (ppb)		0.047		5.03		0.6403809524		0.3140515892		0.069		10		1.5300909091		0.511255668		alpha-Hexachlorocyclohexane (ppb)		0.047		5.03		0.6545901639		0.3201860697		0.069		10		1.3265384615		0.4331680787		alpha-Hexachlorocyclohexane (ppb)		0.047		5.03		0.6609411765		0.3211597736		0.144		10		2.0385		0.5954437565		alpha-Hexachlorocyclohexane (ppb)		0.047		5.03		0.689140625		0.3348640771		0.093		10		1.307		0.3559995365		alpha-Hexachlorocyclohexane (ppb)		0.047		5.03		0.6295909091		0.3170110181		0.069		10		1.95275		0.5680634284		alpha-Hexachlorocyclohexane (ppb)		0.047		5.03		0.6562419355		0.3272799595		0.069		10		1.374		0.3966643934		alpha-Hexachlorocyclohexane (ppb)		0.047		5.03		0.6484788732		0.3226564603		0.093		10		3.711		0.9889449018		alpha-Hexachlorocyclohexane (ppb)		0.047		5.03		0.6500714286		0.3203169204		0.093		10		2.9175		0.8489314899						log(alpha-Hexachlorocyclohexane (ppb))		log(alpha-Hexachlorocyclohexane (ppb))		log(alpha-Hexachlorocyclohexane (ppb))		log(alpha-Hexachlorocyclohexane (ppb))		log(alpha-Hexachlorocyclohexane (ppb))		log(alpha-Hexachlorocyclohexane (ppb))		log(alpha-Hexachlorocyclohexane (ppb))		log(alpha-Hexachlorocyclohexane (ppb))		0

		log(beta-Endosulfan (ppb))		53		614		-1.7906381932		0.07		0.08		log(beta-Endosulfan (ppb))		78		606		-1.2443355671		0.21		0.23		log(beta-Endosulfan (ppb))		31		734		-0.3820480589		0.70		0.73		log(beta-Endosulfan (ppb))		77		98		-0.8563921794		0.39		0.41		log(beta-Endosulfan (ppb))		66		627		-1.285		0.20		0.21		log(beta-Endosulfan (ppb))		92		557		-1.433405876		0.15		0.16		log(beta-Endosulfan (ppb))		33		699		-1.1068531973		0.27		0.29		log(beta-Endosulfan (ppb))		33		699		-1.1068531973		0.27		0.29						log(beta-Endosulfan (ppb))		0.43		log(beta-Endosulfan (ppb))		0.63		log(beta-Endosulfan (ppb))		0.63		log(beta-Endosulfan (ppb))		0.42		log(beta-Endosulfan (ppb))		0.57		log(beta-Endosulfan (ppb))		0.69		log(beta-Endosulfan (ppb))		0.40		log(beta-Endosulfan (ppb))		0.40				nonpar sig		both NS		both NS		both NS		both NS		both NS		both NS		both NS				1		0		0		0		0		0		0		0				0		0		0		0		0		0		0		0		max no hit > max hit		0		0		beta-Endosulfan (ppb)		0.071		235		7.5300909091		0.345977921		0.209		3.14		0.8736666667		0.5633722297		beta-Endosulfan (ppb)		0.071		235		7.7605625		0.3547690958		0.155		3.14		0.771		0.4685211357		beta-Endosulfan (ppb)		0.071		235		6.8364054054		0.3738169027		0.227		0.561		0.394		0.3568571143		beta-Endosulfan (ppb)		0.071		235		7.6145454545		0.4026456674		0.072		1.3		0.4091666667		0.2446160134		beta-Endosulfan (ppb)		0.071		235		7.5370909091		0.3530758014		0.209		3.14		0.8351666667		0.5038343886		beta-Endosulfan (ppb)		0.071		235		8.2557666667		0.3549073104		0.209		3.14		0.6735555556		0.4398702097		beta-Endosulfan (ppb)		0.071		235		6.9395833333		0.3531680464		0.209		3.14		1.3033333333		0.7167146226		beta-Endosulfan (ppb)		0.071		235		6.9395833333		0.3531680464		0.209		3.14		1.3033333333		0.7167146226						0		log(beta-Endosulfan (ppb))		log(beta-Endosulfan (ppb))		log(beta-Endosulfan (ppb))		log(beta-Endosulfan (ppb))		log(beta-Endosulfan (ppb))		log(beta-Endosulfan (ppb))		log(beta-Endosulfan (ppb))		0

		log(beta-Hexachlorocyclohexane (ppb))		2060.5		14940.5		-1.7406673935		0.08				log(beta-Hexachlorocyclohexane (ppb))		2693		14474		-0.9377420692		0.35				log(beta-Hexachlorocyclohexane (ppb))		1067.5		16292.5		-2.2211074458		0.03				log(beta-Hexachlorocyclohexane (ppb))		2707.5		3448.5		-0.7122206553		0.48				log(beta-Hexachlorocyclohexane (ppb))		1460		15825		-1.934		0.05				log(beta-Hexachlorocyclohexane (ppb))		2395.5		14956.5		-0.9883105167		0.32				log(beta-Hexachlorocyclohexane (ppb))		594		17065		-2.2437021373		0.02				log(beta-Hexachlorocyclohexane (ppb))		638		16928		-2.3714319994		0.02								log(beta-Hexachlorocyclohexane (ppb))		0.04		log(beta-Hexachlorocyclohexane (ppb))		0.26		log(beta-Hexachlorocyclohexane (ppb))		0.26		log(beta-Hexachlorocyclohexane (ppb))		0.74		log(beta-Hexachlorocyclohexane (ppb))		0.02		log(beta-Hexachlorocyclohexane (ppb))		0.15		log(beta-Hexachlorocyclohexane (ppb))		0.00		log(beta-Hexachlorocyclohexane (ppb))		0.00				both sig		both NS		nonpar sig		both NS		nonpar sig		both NS		both sig		both sig				1		0		1		0		1		0		1		1				1		0		1		0		1		0		1		1		0		5		1		beta-Hexachlorocyclohexane (ppb)		0.078		10.8		2.40209375		1.4009867753		0.29		26.4		4.53953125		2.2208677823		beta-Hexachlorocyclohexane (ppb)		0.16		10.8		2.4297973856		1.4437962193		0.078		26.4		4.0472051282		1.8168849322		beta-Hexachlorocyclohexane (ppb)		0.078		10.8		2.4242471264		1.4074435899		0.649		26.4		5.9878333333		3.0397877515		beta-Hexachlorocyclohexane (ppb)		0.078		10.8		2.5501883117		1.5331861381		0.19		26.4		3.6018684211		1.4329309591		beta-Hexachlorocyclohexane (ppb)		0.078		10.8		2.4236508876		1.4067651464		0.386		26.4		5.2175217391		2.5803793627		beta-Hexachlorocyclohexane (ppb)		0.078		10.8		2.4680189873		1.4330217901		0.328		26.4		4.1074411765		1.9459175466		beta-Hexachlorocyclohexane (ppb)		0.078		10.8		2.4262154696		1.4253022147		0.685		26.4		8.2231818182		4.0322420133		beta-Hexachlorocyclohexane (ppb)		0.078		10.8		2.4233611111		1.4195806437		0.685		26.4		7.7829166667		3.9274740003						0		log(beta-Hexachlorocyclohexane (ppb))		0		log(beta-Hexachlorocyclohexane (ppb))		0		log(beta-Hexachlorocyclohexane (ppb))		0		0		0

		log(Diesel Range Hydrocarbons (ppm))		552.5		15258.5		-7.0067141457		0.00				log(Diesel Range Hydrocarbons (ppm))		884.5		14579.5		-6.7468998226		0.00				log(Diesel Range Hydrocarbons (ppm))		617		17088		-5.0621470444		0.00				log(Diesel Range Hydrocarbons (ppm))		3604.5		14044.5		-1.5205783756		0.13				log(Diesel Range Hydrocarbons (ppm))		304		16594		-6.476		0.00				log(Diesel Range Hydrocarbons (ppm))		722.5		15600.5		-6.2876996721		0.00				log(Diesel Range Hydrocarbons (ppm))		149		17727		-5.7550052428		0.00				log(Diesel Range Hydrocarbons (ppm))		334		17539		-5.3699903361		0.00								log(Diesel Range Hydrocarbons (ppm))		0.00		log(Diesel Range Hydrocarbons (ppm))		0.00		log(Diesel Range Hydrocarbons (ppm))		0.00		log(Diesel Range Hydrocarbons (ppm))		0.00		log(Diesel Range Hydrocarbons (ppm))		0.00		log(Diesel Range Hydrocarbons (ppm))		0.00		log(Diesel Range Hydrocarbons (ppm))		0.00		log(Diesel Range Hydrocarbons (ppm))		0.00				both sig		both sig		both sig		par sig		both sig		both sig		both sig		both sig				1		1		1		1		1		1		1		1				1		1		1		1		1		1		1		1		0		8		4		Diesel Range Hydrocarbons (ppm)		2.6		1700		135.9280701754		83.9638214569		50		39000		4086.8064516129		908.6621322983		Diesel Range Hydrocarbons (ppm)		2.6		1700		132.7496969697		82.4467625366		39		39000		3460.2972972973		669.8677592838		Diesel Range Hydrocarbons (ppm)		2.6		4700		206.9486187845		95.7677063637		66		39000		5356.0476190476		908.9745612327		Diesel Range Hydrocarbons (ppm)		2.6		4700		235.5763888889		101.0968343618		27		39000		2000.2017241379		189.099429937		Diesel Range Hydrocarbons (ppm)		2.6		1700		149.0872222222		89.0925578043		59		39000		5595.4090909091		1482.0191535821		Diesel Range Hydrocarbons (ppm)		2.6		1700		141.6029069767		86.4189904511		51		39000		4185.9666666667		833.9026410912		Diesel Range Hydrocarbons (ppm)		2.6		4700		202.613368984		95.8530139183		120		39000		7469.7333333333		2211.3836318515		Diesel Range Hydrocarbons (ppm)		2.6		4700		201.4048648649		96.1234206555		8.8		39000		6627.9294117647		1482.4850983527						0		0		0		0		0		0		0		0		0

		log(gamma-Hexachlorocyclohexane (ppb))		142		178		-1.3078640887		0.19		0.20		log(gamma-Hexachlorocyclohexane (ppb))		164		219		-1.5644352422		0.12				log(gamma-Hexachlorocyclohexane (ppb))		78		1509		-1.5098652246		0.13		0.14		log(gamma-Hexachlorocyclohexane (ppb))		220		1348		-0.7636248893		0.45				log(gamma-Hexachlorocyclohexane (ppb))		121		136		-0.319		0.75		0.77		log(gamma-Hexachlorocyclohexane (ppb))		130		166		-1.5784566588		0.11		0.12		log(gamma-Hexachlorocyclohexane (ppb))		50		1590		-1.1410534964		0.25		0.28		log(gamma-Hexachlorocyclohexane (ppb))		50		1590		-1.1410534964		0.25		0.28						log(gamma-Hexachlorocyclohexane (ppb))		0.26		log(gamma-Hexachlorocyclohexane (ppb))		0.19		log(gamma-Hexachlorocyclohexane (ppb))		0.19		log(gamma-Hexachlorocyclohexane (ppb))		0.44		log(gamma-Hexachlorocyclohexane (ppb))		0.85		log(gamma-Hexachlorocyclohexane (ppb))		0.17		log(gamma-Hexachlorocyclohexane (ppb))		0.25		log(gamma-Hexachlorocyclohexane (ppb))		0.25				both NS		both NS		both NS		both NS		both NS		both NS		both NS		both NS				0		0		0		0		0		0		0		0				0		0		0		0		0		0		0		0		max no hit > max hit		0		0		gamma-Hexachlorocyclohexane (ppb)		0.1		10.9		2.77254		1.5584059789		0.294		10.2		2.061		0.9208281244		gamma-Hexachlorocyclohexane (ppb)		0.1		10.9		2.832		1.5940052068		0.294		10.2		1.9179		0.9178995514		gamma-Hexachlorocyclohexane (ppb)		0.1		10.9		2.5219811321		1.3401090959		1.31		10.2		4.29		3.3251109064		gamma-Hexachlorocyclohexane (ppb)		0.1		10.9		2.5181489362		1.3643519754		0.351		10.2		3.342		1.8761397202		gamma-Hexachlorocyclohexane (ppb)		0.1		10.9		2.6523018868		1.4626475389		0.322		10.2		2.9086		1.3152585068		gamma-Hexachlorocyclohexane (ppb)		0.1		10.9		2.78706		1.5837906498		0.294		10.2		1.97025		0.8323792957		gamma-Hexachlorocyclohexane (ppb)		0.1		10.9		2.5675454545		1.3886840451		1.31		10.2		4.6333333333		3.1726570021		gamma-Hexachlorocyclohexane (ppb)		0.1		10.9		2.5675454545		1.3886840451		1.31		10.2		4.6333333333		3.1726570021						log(gamma-Hexachlorocyclohexane (ppb))		log(gamma-Hexachlorocyclohexane (ppb))		log(gamma-Hexachlorocyclohexane (ppb))		log(gamma-Hexachlorocyclohexane (ppb))		log(gamma-Hexachlorocyclohexane (ppb))		log(gamma-Hexachlorocyclohexane (ppb))		log(gamma-Hexachlorocyclohexane (ppb))		log(gamma-Hexachlorocyclohexane (ppb))		0

		log(Methoxychlor (ppb))		124		152		-0.9720224286		0.33		0.35		log(Methoxychlor (ppb))		118		154		-1.5404334369		0.12		0.13		log(Methoxychlor (ppb))		35		1361		-0.7468310996		0.46		0.50		log(Methoxychlor (ppb))		35		1361		-0.7468310996		0.46		0.50		log(Methoxychlor (ppb))		110		131		-0.87		0.38		0.40		log(Methoxychlor (ppb))		142		187		-1.3266089772		0.18		0.19		log(Methoxychlor (ppb))		9		1387		-1.1113471686		0.27		0.38		log(Methoxychlor (ppb))		9		1387		-1.1113471686		0.27		0.38						log(Methoxychlor (ppb))		0.35		log(Methoxychlor (ppb))		0.10		log(Methoxychlor (ppb))		0.10		log(Methoxychlor (ppb))		0.48		log(Methoxychlor (ppb))		0.35		log(Methoxychlor (ppb))		0.23		log(Methoxychlor (ppb))		0.36		log(Methoxychlor (ppb))		0.36				both NS		both NS		both NS		both NS		both NS		both NS		both NS		both NS				0		0		0		0		0		0		0		0				0		0		0		0		0		0		0		0		max no hit > max hit		0		0		Methoxychlor (ppb)		0.048		33.6		5.0718695652		2.0113386724		0.114		7.37		2.2425714286		1.1192942256		Methoxychlor (ppb)		0.048		33.6		5.1822222222		2.1472825226		0.106		7.37		1.9755		0.8336609588		Methoxychlor (ppb)		0.048		33.6		4.6961568627		1.8071808274		2.13		7.37		4.75		3.9620827856		Methoxychlor (ppb)		0.048		33.6		4.6961568627		1.8071808274		2.13		7.37		4.75		3.9620827856		Methoxychlor (ppb)		0.048		33.6		4.9945957447		1.9970893086		0.114		7.37		2.3763333333		1.0732672856		Methoxychlor (ppb)		0.048		33.6		5.2444090909		2.0851232638		0.114		7.37		2.0277777778		1.0690912401		Methoxychlor (ppb)		0.048		33.6		4.6468076923		1.8129017332		7.37		7.37		7.37		7.37		Methoxychlor (ppb)		0.048		33.6		4.6468076923		1.8129017332		7.37		7.37		7.37		7.37						log(Methoxychlor (ppb))		log(Methoxychlor (ppb))		log(Methoxychlor (ppb))		log(Methoxychlor (ppb))		log(Methoxychlor (ppb))		log(Methoxychlor (ppb))		log(Methoxychlor (ppb))		log(Methoxychlor (ppb))		0

		log(Pyrene (ppb))		2144		31547		-6.1427261953		0.00				log(Pyrene (ppb))		2636.5		29897.5		-6.3673761061		0.00				log(Pyrene (ppb))		2555		35451		-2.750666693		0.01				log(Pyrene (ppb))		7375		29953		-0.5977242227		0.55				log(Pyrene (ppb))		1703.5		33834.5		-5.338		0.00				log(Pyrene (ppb))		2841.5		32244.5		-4.7420882348		0.00				log(Pyrene (ppb))		1048.5		36559.5		-4.2601736461		0.00				log(Pyrene (ppb))		1291.5		36271.5		-4.0730561042		0.00								log(Pyrene (ppb))		0.00		log(Pyrene (ppb))		0.00		log(Pyrene (ppb))		0.00		log(Pyrene (ppb))		0.18		log(Pyrene (ppb))		0.00		log(Pyrene (ppb))		0.00		log(Pyrene (ppb))		0.00		log(Pyrene (ppb))		0.00				both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig				1		1		1		0		1		1		1		1				1		1		1		0		1		1		1		1		0		7		3		Pyrene (ppb)		0.82		190000		2288.2310743802		164.3321359513		56		910000		62867.1860465116		2815.6206032061		Pyrene (ppb)		0.82		190000		2310.4030901288		156.6811865928		56		910000		52283.0192307692		2132.0634323349		Pyrene (ppb)		0.82		330000		4210.625859375		208.4761173764		5.4		910000		75142.0931034482		1358.4339630718		Pyrene (ppb)		0.82		330000		5004.2760377358		226.8758790547		5.4		910000		30084.0328767123		343.3565318687		Pyrene (ppb)		0.82		190000		2521.6834782609		180.2709102639		11		910000		81845.46875		3596.2880259431		Pyrene (ppb)		0.82		190000		2428.9195041322		177.1963559295		5.4		910000		62075.4046511628		1842.2979668282		Pyrene (ppb)		0.82		330000		4107.5448120301		202.4943040296		56		910000		113917.578947368		5475.9466618442		Pyrene (ppb)		0.82		330000		4032.5640909091		201.0261065644		10		910000		104402.095238095		4383.3278288444						0		0		0		log(Pyrene (ppb))		0		0		0		0		0

		log(Residual Range Hydrocarbons (ppm))		1111.5		14806.5		-4.9905907806		0.00				log(Residual Range Hydrocarbons (ppm))		1468.5		14188.5		-4.7403434513		0.00				log(Residual Range Hydrocarbons (ppm))		965.5		16190.5		-3.7840586299		0.00				log(Residual Range Hydrocarbons (ppm))		3646		13099		-1.0858421211		0.28				log(Residual Range Hydrocarbons (ppm))		997.5		16048.5		-3.882		0.00				log(Residual Range Hydrocarbons (ppm))		1567		15097		-3.6015094624		0.00				log(Residual Range Hydrocarbons (ppm))		417		16888		-4.4553350454		0.00				log(Residual Range Hydrocarbons (ppm))		607.5		16717.5		-4.0897965627		0.00								log(Residual Range Hydrocarbons (ppm))		0.00		log(Residual Range Hydrocarbons (ppm))		0.00		log(Residual Range Hydrocarbons (ppm))		0.00		log(Residual Range Hydrocarbons (ppm))		0.03		log(Residual Range Hydrocarbons (ppm))		0.00		log(Residual Range Hydrocarbons (ppm))		0.00		log(Residual Range Hydrocarbons (ppm))		0.00		log(Residual Range Hydrocarbons (ppm))		0.00				both sig		both sig		both sig		par sig		both sig		both sig		both sig		both sig				1		1		1		1		1		1		1		1				1		1		1		1		1		1		1		1		0		8		4		Residual Range Hydrocarbons (ppm)		9.2		2600		496.5187878788		365.2555367909		150		18000		3788.4516129032		1443.4832456003		Residual Range Hydrocarbons (ppm)		9.2		2600		491.9220125786		361.9979376222		150		18000		3274.3783783784		1200.4677332092		Residual Range Hydrocarbons (ppm)		9.2		10000		607.0781609195		396.5114244096		16		18000		4260.7272727273		1322.920835429		Residual Range Hydrocarbons (ppm)		9.2		10000		663.8875912409		406.2210791437		16		18000		1837.5423728814		587.4614059029		Residual Range Hydrocarbons (ppm)		9.2		3600		528.1710982659		386.0243517593		24		18000		4695.3913043478		1535.8302476937		Residual Range Hydrocarbons (ppm)		9.2		2600		509.8329268293		384.2461078966		16		18000		3617.34375		1066.4643716313		Residual Range Hydrocarbons (ppm)		9.2		10000		601.9204419889		393.9228192966		150		18000		6028		2512.203111929		Residual Range Hydrocarbons (ppm)		9.2		10000		602.7351955307		396.0945046084		58		18000		5381.0588235294		1906.5577068326						0		0		0		0		0		0		0		0		0

		log(Hexachlorobenzene (ppb))		1265.5		9140.5		-2.9846077235		0.00				log(Hexachlorobenzene (ppb))		1556		8937		-2.3854861101		0.02				log(Hexachlorobenzene (ppb))		681		10272		-3.1120094305		0.00				log(Hexachlorobenzene (ppb))		2273		3354		-0.9988762883		0.32				log(Hexachlorobenzene (ppb))		1049.5		9827.5		-2.6254814971		0.01				log(Hexachlorobenzene (ppb))		1629		9255		-1.7379882406		0.08				log(Hexachlorobenzene (ppb))		546		10699		-2.7779451271		0.01				log(Hexachlorobenzene (ppb))		565		10576		-2.9607714742		0.00								log(Hexachlorobenzene (ppb))		0.01		log(Hexachlorobenzene (ppb))		0.06		log(Hexachlorobenzene (ppb))		0.06		log(Hexachlorobenzene (ppb))		0.44		log(Hexachlorobenzene (ppb))		0.02		log(Hexachlorobenzene (ppb))		0.15		log(Hexachlorobenzene (ppb))		0.01		log(Hexachlorobenzene (ppb))		0.01				both sig		both sig		both sig		both NS		nonpar sig		nonpar sig		both sig		both sig				1		1		1		0		1		1		1		1				0		0		0		0		0		0		0		0		max no hit > max hit		0		0		Hexachlorobenzene (ppb)		0.062		338		5.451136		0.683764854		0.26		16.8		2.5468387097		1.317803065		Hexachlorobenzene (ppb)		0.062		338		5.607322314		0.6981093037		0.1		16.8		2.3388		1.1379250574		Hexachlorobenzene (ppb)		0.062		338		4.9554859155		0.7129557272		0.26		16.8		4.0475		1.9129431358		Hexachlorobenzene (ppb)		0.062		338		4.9755248227		0.7074431068		0.26		16.8		3.9196666667		1.9266991092		Hexachlorobenzene (ppb)		0.062		338		5.2314090909		0.6999208038		0.26		16.8		2.90825		1.4033868358		Hexachlorobenzene (ppb)		0.062		338		5.567398374		0.7197253244		0.1		16.8		2.2895151515		1.0461936196		Hexachlorobenzene (ppb)		0.062		338		5.0678188406		0.7018159746		0.4		16.8		3.3880555556		1.7333392446		Hexachlorobenzene (ppb)		0.062		338		6.0778363636		0.8216395589		0.1		16.8		1.9952608696		0.6857547242						0		0		0		log(Hexachlorobenzene (ppb))		0		0		0		0		0

		log(Dibenzofuran ppb)		2208.5		26961.5		-5.575408104		0.00				log(Dibenzofuran ppb)		2694		25485		-5.7401440619		0.00				log(Dibenzofuran ppb)		1754.5		30195.5		-3.8647441322		0.00				log(Dibenzofuran ppb)		6001		24916		-1.6035716003		0.11				log(Dibenzofuran ppb)		1791		29052		-4.7649828806		0.00				log(Dibenzofuran ppb)		2589		27565		-4.5960450213		0.00				log(Dibenzofuran ppb)		1060		31441		-3.9676304702		0.00				log(Dibenzofuran ppb)		1055		31190		-4.2331225463		0.00								log(Dibenzofuran ppb)		0.00		log(Dibenzofuran ppb)		0.00		log(Dibenzofuran ppb)		0.00		log(Dibenzofuran ppb)		0.05		log(Dibenzofuran ppb)		0.00		log(Dibenzofuran ppb)		0.00		log(Dibenzofuran ppb)		0.00		log(Dibenzofuran ppb)		0.00				both sig		both sig		both sig		par sig		both sig		both sig		both sig		both sig				1		1		1		1		1		1		1		1				1		1		1		1		1		1		1		1		0		8		4		Dibenzofuran (ppb)		0.25		7200		61.929954955		6.3388197961		1.1		46000		2105.0558139535		67.9824845996		Dibenzofuran (ppb)		0.25		7200		63.4143192488		6.1331938082		1.1		46000		1745.3576923077		51.6088873268		Dibenzofuran (ppb)		0.25		7200		92.4855042017		7.5201964189		1.1		46000		3046.4555555556		61.4830330216		Dibenzofuran (ppb)		0.25		7200		111.1494329897		8.0564579481		0.4		46000		1164.8290140845		13.8518149718		Dibenzofuran (ppb)		0.25		7200		64.5934334764		6.8603038384		0.78		46000		2787.986875		86.4155311951		Dibenzofuran (ppb)		0.25		7200		64.4296860987		6.6926257468		0.78		46000		2140.4292857143		53.9123589559		Dibenzofuran (ppb)		0.25		7200		90.8680894309		7.6265932957		1.1		46000		4311.1736842105		124.1594221097		Dibenzofuran (ppb)		0.25		7200		89.402244898		7.5007121274		1.1		46000		4118.115		132.4162620433						0		0		0		0		0		0		0		0





Pair-wise Summary

		CHEMICAL		RESULTS OF PARAMETRIC AND NONPARAMETRIC RESULTS																WHEN IS  AT LEAST ONE TEST SIGNIFICNAT AND TEST mean > CONTROL mean

																				(one-sided test)

				CG3		CG2		HG3		HG2		cs3		cs2		HS3		HS2		CG3		CG2		HG3		HG2		cs3		cs2		HS3		HS2		max vals		# diffs		# L2 diffs		final list

		log(4-Methylphenol, ppb)		both sig		both sig		both sig		both NS		nonpar sig		par sig		both sig		both sig		1		1		1				1		1		1		1		max no hit > max hit		7		3		1				4-Methylphenol (ppb)

		log(Aldrin, ppb)		both sig		both NS		both sig		both NS		nonpar sig		par sig		both sig		both sig		1				1				1		1		1		1		max no hit > max hit		6		2		1				Aldrin (ppb)

		log(Aluminum, ppm)		both NS		both NS		both NS		both sig		par sig		both NS		both NS		both NS								1												1		1		0				Aluminum (ppm)

		log(Ammonia, ppm)		both sig		both sig		both sig		both sig		par sig		both sig		both NS		both sig		1		1		1		1		1		1				1				7		4		1				Ammonia (ppm)

		log(Antimony, ppm)		both NS		both NS		both NS		nonpar sig		both NS		both NS		both NS		both NS								1										max no hit > max hit		1		1		0				Antimony (ppm)

		log(Arsenic, ppm)		both NS		both sig		both NS		both NS		both NS		both NS		both NS		both NS				1														max no hit > max hit		1		1		0				Arsenic (ppm)

		log(Benzyl alcohol, ppb)		par sig		both NS		both sig		both sig		par sig		par sig		both sig		both sig		1				1		1		1		1		1		1				7		3		1				Benzyl alcohol (ppb)

		log(Bis(2-ethylhexyl) phthalate, ppb)		both sig		both sig		both sig		both NS		both NS		both NS		both sig		both sig																		max no hit > max hit		0		0		0				Bis(2-ethylhexyl) phthalate (ppb)

		log(Butylbenzyl phthalate, ppb)		both NS		both NS		both NS		both sig		par sig		both NS		both NS		both NS																		max no hit > max hit		0		0		0				Butylbenzyl phthalate (ppb)

		log(Butyltin ion, ppb)		both NS		both sig		both NS		both NS		both NS		both NS		both NS		both NS				1														max no hit > max hit		1		1		0				Butyltin ion (ppb)

		log(Cadmium, ppm)		both sig		both sig		both sig		both NS		both NS		both sig		par sig		par sig		1		1		1						1		1		1				6		3		1				Cadmium (ppm)

		log(Carbazole, ppb)		both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig		1		1		1				1		1		1		1				7		3		1				Carbazole (ppb)

		log(Chromium, ppm)		both sig		both sig		both sig		both NS		both NS		both NS		par sig		both NS		1		1		1								1				max no hit > max hit		4		1		1				Chromium (ppm)

		log(Copper, ppm)		nonpar sig		nonpar sig		both sig		both sig		par sig		both NS		both NS		both NS		1		1		1		1										max no hit > max hit		4		2		1				Copper (ppm)

		log(delta-Hexachlorocyclohexane, ppb)		both NS		both NS		both sig		both sig		par sig		both NS		both sig		both sig						1		1		1				1		1				5		2		1				delta-Hexachlorocyclohexane (ppb)

		log(Dibutyltin ion, ppb)		both NS		both NS		both NS		both NS		both NS		both NS		both NS		both NS																		max no hit > max hit		0		0		0				Dibutyltin ion (ppb)

		log(Dieldrin, ppb)		both sig		both sig		both sig		both sig		both sig		both sig		both sig		both sig		1		1		1		1		1		1		1		1				8		4		1				Dieldrin (ppb)

		log(Diethyl phthalate, ppb)		both NS		both NS		both NS		both NS		both NS		both NS		both sig		both sig																		max no hit > max hit		0		0		0				Diethyl phthalate (ppb)

		log(Endrin, ppb)		nonpar sig		nonpar sig		both NS		both NS		nonpar sig		nonpar sig		both NS		both NS		1		1						1		1								4		2		1				Endrin (ppb)

		log(Endrin ketone, ppb)		par sig		par sig		par sig		both NS		both NS		par sig		both sig		both sig		1		1		1						1		1		1				6		3		1				Endrin ketone (ppb)

		log(Lead, ppm)		both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig		1		1		1				1		1		1		1		max no hit > max hit		7		3		1				Lead (ppm)

		log(Mercury, ppm)		both sig		both sig		both sig		both sig		both sig		both sig		both sig		both sig		1		1		1		1		1		1		1		1				8		4		1				Mercury (ppm)

		log(Nickel, ppm)		both sig		both sig		both sig		both NS		both NS		both sig		both sig		both NS		1		1		1						1		1				max no hit > max hit		5		2		1				Nickel (ppm)

		log(Pentachlorophenol, ppb)		both NS		both NS		both sig		both NS		both NS		both NS		both NS		both NS						1												max no hit > max hit		1		0		1				Pentachlorophenol (ppb)

		log(Phenol, ppb)		par sig		par sig		par sig		par sig		both sig		both NS		par sig		par sig		1		1		1		1		1				1		1				7		3		1				Phenol (ppb)

		log(PYO_PTO (mg/kg))		both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig		1		1		1				1		1		1		1				7		3		1				PYO_PTO (mg/kg)

		log(Selenium, ppm)		both NS		both NS		both NS		both NS		both NS		both sig		both NS		both NS												1						max no hit > max hit		1		1		0				Selenium (ppm)

		log(Silver, ppm)		both sig		both sig		both sig		both sig		par sig		both sig		both sig		both sig		1		1		1		1		1		1		1		1				8		4		1				Silver (ppm)

		log(Sulfide, ppm)		both sig		both sig		both sig		both sig		both sig		both sig		both sig		both sig		1		1		1		1		1		1		1		1		max no hit > max hit		8		4		1				Sulfide (ppm)

		log(Sum DDD (calc'd), ppb)		both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig		1		1		1				1		1		1		1				7		3		1				Sum DDD (calc'd) (ppb)

		log(Sum DDE (calc'd), ppb)		both sig		both sig		both sig		both sig		both sig		both sig		both sig		both sig		1		1		1		1		1		1		1		1				8		4		1				Sum DDE (calc'd) (ppb)

		log(Sum DDT (calc'd), ppb)		both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig		1		1		1				1		1		1		1				7		3		1				Sum DDT (calc'd) (ppb)

		log(Sum of 34 PAHs (ESB calc'd) (TU))		both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig		1		1		1				1		1		1		1				7		3		1				Sum of 34 PAHs (ESB calc'd) (TU)

		log(Tetrabutyltin, ppb)		both NS		both NS		both NS		both NS		both NS		both NS		both sig		both sig																		max no hit > max hit		0		0		0				Tetrabutyltin (ppb)

		log(Total % Fines (calc'd) (pct))		both sig		par sig		both sig		both sig		par sig		both sig		nonpar sig		both NS		1		1		1		1		1		1		1				max no hit > max hit		7		3		1				Total % Fines (calc'd) (pct)

		log(Total Benzofluoranthenes (calc'd), ppb)		both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig		1		1		1				1		1		1		1				7		3		1				Total Benzofluoranthenes (calc'd) (ppb)

		log(Total Chlordane (calc'd), ppb)		both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig		1		1		1				1		1		1		1		max no hit > max hit		7		3		1				Total Chlordane (calc'd) (ppb)

		log(Total DDTs (calc'd), ppb)		both sig		both sig		both sig		par sig		both sig		both sig		both sig		both sig		1		1		1		1		1		1		1		1				8		4		1				Total DDTs (calc'd) (ppb)

		log(Total Endosulfan (calc'd), ppb)		both sig		both sig		both NS		both NS		nonpar sig		both sig		par sig		par sig		1		1						1		1		1		1		max no hit > max hit		6		3		1				Total Endosulfan (calc'd) (ppb)

		log(Total HPAHs (calc'd), ppb)		both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig		1		1		1				1		1		1		1				7		3		1				Total HPAHs (calc'd) (ppb)

		log(Total LPAHs (calc'd), ppb)		both sig		both sig		both sig		par sig		both sig		both sig		both sig		both sig		1		1		1		1		1		1		1		1				8		4		1				Total LPAHs (calc'd) (ppb)

		log(Total organic carbon (pct))		both sig		both sig		both sig		both sig		both sig		both sig		both sig		both sig		1		1		1		1		1		1		1		1				8		4		1				Total organic carbon (pct)

		log(Total PAHs (calc'd), ppb)		both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig		1		1		1				1		1		1		1				7		3		1				Total PAHs (calc'd) (ppb)

		log(Total PCB Congeners (calc'd) (ppt))		both NS		both NS		par sig		both NS		both NS		both NS		par sig		par sig						1								1		1				3		1		1				Total PCB Congeners (calc'd) (ppt)

		log(Total PCBs (calc'd), ppb)		both sig		both sig		par sig		both NS		both NS		par sig		both sig		par sig		1		1		1						1		1		1				6		3		1				Total PCBs (calc'd) (ppb)

		log(Total Toxic Dioxin Furans (calc'd) (ppt))		nonpar sig		both NS		both NS		both sig		par sig		both NS		both NS		both NS								1										max no hit > max hit		1		1		0				Total Toxic Dioxin Furans (calc'd) (ppt)

		log(Tributyltin ion, ppb)		both NS		both NS		both NS		both NS		both NS		both NS		nonpar sig		nonpar sig																		max no hit > max hit		0		0		0				Tributyltin ion (ppb)

		log(Zinc, ppm)		both sig		both sig		both sig		both NS		both NS		both NS		par sig		both NS		1		1		1								1				max no hit > max hit		4		1		1				Zinc (ppm)

		log(1-Methylnaphthalene (ppb))		both sig		both sig		par sig		both sig		par sig		both NS		both sig		both sig		1		1		1		1										max no hit > max hit		4		2		1				1-Methylnaphthalene (ppb)

		log(alpha-Hexachlorocyclohexane (ppb))		both NS		both NS		both NS		both NS		both NS		both NS		both NS		both NS																				0		0		0				alpha-Hexachlorocyclohexane (ppb)

		log(beta-Endosulfan (ppb))		nonpar sig		both NS		both NS		both NS		both NS		both NS		both NS		both NS																		max no hit > max hit		0		0		0				beta-Endosulfan (ppb)

		log(beta-Hexachlorocyclohexane (ppb))		both sig		both NS		nonpar sig		both NS		nonpar sig		both NS		both sig		both sig		1				1				1				1		1				5		1		1				beta-Hexachlorocyclohexane (ppb)

		log(Diesel Range Hydrocarbons (ppm))		both sig		both sig		both sig		par sig		both sig		both sig		both sig		both sig		1		1		1		1		1		1		1		1				8		4		1				Diesel Range Hydrocarbons (ppm)

		log(gamma-Hexachlorocyclohexane (ppb))		both NS		both NS		both NS		both NS		both NS		both NS		both NS		both NS																		max no hit > max hit		0		0		0				gamma-Hexachlorocyclohexane (ppb)

		log(Methoxychlor (ppb))		both NS		both NS		both NS		both NS		both NS		both NS		both NS		both NS																		max no hit > max hit		0		0		0				Methoxychlor (ppb)

		log(Pyrene (ppb))		both sig		both sig		both sig		both NS		nonpar sig		both sig		both sig		both sig		1		1		1				1		1		1		1				7		3		1				Pyrene (ppb)

		log(Residual Range Hydrocarbons (ppm))		both sig		both sig		both sig		par sig		both sig		both sig		both sig		both sig		1		1		1		1		1		1		1		1				8		4		1				Residual Range Hydrocarbons (ppm)

		log(Hexachlorobenzene (ppb))		both sig		both sig		both sig		both NS		nonpar sig		nonpar sig		both sig		both sig																		max no hit > max hit		0		0		0				Hexachlorobenzene (ppb)

		log(Dibenzofuran ppb)		both sig		both sig		both sig		par sig		both sig		both sig		both sig		both sig		1		1		1		1		1		1		1		1				8		4		1				Dibenzofuran (ppb)
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		Compiled by Lucinda Tear, Windward Environmental, LLC  November 11, 2010

				tabs

				all chemistry tab contains all chemicals tested

				EPA_July_2009 tab contains hit designations for individual endpoints

				cg, hg, cs, hs tabs contain results of parametric ANOVA analyses (equivalent to t-tests)

				nonpartests tab contains results of mann whitney test (nonparametric t-test)  (results are transposed to right)

				summarystats tab contains calculation of hit and no hit means, max, geometric means (results are transposed to right)

				compare anova tab compares the results of the two types of ANOVA (t-test) and identifies chemicals and endpoints where results differed.  This is quite a wide tab.

						columns CI:CP identify the chemicals

		1/3/11		Second round of chemicals added to based on QC of chemical selection process by NAM

		1/4/11		Added dibenzofuran data to 'chemistry' worksheet per Lucinda's request

		1/11/11		Reformatted and sorted compare anova sheet for easier interpretation by EPA.  Created anova summary tab.

		1/14/11		LT - reframed signficance questions to select all chems with results that were significant using either test and whose hit mean > no hit mean (one-sided significance)

				found error in hexachlorobenzene summary stats (had been replaced with butyltin due to error in variable reference in SPSS code)

				updated anova summary tab






FPM reliability measures

		Part E. Reliability measures requested by EPA (  ) for all FPM model runs

						# True Predicted Hits		# False Predicted Hits		# False Predicted Non Hits		# True Predicted Non Hits		# Hit Stations		# Non Hit Stations		# Total Stations				False Negative Rate - Proportion of truly toxic samples predicted to be nontoxic		False Positive Rate - Proportion of truly nontoxic samples predicted to be toxic		Reliability, Sensitivity, True Positive rate - Proportion of truly toxic samples predicted correctly predicted		Specificity, Efficiency, True negative rate - Proportion of truly nontoxic samples correctly predicted		Positive Predictive Power - P (toxicity given a model prediction of toxicity)		Negative predictive power - P(absence of toxicity given a model prediction of nontoxic)						True proportion of stations with measured toxicity exhibiting toxicity		Tendancy of model or benchmark to over or under predict toxicity (<1: tox underpredicted - benchmark too high; >1 tox over predicted - benchmark too low)		Level of agreement expected between predicted and measured toxicity if model randomly classified stations as toxic or nontoxic				Ratio of correctly assigned cases to incorrectly assigned cases (improvement of model over chance) (relative risk)  Odds of toxicity in samples predicted to be toxic/odds of toxicity in samples predicted to be non toxic		Extent to which model predicts toxicity at a rate higher than expected by chance (unaffected by prevalence)		Extent to which model predicts toxicity at a rate higher than expected by chance (adjusted for prevalence and bias)		Extent to which model predicts toxicity at a rate higher than expected by chance (not adjusted for prevalence or bias) K>.41 moderate agreement, k > .61 substantial agreement, k> .81 almost perfect agreement)		Bayesian term for liklihood of toxicity at a station before the tox test results are known.  Prevalence expressed as odds of toxicity		Bayesian term for odds that a station elicits toxicity after tox tests or sediment chemistry analyses are performed = Pretest odds*LR+		P(station is a true positive)/P(station is false positive)  Odds that station is toxic (TP) if predicted to be toxic (FP)		P(station is a false negative)/P(station is true negative)  Odds that station is toxic (FN) if predicted to be non toxic (TN)		Normalized Mutual Information: Diff between overall info in contingency table and info in model or benchmark predictions		Odds ratio expressed as a probability		Post test odds expressed as a probability

		endpoint		Initial FN Rate*		A		B		C		D		A+C		B+D		N				%False Negatives		%False Positives		Hit Reliability		NoHit Reliability		PredHit Reliability		PredNoHit Reliability		Overall Reliability				Prevalence (Pre-test Prob)		Bias		Chance agreement		chance agreement approximation		odds ratio		hanssen kuipers		PABAK		Cohen's K		Pretest odds		Posttest odds		Positive liklihood ratio		Negative liklihood ratio		NMI		Odds Probability		Post test probabililty				cohen's k term

		Chironomid Survival Level 2		5		42		140		2		109		44		249		293				0.05		0.56		0.95		0.44		0.23		0.98		0.52				0.15		4.14		0.42		0.85		16.35		0.39		0.03		0.17		0.18		0.30		1.70		0.10		0.13		0.94		0.23				121.66

		Chironomid Survival Level 2		10		40		99		4		150		44		249		293				0.09		0.40		0.91		0.60		0.29		0.97		0.65				0.15		3.16		0.52		0.85		15.15		0.51		0.30		0.27		0.18		0.40		2.29		0.15		0.18		0.94		0.29				151.75

		Chironomid Survival Level 2		15		38		83		6		166		44		249		293				0.14		0.33		0.86		0.67		0.31		0.97		0.70				0.15		2.75		0.56		0.85		12.67		0.53		0.39		0.31		0.18		0.46		2.59		0.20		0.18		0.93		0.31				164.34

		Chironomid Survival Level 2		20		36		70		8		179		44		249		293				0.18		0.28		0.82		0.72		0.34		0.96		0.73				0.15		2.41		0.60		0.85		11.51		0.54		0.47		0.34		0.18		0.51		2.91		0.25		0.19		0.92		0.34				174.84

		Chironomid Survival Level 2		23		34		62		10		187		44		249		293				0.23		0.25		0.77		0.75		0.35		0.95		0.75				0.15		2.18		0.62		0.85		10.25		0.52		0.51		0.35		0.18		0.55		3.10		0.30		0.18		0.91		0.35				181.83

		Chironomid Survival Level 2		24		34		62		10		187		44		249		293				0.23		0.25		0.77		0.75		0.35		0.95		0.75				0.15		2.18		0.62		0.85		10.25		0.52		0.51		0.35		0.18		0.55		3.10		0.30		0.18		0.91		0.35				181.83

		Chironomid Survival Level 2		25		33		51		11		198		44		249		293				0.25		0.20		0.75		0.80		0.39		0.95		0.79				0.15		1.91		0.65		0.85		11.65		0.55		0.58		0.40		0.18		0.65		3.66		0.31		0.20		0.92		0.39				190.23

		Chironomid Survival Level 3		5		31		114		1		147		32		261		293				0.03		0.44		0.97		0.56		0.21		0.99		0.61				0.11		4.53		0.50		0.89		39.97		0.53		0.22		0.21		0.12		0.27		2.22		0.06		0.20		0.98		0.21				147.67

		Chironomid Survival Level 3		10		29		79		3		182		32		261		293				0.09		0.30		0.91		0.70		0.27		0.98		0.72				0.11		3.38		0.60		0.89		22.27		0.60		0.44		0.30		0.12		0.37		2.99		0.13		0.23		0.96		0.27				176.59

		Chironomid Survival Level 3		15		28		55		4		206		32		261		293				0.13		0.21		0.88		0.79		0.34		0.98		0.80				0.11		2.59		0.67		0.89		26.22		0.66		0.60		0.39		0.12		0.51		4.15		0.16		0.28		0.96		0.34				196.13

		Chironomid Survival Level 3		18		27		32		5		229		32		261		293				0.16		0.12		0.84		0.88		0.46		0.98		0.87				0.11		1.84		0.73		0.89		38.64		0.72		0.75		0.53		0.12		0.84		6.88		0.18		0.36		0.97		0.46				214.89

		Chironomid Survival Level 3		20		26		32		6		229		32		261		293				0.19		0.12		0.81		0.88		0.45		0.97		0.87				0.11		1.81		0.74		0.89		31.01		0.69		0.74		0.51		0.12		0.81		6.63		0.21		0.33		0.97		0.45				215.67

		Chironomid Survival Level 3		25		24		19		8		242		32		261		293				0.25		0.07		0.75		0.93		0.56		0.97		0.91				0.11		1.34		0.78		0.89		38.21		0.68		0.82		0.59		0.12		1.26		10.30		0.27		0.36		0.97		0.56				227.39

		Chironomid Biomass Level 2		5		50		85		2		156		52		241		293				0.04		0.35		0.96		0.65		0.37		0.99		0.70				0.18		2.60		0.53		0.82		45.88		0.61		0.41		0.37		0.22		0.59		2.73		0.06		0.27		0.98		0.37				153.92

		Chironomid Biomass Level 2		10		47		66		5		175		52		241		293				0.10		0.27		0.90		0.73		0.42		0.97		0.76				0.18		2.17		0.57		0.82		24.92		0.63		0.52		0.43		0.22		0.71		3.30		0.13		0.27		0.96		0.42				168.11

		Chironomid Biomass Level 2		15		45		63		7		178		52		241		293				0.13		0.26		0.87		0.74		0.42		0.96		0.76				0.18		2.08		0.58		0.82		18.16		0.60		0.52		0.42		0.22		0.71		3.31		0.18		0.25		0.95		0.42				171.33

		Chironomid Biomass Level 2		20		42		48		10		193		52		241		293				0.19		0.20		0.81		0.80		0.47		0.95		0.80				0.18		1.73		0.62		0.82		16.89		0.61		0.60		0.47		0.22		0.88		4.06		0.24		0.26		0.94		0.47				182.95

		Chironomid Biomass Level 2		25		39		38		13		203		52		241		293				0.25		0.16		0.75		0.84		0.51		0.94		0.83				0.18		1.48		0.65		0.82		16.03		0.59		0.65		0.50		0.22		1.03		4.76		0.30		0.25		0.94		0.51				191.33

		Chironomid Biomass Level 3		0		41		70		2		180		43		250		293				0.05		0.28		0.95		0.72		0.37		0.99		0.75				0.15		2.58		0.59		0.85		52.71		0.67		0.51		0.41		0.17		0.59		3.41		0.06		0.31		0.98		0.37				171.58

		Chironomid Biomass Level 3		10		39		51		4		199		43		250		293				0.09		0.20		0.91		0.80		0.43		0.98		0.81				0.15		2.09		0.64		0.85		38.04		0.70		0.62		0.48		0.17		0.76		4.45		0.12		0.34		0.97		0.43				186.42

		Chironomid Biomass Level 3		15		37		43		6		207		43		250		293				0.14		0.17		0.86		0.83		0.46		0.97		0.83				0.15		1.86		0.66		0.85		29.69		0.69		0.67		0.51		0.17		0.86		5.00		0.17		0.32		0.97		0.46				193.48

		Chironomid Biomass Level 3		17		36		39		7		211		43		250		293				0.16		0.16		0.84		0.84		0.48		0.97		0.84				0.15		1.74		0.67		0.85		27.82		0.68		0.69		0.52		0.17		0.92		5.37		0.19		0.32		0.97		0.48				197.01

		Chironomid Biomass Level 3		20		35		35		8		215		43		250		293				0.19		0.14		0.81		0.86		0.50		0.96		0.85				0.15		1.63		0.68		0.85		26.88		0.67		0.71		0.53		0.17		1.00		5.81		0.22		0.32		0.96		0.50				200.55

		Chironomid Biomass Level 3		25		33		30		10		220		43		250		293				0.23		0.12		0.77		0.88		0.52		0.96		0.86				0.15		1.47		0.70		0.85		24.20		0.65		0.73		0.54		0.17		1.10		6.40		0.26		0.31		0.96		0.52				205.49

		Hyalella Survival Level 2		5		20		75		1		197		21		272		293				0.05		0.28		0.95		0.72		0.21		0.99		0.74				0.07		4.52		0.65		0.93		52.53		0.68		0.48		0.26		0.08		0.27		3.45		0.07		0.27		0.98		0.21				190.62

		Hyalella Survival Level 2		10		19		41		2		231		21		272		293				0.10		0.15		0.90		0.85		0.32		0.99		0.85				0.07		2.86		0.75		0.93		53.52		0.75		0.71		0.41		0.08		0.46		6.00		0.11		0.35		0.98		0.32				220.60

		Hyalella Survival Level 2		13		19		41		2		231		21		272		293				0.10		0.15		0.90		0.85		0.32		0.99		0.85				0.07		2.86		0.75		0.93		53.52		0.75		0.71		0.41		0.08		0.46		6.00		0.11		0.35		0.98		0.32				220.60

		Hyalella Survival Level 2		14		17		41		4		231		21		272		293				0.19		0.15		0.81		0.85		0.29		0.98		0.85				0.07		2.76		0.76		0.93		23.95		0.66		0.69		0.36		0.08		0.41		5.37		0.22		0.27		0.96		0.29				222.31

		Hyalella Survival Level 2		15		18		31		3		241		21		272		293				0.14		0.11		0.86		0.89		0.37		0.99		0.88				0.07		2.33		0.79		0.93		46.65		0.74		0.77		0.46		0.08		0.58		7.52		0.16		0.36		0.98		0.37				230.02

		Hyalella Survival Level 2		20		17		12		4		260		21		272		293				0.19		0.04		0.81		0.96		0.59		0.98		0.95				0.07		1.38		0.84		0.93		92.08		0.77		0.89		0.65		0.08		1.42		18.35		0.20		0.47		0.99		0.59				247.16

		Hyalella Survival Level 2		25		16		7		5		265		21		272		293				0.24		0.03		0.76		0.97		0.70		0.98		0.96				0.07		1.10		0.86		0.93		121.14		0.74		0.92		0.71		0.08		2.29		29.61		0.24		0.48		0.99		0.70				252.30

		Hyalella Survival Level 3		5		19		76		0		198		19		274		293				0.00		0.28		1.00		0.72		0.20		1.00		0.74				0.06		5.00		0.65		0.94		0.00		0.72		0.48		0.25		0.07		0.25		3.61		0.00		0.00		0.00		0.20				191.32

		Hyalella Survival Level 3		10		18		42		1		232		19		274		293				0.05		0.15		0.95		0.85		0.30		1.00		0.85				0.06		3.16		0.76		0.94		99.43		0.79		0.71		0.40		0.07		0.43		6.18		0.06		0.39		0.99		0.30				221.78

		Hyalella Survival Level 3		15		17		32		2		242		19		274		293				0.11		0.12		0.89		0.88		0.35		0.99		0.88				0.06		2.58		0.79		0.94		64.28		0.78		0.77		0.45		0.07		0.53		7.66		0.12		0.39		0.98		0.35				231.35

		Hyalella Survival Level 3		20		16		13		3		261		19		274		293				0.16		0.05		0.84		0.95		0.55		0.99		0.95				0.06		1.53		0.85		0.94		107.08		0.79		0.89		0.64		0.07		1.23		17.75		0.17		0.48		0.99		0.55				248.76

		Hyalella Survival Level 3		25		15		8		4		266		19		274		293				0.21		0.03		0.79		0.97		0.65		0.99		0.96				0.06		1.21		0.87		0.94		124.69		0.76		0.92		0.69		0.07		1.88		27.04		0.22		0.49		0.99		0.65				253.98

		Hyalella Biomass Level 2		5		70		154		3		66		73		220		293				0.04		0.70		0.96		0.30		0.31		0.96		0.46				0.25		3.07		0.37		0.75		10.00		0.26		-0.07		0.15		0.33		0.45		1.37		0.14		0.08		0.91		0.31				107.62

		Hyalella Biomass Level 2		10		66		161		7		59		73		220		293				0.10		0.73		0.90		0.27		0.29		0.89		0.43				0.25		3.11		0.36		0.75		3.46		0.17		-0.15		0.10		0.33		0.41		1.24		0.36		0.03		0.78		0.29				106.11

		Hyalella Biomass Level 2		15		63		132		10		88		73		220		293				0.14		0.60		0.86		0.40		0.32		0.90		0.52				0.25		2.67		0.42		0.75		4.20		0.26		0.03		0.17		0.33		0.48		1.44		0.34		0.06		0.81		0.32				122.17

		Hyalella Biomass Level 2		20		59		133		14		87		73		220		293				0.19		0.60		0.81		0.40		0.31		0.86		0.50				0.25		2.63		0.42		0.75		2.76		0.20		-0.00		0.13		0.33		0.44		1.34		0.48		0.03		0.73		0.31				123.67

		Hyalella Biomass Level 2		25		55		120		18		100		73		220		293				0.25		0.55		0.75		0.45		0.31		0.85		0.53				0.25		2.40		0.45		0.75		2.55		0.21		0.06		0.14		0.33		0.46		1.38		0.54		0.03		0.72		0.31				132.20

		Hyalella Biomass Level 3		5		28		114		1		150		29		264		293				0.03		0.43		0.97		0.57		0.20		0.99		0.61				0.10		4.90		0.51		0.90		36.84		0.53		0.22		0.20		0.11		0.25		2.24		0.06		0.19		0.97		0.20				150.11

		Hyalella Biomass Level 3		10		27		107		2		157		29		264		293				0.07		0.41		0.93		0.59		0.20		0.99		0.63				0.10		4.62		0.53		0.90		19.81		0.53		0.26		0.20		0.11		0.25		2.30		0.12		0.17		0.95		0.20				156.53

		Hyalella Biomass Level 3		15		25		94		4		170		29		264		293				0.14		0.36		0.86		0.64		0.21		0.98		0.67				0.10		4.10		0.58		0.90		11.30		0.51		0.33		0.21		0.11		0.27		2.42		0.21		0.15		0.92		0.21				168.56

		Hyalella Biomass Level 3		20		24		69		5		195		29		264		293				0.17		0.26		0.83		0.74		0.26		0.98		0.75				0.10		3.21		0.65		0.90		13.57		0.57		0.49		0.29		0.11		0.35		3.17		0.23		0.19		0.93		0.26				189.41

		Hyalella Biomass Level 3		25		22		60		7		204		29		264		293				0.24		0.23		0.76		0.77		0.27		0.97		0.77				0.10		2.83		0.68		0.90		10.69		0.53		0.54		0.29		0.11		0.37		3.34		0.31		0.17		0.91		0.27				198.23

		* Initial Maximum False Negative Rate provided to model.








Attachment 6. Part F: Logistic Regression Model 
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GLOSSARY 


Reliability Measure Formula Definition 


Sensitivity (true positive 
rate) 


A / (A + C) Proportion of toxic samples that were 
correctly predicted by the model. 


Efficiency (specificity or 
true negative rate) 


D/(B + D) Proportion of non-toxic samples that were 
correctly predicted by the model. 


Positive likelihood ratio (A/(A + C))/(B/(B + D)) = 
Sensitivity/(1 - Specificity) 


The odds that a station predicted to be toxic 
by the model is actually toxic rather than 


non-toxic.  
A positive likelihood ratio greater than 1 


indicates that the model is finding true 
positives at a greater rate than false 


positives. 


Predicted hit reliability 
(positive predictive power) 


A/(A + B) Probability of the presence of toxicity given 
a model prediction of toxicity. 


PABAK ((A + D) – (B + C))/N Extent to which model predicts toxicity at a 
rate higher than expected by chance, 


adjusted for prevalence and bias. 


PABAK – prevalence-adjusted bias-adjusted Kappa 
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1.0 THE LOGISTIC REGRESSION MODEL 
The logistic regression model (LRM) approach estimates a functional curve relationship 
between concentrations of a chemical and the proportion of toxicity detected in the 
sediment toxicity tests (Field et al. 2002). This relationship enables users to select the 
specific probability of effects based on a risk management decision that corresponds to 
their specific assessment objective.  


Logistic Regression Model 


The LRM approach was developed as an alternative to the threshold methods used for site-specific sediment 
quality value (SQV) derivation. The chemistry data were divided into three categories for each selected 
chemical: 1) non-toxic samples, 2) toxic samples with chemical concentrations greater than the mean 
concentration in the non-toxic samples, and 3) toxic samples with chemical concentrations lower than the 
mean concentration in the non-toxic samples. The designation of toxic was based on the reference envelope 
approach. Toxic samples that had concentrations less than the mean concentration in the non-toxic samples 
were identified and excluded from the LRM fit for that chemical endpoint. An LRM using the screened 
chemistry data relating toxicity to log10 concentration was applied. Goodness-of-fit and other information useful 
in assessing the model were compiled, and models with poor fit or insufficient data were excluded from further 
consideration.  


 


 


A multi-chemical model was constructed to predict the probability of a toxic effect from the mixture of chemicals 
detected in a sample. Each sample had a set of concentrations for the full suite of chemical results reported for 
that sample, and each of these concentrations had an associated probability of toxicity (p) predicted from the 
individual chemical models. The maximum value among these individual predictions of toxicity was used as the 
single best prediction of a toxic effect for each sample.  


Individual LRMs (Field et al. 1999; 2002; EPA 2005) were developed by the National 
Oceanic and Atmospheric Administration (NOAA) for US Environmental Protection 
Agency (EPA) for 63 chemicals. For each chemical, model developers tested the fit of 


Note: x-axis refers to the log10 concentration in sediments 
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72 unique models, from which the best individual model was selected. The 72 unique 
models were developed using:  


• Two pooled species endpoints (i.e., Hyalella growth and survival and Chironomus 
growth and survival) 


• Four toxicity levels (i.e., Levels 0, 1, 2, and 3) indicating zero, low, moderate, and 
high toxicity 


• Four sediment chemistry normalizations (i.e., dry weight (dw) concentrations, organic 
carbon (OC)-normalized concentrations, fines-adjusted dry weight  concentrations, 
and fines-adjusted OC-normalized concentrations) 


• Three screening criteria applied independently to each unique chemical model (i.e., 
1X, 2X, or 2G, described below) 


For each chemical, individual models within the suite of 72 candidate models were 
scored based on predictive performance within the Portland Harbor dataset, and the best 
model for each chemical was selected. This process did not require the best individual 
chemical models to be consistent across chemicals, so the final suite of models was a 
mixture of species, toxicity levels, chemistry normalizations, and screening criteria. The 
best individual chemical models were combined to form a single multi-chemical model 
that predicted the toxicity of a given sample as the maximum probability (pMax) of 
toxicity across all chemicals. The final list of individual chemicals in the combined pMax 
model was reduced to those chemicals that, collectively, provided the best reliability and 
predictive accuracy. The methods used by NOAA to develop the individual models and 
the combined pMax model are described below to the best extent possible, given our 
current understanding of the methods used by NOAA and EPA.  
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2.0 DATA USED IN THE MODEL 
The LRM was developed using the 293 sample with co-located sediment chemistry and 
toxicity test data. Of these surface sediment samples, 269 were collected within the Study 
Area, 2 were collected in the downtown reach, and 22 were collected in the upriver reach. 
Thirteen of the toxicity test sampling locations in the Study Area were dredged after 
toxicity testing had been performed and are not part of the baseline ecological risk 
assessment (BERA) risk dataset; however, these sampling locations have been retained 
for use in model development. The toxicity test data included the 10-day sediment 
toxicity test measuring survival and growth in Chironomus dilutus, and the 28-day 
sediment toxicity test measuring survival and growth in Hyalella azteca. The biological 
effects levels used in the model were the same as the reference thresholds developed for 
the interpretation of the empirical toxicity test data (BERA Section 6.1.1.1). Separate 
models were developed for the two species, wherein the response of the species was 
indicated by a toxic response in either the mortality or growth endpoint (Table 1). The 
BERA surface sediment chemistry data used in the models are provided in Attachment 4. 


Table 1.  Toxicity Levela for the 293 Samples 


 
Effect Level (0, 1, 2, 3) 


Station 
Hy. 


Biomass 
Hy. 


Survival 
Hy. Spp. 
Pooledb 


Ch. 
Biomass 


Ch. 
Survival 


Ch. Spp. 
Pooledb 


All Endpoints 
Pooledb 


D1-1 1 0 1 0 0 0 1 


D2 0 0 0 0 0 0 0 


G007-1 1 0 1 0 2 2 2 


G009 0 0 0 0 0 0 0 


G010 0 0 0 0 0 0 0 


G011 0 0 0 0 0 0 0 


G015 0 0 0 0 0 0 0 


G017 0 0 0 0 0 0 0 


G019 0 0 0 0 0 0 0 


G020 0 0 0 0 0 0 0 


G024 3 0 3 0 0 0 3 


G025 0 0 0 0 0 0 0 


G026 0 0 0 0 0 0 0 


G027 0 0 0 0 0 0 0 


G033 1 0 1 0 0 0 1 


G034 0 0 0 0 0 0 0 


G035 0 0 0 0 0 0 0 
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Table 1.  Toxicity Levela for the 293 Samples 


 
Effect Level (0, 1, 2, 3) 


Station 
Hy. 


Biomass 
Hy. 


Survival 
Hy. Spp. 
Pooledb 


Ch. 
Biomass 


Ch. 
Survival 


Ch. Spp. 
Pooledb 


All Endpoints 
Pooledb 


G038 0 0 0 0 0 0 0 


G060 0 0 0 0 0 0 0 


G061 2 0 2 0 0 0 2 


G062 1 0 1 0 0 0 1 


G064 0 0 0 0 0 0 0 


G066 0 0 0 0 0 0 0 


G067 1 0 1 0 0 0 1 


G073 0 0 0 0 0 0 0 


G074 0 0 0 0 0 0 0 


G077 0 0 0 0 1 1 1 


G078 1 1 1 0 0 0 1 


G079 1 0 1 0 0 0 1 


G080 0 0 0 0 0 0 0 


G082 0 0 0 0 0 0 0 


G083 3 0 3 0 0 0 3 


G085 1 1 1 3 3 3 3 


G086 0 0 0 2 2 2 2 


G088 0 0 0 3 3 3 3 


G089 2 0 2 3 3 3 3 


G090 0 0 0 3 2 3 3 


G091 0 0 0 0 0 0 0 


G092 3 3 3 3 3 3 3 


G093 0 0 0 2 0 2 2 


G096 0 0 0 0 1 1 1 


G099 0 0 0 3 0 3 3 


G103 0 0 0 1 2 2 2 


G105 0 0 0 3 3 3 3 


G106 0 0 0 0 0 0 0 


G109 0 0 0 2 0 2 2 


G111 1 0 1 0 0 0 1 
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Table 1.  Toxicity Levela for the 293 Samples 


 
Effect Level (0, 1, 2, 3) 


Station 
Hy. 


Biomass 
Hy. 


Survival 
Hy. Spp. 
Pooledb 


Ch. 
Biomass 


Ch. 
Survival 


Ch. Spp. 
Pooledb 


All Endpoints 
Pooledb 


G112 0 0 0 1 0 1 1 


G117 0 1 1 3 3 3 3 


G121 0 0 0 0 0 0 0 


G122 0 0 0 3 2 3 3 


G123 3 0 3 0 2 2 3 


G124 0 0 0 0 1 1 1 


G127 0 0 0 0 0 0 0 


G130 0 0 0 0 0 0 0 


G133 0 0 0 0 2 2 2 


G136 0 0 0 0 0 0 0 


G139 0 0 0 0 0 0 0 


G142 0 0 0 0 0 0 0 


G147 0 0 0 0 0 0 0 


G155 1 0 1 3 0 3 3 


G157 3 3 3 3 3 3 3 


G160 1 1 1 3 3 3 3 


G161 3 3 3 3 3 3 3 


G163 0 0 0 0 0 0 0 


G164 0 0 0 0 0 0 0 


G166 0 0 0 0 0 0 0 


G170 0 0 0 0 0 0 0 


G172 0 0 0 0 0 0 0 


G176 2 3 3 3 3 3 3 


G178 0 0 0 0 1 1 1 


G179 3 3 3 3 3 3 3 


G180 0 0 0 1 0 1 1 


G182 0 0 0 0 0 0 0 


G184 0 0 0 0 0 0 0 


G187 0 0 0 0 3 3 3 


G197-1 0 0 0 0 0 0 0 
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Table 1.  Toxicity Levela for the 293 Samples 


 
Effect Level (0, 1, 2, 3) 


Station 
Hy. 


Biomass 
Hy. 


Survival 
Hy. Spp. 
Pooledb 


Ch. 
Biomass 


Ch. 
Survival 


Ch. Spp. 
Pooledb 


All Endpoints 
Pooledb 


G198 0 0 0 0 0 0 0 


G199 0 0 0 0 0 0 0 


G200 2 0 2 0 0 0 2 


G202 0 0 0 0 0 0 0 


G203-1 1 0 1 0 0 0 1 


G204 0 0 0 1 0 1 1 


G205 1 0 1 0 0 0 1 


G206 1 0 1 0 0 0 1 


G207 0 0 0 1 1 1 1 


G209 0 0 0 0 0 0 0 


G210 3 3 3 3 3 3 3 


G212-1 0 0 0 0 0 0 0 


G213 1 0 1 1 0 1 1 


G220 0 0 0 0 0 0 0 


G221 0 0 0 0 0 0 0 


G227 0 0 0 0 0 0 0 


G228 0 0 0 0 0 0 0 


G230 0 0 0 0 0 0 0 


G231 0 0 0 0 0 0 0 


G232 0 0 0 0 0 0 0 


G234 0 0 0 0 0 0 0 


G235 0 0 0 2 0 2 2 


G240 0 0 0 0 0 0 0 


G242 0 0 0 0 0 0 0 


G244 0 0 0 0 0 0 0 


G245 2 0 2 0 0 0 2 


G247 0 0 0 0 0 0 0 


G254 0 0 0 1 0 1 1 


G260 0 0 0 0 0 0 0 


G263 0 0 0 0 1 1 1 
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Table 1.  Toxicity Levela for the 293 Samples 


 
Effect Level (0, 1, 2, 3) 


Station 
Hy. 


Biomass 
Hy. 


Survival 
Hy. Spp. 
Pooledb 


Ch. 
Biomass 


Ch. 
Survival 


Ch. Spp. 
Pooledb 


All Endpoints 
Pooledb 


G264 1 0 1 3 3 3 3 


G267 2 0 2 0 0 0 2 


G268 0 0 0 0 0 0 0 


G269 0 0 0 3 2 3 3 


G270-1 1 0 1 3 3 3 3 


G273 3 2 3 3 0 3 3 


G274 3 3 3 3 3 3 3 


G276 1 0 1 2 2 2 2 


G277 1 0 1 0 0 0 1 


G278 0 0 0 3 3 3 3 


G280 2 0 2 0 0 0 2 


G282 1 0 1 1 0 1 1 


G283 3 3 3 3 3 3 3 


G284 1 0 1 0 0 0 1 


G288 3 3 3 3 3 3 3 


G292 0 0 0 0 0 0 0 


G294-1 3 3 3 3 3 3 3 


G295 2 0 2 0 0 0 2 


G296 3 0 3 0 0 0 3 


G298 3 3 3 3 3 3 3 


G301 0 0 0 0 0 0 0 


G302 3 3 3 3 3 3 3 


G303 2 0 2 0 0 0 2 


G308 1 1 1 3 3 3 3 


G311-1 0 3 3 3 3 3 3 


G315 0 0 0 0 0 0 0 


G316 0 0 0 0 0 0 0 


G318 0 0 0 0 0 0 0 


G320 0 0 0 3 3 3 3 


G321 1 0 1 0 0 0 1 
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Table 1.  Toxicity Levela for the 293 Samples 


 
Effect Level (0, 1, 2, 3) 


Station 
Hy. 


Biomass 
Hy. 


Survival 
Hy. Spp. 
Pooledb 


Ch. 
Biomass 


Ch. 
Survival 


Ch. Spp. 
Pooledb 


All Endpoints 
Pooledb 


G323 0 0 0 0 0 0 0 


G324-1 0 0 0 0 0 0 0 


G327 0 0 0 3 0 3 3 


G329 0 0 0 0 0 0 0 


G331 0 0 0 0 0 0 0 


G333 0 0 0 0 0 0 0 


G334 0 0 0 0 0 0 0 


G335 0 0 0 0 0 0 0 


G336 0 0 0 0 1 1 1 


G339 0 0 0 3 1 3 3 


G342 2 0 2 0 0 0 2 


G345-1 0 0 0 0 0 0 0 


G346 3 0 3 0 0 0 3 


G347 2 0 2 0 0 0 2 


G348 0 0 0 3 3 3 3 


G350 0 0 0 0 0 0 0 


G351 2 0 2 1 0 1 2 


G352 1 0 1 0 0 0 1 


G353-1 0 0 0 0 0 0 0 


G355 0 0 0 1 0 1 1 


G359 1 0 1 0 0 0 1 


G360 3 3 3 3 3 3 3 


G362-1 0 0 0 1 0 1 1 


G364 2 0 2 1 0 1 2 


G366 3 3 3 3 3 3 3 


G367 0 0 0 0 0 0 0 


G368 3 3 3 3 3 3 3 


G371 3 3 3 3 3 3 3 


G372-1 0 0 0 0 0 0 0 


G376 1 0 1 0 0 0 1 
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Table 1.  Toxicity Levela for the 293 Samples 


 
Effect Level (0, 1, 2, 3) 


Station 
Hy. 


Biomass 
Hy. 


Survival 
Hy. Spp. 
Pooledb 


Ch. 
Biomass 


Ch. 
Survival 


Ch. Spp. 
Pooledb 


All Endpoints 
Pooledb 


G377 1 0 1 0 0 0 1 


G380 0 0 0 0 0 0 0 


G382 2 0 2 0 0 0 2 


G383 0 0 0 0 0 0 0 


G384-1 0 0 0 0 0 0 0 


G385 0 0 0 0 0 0 0 


G386 1 0 1 0 0 0 1 


G387 0 0 0 0 0 0 0 


G389 0 0 0 0 2 2 2 


G390 3 3 3 3 0 3 3 


G392 2 0 2 2 0 2 2 


G393 0 0 0 1 0 1 1 


G396 2 1 2 0 1 1 2 


G398 3 0 3 0 0 0 3 


G401 2 0 2 0 0 0 2 


G403 0 0 0 0 0 0 0 


G405 0 0 0 0 0 0 0 


G408 0 0 0 0 1 1 1 


G409 1 0 1 0 0 0 1 


G413 0 0 0 0 0 0 0 


G415 0 0 0 1 0 1 1 


G416 2 0 2 0 0 0 2 


G417 0 0 0 0 0 0 0 


G420 0 0 0 0 0 0 0 


G425 0 0 0 0 0 0 0 


G426 1 0 1 0 0 0 1 


G430 0 0 0 0 0 0 0 


G437 0 0 0 0 0 0 0 


G441 0 0 0 0 0 0 0 


G444 0 0 0 0 0 0 0 
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Table 1.  Toxicity Levela for the 293 Samples 


 
Effect Level (0, 1, 2, 3) 


Station 
Hy. 


Biomass 
Hy. 


Survival 
Hy. Spp. 
Pooledb 


Ch. 
Biomass 


Ch. 
Survival 


Ch. Spp. 
Pooledb 


All Endpoints 
Pooledb 


G445 3 0 3 2 0 2 3 


G450-1 0 0 0 0 0 0 0 


G453 3 3 3 3 3 3 3 


G454 0 0 0 0 0 0 0 


G455 0 0 0 3 2 3 3 


G456 0 0 0 0 0 0 0 


G457 1 0 1 0 0 0 1 


G458 1 0 1 0 0 0 1 


G461 1 0 1 0 0 0 1 


G467 0 0 0 0 0 0 0 


G468 3 0 3 0 1 1 3 


G469 0 0 0 0 0 0 0 


G473 0 0 0 0 0 0 0 


G474 0 0 0 0 0 0 0 


G477 0 0 0 0 0 0 0 


G480 0 0 0 0 0 0 0 


G492-1 0 0 0 0 0 0 0 


G497 0 0 0 0 0 0 0 


G612-1 3 0 3 0 0 0 3 


G613 2 0 2 0 0 0 2 


G622 2 0 2 0 0 0 2 


G623 2 0 2 0 0 0 2 


G625 1 0 1 0 0 0 1 


G628 2 0 2 0 0 0 2 


G637-1 2 0 2 0 0 0 2 


G638 2 0 2 0 0 0 2 


G643 1 0 1 1 0 1 1 


G648 2 0 2 0 0 0 2 


G653 2 0 2 1 0 1 2 


G654 1 0 1 3 0 3 3 
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Table 1.  Toxicity Levela for the 293 Samples 


 
Effect Level (0, 1, 2, 3) 


Station 
Hy. 


Biomass 
Hy. 


Survival 
Hy. Spp. 
Pooledb 


Ch. 
Biomass 


Ch. 
Survival 


Ch. Spp. 
Pooledb 


All Endpoints 
Pooledb 


G656 1 1 1 0 0 0 1 


G663 2 0 2 2 0 2 2 


G665 2 0 2 0 0 0 2 


G670 1 1 1 0 0 0 1 


G671 3 0 3 0 0 0 3 


G672 2 0 2 2 2 2 2 


G674 2 0 2 1 0 1 2 


G675 1 1 1 0 0 0 1 


G683 1 0 1 1 0 1 1 


G684-1 1 0 1 0 0 0 1 


G685 2 0 2 0 0 0 2 


G689 1 0 1 3 3 3 3 


G693 2 0 2 1 0 1 2 


G694 2 0 2 3 0 3 3 


G700 2 0 2 1 0 1 2 


G707 2 0 2 0 0 0 2 


G711 2 0 2 0 0 0 2 


G713 2 0 2 1 0 1 2 


G718 2 0 2 1 0 1 2 


G722 2 0 2 1 0 1 2 


G736 1 0 1 0 0 0 1 


G737 2 0 2 1 0 1 2 


G740 0 1 1 0 0 0 1 


G741 1 0 1 0 0 0 1 


G744 1 0 1 0 0 0 1 


G745 1 0 1 0 0 0 1 


G746 1 0 1 0 1 1 1 


G750 2 1 2 0 0 0 2 


G751 0 0 0 0 0 0 0 


G752 2 1 2 0 0 0 2 
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Table 1.  Toxicity Levela for the 293 Samples 


 
Effect Level (0, 1, 2, 3) 


Station 
Hy. 


Biomass 
Hy. 


Survival 
Hy. Spp. 
Pooledb 


Ch. 
Biomass 


Ch. 
Survival 


Ch. Spp. 
Pooledb 


All Endpoints 
Pooledb 


G755 1 1 1 0 0 0 1 


G756 0 1 1 0 0 0 1 


G763 0 0 0 0 0 0 0 


G766 0 0 0 0 0 0 0 


G767 0 0 0 0 0 0 0 


G769 0 0 0 0 0 0 0 


G772 0 0 0 0 0 0 0 


G775 1 0 1 0 0 0 1 


G776 1 1 1 0 0 0 1 


G777 0 2 2 0 0 0 2 


G778 0 0 0 0 0 0 0 


G779 0 1 1 0 0 0 1 


G780 0 0 0 0 0 0 0 


G781 2 1 2 0 0 0 2 


G785 1 0 1 0 0 0 1 


G786 1 1 1 0 0 0 1 


G787 2 0 2 1 0 1 2 


G788 0 0 0 1 0 1 1 


U1C-1 0 0 0 0 0 0 0 


U1C-2 0 0 0 0 0 0 0 


U1C-3 0 0 0 0 0 0 0 


U2C-1 0 0 0 0 0 0 0 


U2C-2 0 0 0 0 0 0 0 


U2C-3 0 0 0 0 0 0 0 


U3C-1 0 0 0 0 0 0 0 


U3C-2 0 0 0 0 0 0 0 


U3C-3 0 0 0 0 0 0 0 


U4Q-1 0 0 0 0 0 0 0 


U4Q-2 0 0 0 0 0 0 0 


U4Q-3 0 0 0 0 0 0 0 
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Table 1.  Toxicity Levela for the 293 Samples 


 
Effect Level (0, 1, 2, 3) 


Station 
Hy. 


Biomass 
Hy. 


Survival 
Hy. Spp. 
Pooledb 


Ch. 
Biomass 


Ch. 
Survival 


Ch. Spp. 
Pooledb 


All Endpoints 
Pooledb 


U5Q-1 0 0 0 0 0 0 0 


U5Q-2 0 0 0 0 0 0 0 


U5Q-3 0 0 0 0 0 0 0 


U6TOC-1 1 0 1 0 0 0 1 


U6TOC-2 0 0 0 0 0 0 0 


U6TOC-3 3 0 3 0 0 0 3 


Total Sample Counts 
     Level 0 167 254 161 215 237 200 124 


Level 1 53 18 57 26 12 35 63 


Level 2 44 2 44 9 12 14 51 


Level 3 29 19 31 43 32 44 55 


Level 0 167 254 161 215 237 200 124 


Level 1 or > 126 39 132 78 56 93 169 


Level 2 or > 73 21 75 52 44 58 106 


Level 3 or > 29 19 31 43 32 44 55 
a Toxicity level based on reference envelope value (see BERA Section 6.1.1.1). 
b Pooled species endpoints (Hy. Spp. Pooled and Ch. Spp. Pooled) were used to represent observed toxicity for building 


individual LRMs. The All Endpoints Pooled endpoint was used to represent observed toxicity in model evaluations 
(i.e., LRM reliability statistics). 


BERA – baseline ecological risk assessment. 
Ch. – Chironomus dilutus 
Hy. – Hyalella azteca 
LRM – logistic regression model 


2.1 TOXICITY DATA 


Toxicity for each species (Hyalella azteca and Chironomus dilutus) and endpoint 
(survival and biomass) were classified as being one of four levels according to EPA’s 
reference envelope approach (BERA Section 6.1.1.1). Separate models were developed 
for each of the two species, wherein the response of the species was indicated by a toxic 
response in either the mortality or growth endpoint. For each species, separate models 
were developed for Levels 1, 2, and 3 of toxicity.  
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2.2 CHEMISTRY DATA 


The individual chemical models were based on detected data only. Chemicals with at 
least 50 detected values were included in the individual model development (63 
chemicals, including summed parameters; Table 2). Individual polychlorinated biphenyl 
(PCB) congeners, dioxins/furans, and most sediment conventionals (except for ammonia 
and sulfides) were excluded. Perylene, dibenzothiophene, and 1-methylnaphthalene were 
also excluded from model selection, because these chemicals were analyzed only in the 
Phase 3 data collection (n = 60).  


LRMs were developed for individual polycyclic aromatic hydrocarbons (PAHs) and 
dichlorodiphenyltrichloroethanes (DDTs), as well as their sums. Each individual 
chemical model was developed and evaluated independently, and even in the final multi-
chemical pMax model, inclusion was based on the predictive accuracy of each model 
independently. Correlations among individual chemicals (such as a sum and its 
component parts) do not adversely affect the performance of the multi-chemical LRM. In 
fact, it may be beneficial to have both individual components and the summed parameters 
for those samples with unusual PAH compositions or an incomplete analyte list.  


Four different normalizations or adjustments to the sediment chemistry were considered 
in order to capture the best fit relationship between chemistry and observed toxicity. The 
following four sediment chemistry normalizations/adjustments were modeled and 
included in the suite of candidate LRM models for each chemical endpoint: 


• Dry weight concentrations 


• OC-normalized concentrations: dry weight concentration/fraction OC 


• Fines-adjusted dry weight concentrations (FINES): dw concentration × (% fines/100) 


• Fines-adjusted OC-normalized concentrations (OC_FINES): 
dry weight concentration × ((% fines/100)/fraction OC)) 


Based on the idea that chemistry is less bioavailable in silty sediments than in fine-
grained sediments, adjusting the fines results in a reduced effect of chemistry in siltier 
sediments. Percent fines ranged between 0.62 and 100% in the samples used in the 
model.  


In the model selection step (Step 3, Section 2.4), a fines-adjusted model would be 
selected if a correlation existed between toxicity and both chemistry and fines, but also if 
there was a good correlation between toxicity and percent fines alone. If increased 
chemical bioavailability does occur in siltier sediments, then this adjustment is 
reasonable. Otherwise, this adjustment implicates the presence of chemistry in the silt as 
the source of the apparent toxicity, when in fact it is being caused by the physical 
structure of the siltier sediments. Note that of the 40 final models, more than 75% are 
fines adjusted (20 are dw_FINES, and 11 are OC_FINES). This suggests that some 
relationship between toxicity and grain size exists; fines-adjusted models would not be 
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selected if the correlation was present between toxicity and dw- or OC-normalized 
sediment chemistry only.  


Some basic statistics are presented below to illustrate the observed rate of toxicity 
associated with fines alone versus fines-adjusted chemistry data. The following example 
focuses on only the 54 of the 293 samples that had more than 75% fines. This is meant to 
illustrate that fines alone do not predict toxicity as well as fines-adjusted chemistry in the 
combined pMax model. 


• 28 of these 54 samples with more than 75% fines (52%) exhibited at least Level 2 
toxicity. 


• 18 of these 54 samples had pMax values > 0.5 (final pMax model that included fines 
adjustments), and 13 of these 18 (72%) exhibited at least Level 2 toxicity.  


• 11 of these 54 samples had pMax values > 0.75, and 9 of these 11 (82%) exhibited at 
least Level 2 toxicity. 


OC normalization reduces the effect of chemistry in samples that have higher OC 
content, based on the idea that chemical concentrations can be tied up in the OC and 
therefore bioavailable. Fraction OC ranged between 0.001 and 0.152 for the samples used 
in the model. The OC_FINES normalization is an effort to combine the effects of both 
physical structure and OC content on chemical bioavailability, wherein high fines and 
low OC maximizes bioavailability. 


2.3 SCREENING CRITERIA 


When fitting each individual chemical model, the data for each chemical were screened 
to exclude any portions of the data with no apparent relationship between concentration 
and toxicity ;this screening step is similar to that used for the threshold effects 
level [TEL]/probable effects level [PEL] and effects range – low [ERL]/effects range – 
median [ERM] calculations (Long and Morgan 1990). Toxic samples with low 
concentrations of arsenic, for example, would be screened out of the arsenic model, but 
would be included in the models for those chemicals of which the samples had elevated 
concentrations. Toxic samples were excluded from individual model development for 
each chemical using three screening approaches:  


• 1X – If the concentration of a toxic sample was less than or equal to the arithmetic 
mean of the non-toxic samples 


• 2X – If the concentration of a toxic sample was less than or equal to twice the 
arithmetic mean of the non-toxic samples 


• 2G – If the concentration of a toxic sample was less than or equal to twice the 
geometric mean of the non-toxic samples 
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2.4 MODEL DEVELOPMENT 


The four general steps used in the model development process are described in Sections 
2.4.1 through 2.4.4. 


2.4.1 Step 1. Develop the suite of all possible models 
The suite of all possible individual LRMs developed for each of the 63 chemicals 
(Table 2) was comprised of 72 individual models (2 species by 3 toxicity levels by 
4 sediment chemistry normalizations by 3 screening levels).  
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Table 2.  List of Chemicals Used for Individual LRM Development 


Analyte 
No. of 


Samples 
No. of 


Detects 


Detection 
Frequency 


(%) 
Minimum 


Detect 
Maximum 


Detect Unit 


Metals       
Antimony 293 224 76 0.06 J 19.3 J mg/kg 


Arsenic 293 293 100 1.02  34  mg/kg 


Cadmium 293 291 99 0.043 J 5.41  mg/kg 


Chromium 293 292 100 9.81  224  mg/kg 


Copper 293 293 100 9.7  1,080  mg/kg 


Lead 293 293 100 3.23  1290 J mg/kg 


Mercury 293 289 99 0.009 J 2.01  mg/kg 


Nickel 293 281 96 9.2  200 JT mg/kg 


Selenium 233 120 52 0.04 J 0.29  mg/kg 


Silver 293 293 100 0.024  4.44  mg/kg 


Zinc 293 293 100 9.7  1,940  mg/kg 


Butyltins       
Tributyltin ion 74 73 99 0.45 J 9,300  µg/kg 


PAHs       
2-Methylnaphthalene 293 272 93 0.44 J 630,000  µg/kg 


Acenaphthene 293 274 94 0.22 J 600,000  µg/kg 


Acenaphthylene 293 274 94 0.38 J 14,000  µg/kg 


Anthracene 293 275 94 0.45 J 350,000  µg/kg 


Benzo(a)anthracene 293 281 96 0.5 J 200,000  µg/kg 


Benzo(a)pyrene 293 281 96 0.53 J 220,000  µg/kg 


Benzo(b)fluoranthene 293 280 96 0.45 J 190,000  µg/kg 


Benzo(g,h,i)perylene 293 282 96 0.56 J 140,000  µg/kg 


Benzo(k)fluoranthene 293 277 95 0.19 J 65,000  µg/kg 


Chrysene 293 278 95 0.42 J 230,000  µg/kg 


Dibenzo(a,h)anthracene 293 281 96 0.4 J 17,000  µg/kg 


Fluoranthene 293 285 97 1 J 700,000  µg/kg 


Fluorene 293 271 92 0.37 J 340,000  µg/kg 
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Table 2.  List of Chemicals Used for Individual LRM Development 


Analyte 
No. of 


Samples 
No. of 


Detects 


Detection 
Frequency 


(%) 
Minimum 


Detect 
Maximum 


Detect Unit 


Indeno(1,2,3-cd)pyrene 293 281 96 0.25 J 140,000  µg/kg 


Naphthalene 293 232 79 0.81 J 1500,000  µg/kg 


Phenanthrene 293 282 96 0.53 J 1700,000  µg/kg 


Pyrene 293 285 97 0.82 J 910,000  µg/kg 


Total HPAHs (calc'd) 293 287 98 3.9 JT 2,800,000 T µg/kg 


Total LPAHs (calc'd) 293 283 97 2.3 JT 5,100,000 T µg/kg 


Total PAHs (calc'd) 293 288 98 6.1 JT 7,900,000 T µg/kg 


Phthalates       
Bis(2-ethylhexyl) phthalate 293 209 71 4.2 J 440,000 J µg/kg 


Dibutyl phthalate 293 138 47 4 J 1,800  µg/kg 


SVOCs       
Benzyl alcohol 293 61 21 2.2 J 90 J µg/kg 


Carbazole 293 205 70 1.6 J 56,000  µg/kg 


Phenols       
4-Methylphenol 293 123 42 2.6 J 510  µg/kg 


Phenol 293 88 30 3.1 J 680  µg/kg 


PCBs       


Total PCBs (calc'd) 292 231 79 4.52 JT 30,800 JT µg/kg 


Dioxins/Furans       
Dibenzofuran 293 265 90 0.25 J 46,000  µg/kg 


Pesticides       
2,4'-DDD 292 231 79 0.045 NJ 616 NJ µg/kg 


2,4'-DDE 292 108 37 0.04 NJ 288 NJ µg/kg 


2,4'-DDT 292 175 60 0.099 J 1640 J µg/kg 


4,4'-DDD 292 274 94 0.12 J 2,780 NJ µg/kg 


4,4'-DDE 292 269 92 0.087 J 2240 J µg/kg 


4,4'-DDT 283 223 79 0.077 J 12,000 NJ µg/kg 


Aldrin 272 85 31 0.052 J 691 J µg/kg 
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Table 2.  List of Chemicals Used for Individual LRM Development 


Analyte 
No. of 


Samples 
No. of 


Detects 


Detection 
Frequency 


(%) 
Minimum 


Detect 
Maximum 


Detect Unit 


alpha-Endosulfan 292 56 19 0.048 J 44.1 NJ µg/kg 


alpha-Hexachlorocyclohexane 282 74 26 0.047 J 10 J µg/kg 


beta-Hexachlorocyclohexane 292 192 66 0.078 J 26.4  µg/kg 


Pesticides       
cis-Chlordane 292 154 53 0.042 J 203 J µg/kg 


cis-Nonachlor 292 92 32 0.073 J 378 NJ µg/kg 


delta-Hexachlorocyclohexane 292 52 18 0.092 J 21.2 NJ µg/kg 


Endrin ketone 292 70 24 0.078 NJ 90.1 NJ µg/kg 


Sum DDD (calc'd) 292 280 96 0.14 JT 3,040 NJT µg/kg 


Sum DDE (calc'd) 292 269 92 0.11 JT 2,530 NJT µg/kg 


Total Chlordane (calc'd) 292 235 80 0.11 JT 669 NJT µg/kg 


Total DDx (calc'd) 292 285 98 0.2 JT 16,000 NJT µg/kg 


trans-Nonachlor 291 124 43 0.053 J 226 NJ µg/kg 


Petroleum       
Diesel range hydrocarbons 207 202 98 2.6 T 39,000 J mg/kg 


Residual range hydrocarbons 207 196 95 9.2 T 18,000 J mg/kg 


Conventionals       
Ammonia 293 292 100 0.26 J 352  mg/kg 


Sulfide 293 240 82 0.2 J 998  mg/kg 


DDD – dichlorodiphenyldichloroethane 
DDE –  dichlorodiphenyldichloroethylene 
DDT –  dichlorodiphenyltrichloroethane  
HPAH – high-molecular-weight polycyclic aromatic hydrocarbon 
J – estimated concentration 
LPAH – low-molecular-weight polycyclic aromatic hydrocarbon 
PAH – polycyclic aromatic hydrocarbon  
PCB – polychlorinated biphenyl 
SVOC – semivolatile organic compound 
T – value calculated or selected from multiple results 
Total DDx – sum of all six DDT isomers (2,4′-DDD; 4,4′-DDD; 2,4′-DDE; 4,4′-DDE; 2,4′-DDT; and 4,4′-DDT)  
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2.4.2 Step 2. Develop the suite of candidate models 
The set of 72 individual models was reduced to the suite of candidate models for each 
chemical by applying the following four criteria to eliminate individual models from 
further consideration:  


• Minimum sample count. At least 50 samples must be retained following the 
screening step. 


• Goodness-of-fit. Only models with a normalized chi-square greater than 0.15 were 
considered acceptable for inclusion in the combined models. The normalized 
chi-square is a measure of the goodness-of-fit of the relationship between the 
screened chemical concentrations and the observed toxicity. Neither the formula for 
the chi-square goodness-of-fit statistic nor the interpretation of the 0.15 threshold 
were confirmed as of the date of this publication.  


• Gradient evaluation. Individual chemical models were required to have a ratio 
greater than 1.25 for the T75/T50 concentrations; this was intended to ensure 
a gradient in the models. T75 and T50 are the sediment concentrations associated 
with probabilities of 0.75 and 0.50, respectively. This criterion eliminates models 
with very steep curves (i.e., models in which the probability of toxicity increases 
quickly with increasing chemical concentration).  


• Hit reliability. Individual chemical models were required to have observed toxicity 
(pooled Level 2 or Level 3 response) of 50% or more for samples with predicted 
probability (p) greater than 0.5. 


For most of the 63 initial chemicals (Table 2), only a subset of models met the above 
criteria, resulting in a smaller suite of candidate models for each chemical. In some cases, 
no models for a chemical passed the above criteria, the chemical was dropped from 
further consideration. Candidate models for each of the remaining chemicals were then 
compared to select the best individual regression model for each chemical. In the final 
step, the selected models for each chemical were combined to develop the multi-chemical 
pMax model.  
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2.4.3 Step 3. Select the best model for each chemical 
In selecting the single best model from the suite of candidate models for each chemical, 
several reliability metrics were used. To describe these reliability metrics, it is helpful to 
present predictions and observations of toxicity in a 2 by 2 contingency table (Figure 1).  


  Observed Toxicity 
  Toxic Non-toxic 


Predicted Toxicity 
Toxic A B 


Non-toxic C D 
Note: A = true positive; B = false positive; C = false negative; D = true negative 


Figure 1.  Example of 2 by 2 Contingency Table Showing the Four Possible Model 
Predictions  


For the following evaluations, observed toxicity was based on a Level 2 or Level 3 
response for either endpoint in either species (i.e., a pooled Level 2 response or greater). 
Toxicity predictions were made for the entire bioassay dataset (293 stations; detected data 
only), and the probability threshold that resulted in a station being predicted as toxic was 
either 0.5 or 0.75, as described below. 


• Positive likelihood ratio based on a probability threshold of 0.5 for toxicity 
predictions: 


Positive Likelihood Ratio = (A/(A + C))/(1- (D/(B + D))) = 
Sensitivity/(1 - Specificity) 


Where a prediction of toxicity (A or B) arises if the LRM generates a p > 0.5 from 
that station’s chemical concentration.  


The positive likelihood ratio describes the odds that a station predicted to be toxic 
is actually a true positive (toxic) rather than a false positive (non-toxic). A 
positive likelihood ratio > 1 indicates that the model is finding true positives at a 
greater rate than false positives.  


• Predicted hit reliability (or positive predictive power) for a probability threshold of 
p > 0.5 (i.e., proportion toxic for samples with p > 


Predicted Hit Reliability = A/(A + B) 


0.5):  


The predicted hit reliability describes the probability of toxicity in the samples 
predicted to be toxic by the model. Note that positive predictive power generally 
suffers in a population with low prevalence. The low prevalence (or base rate) of 
toxicity in the Portland Harbor dataset suggests that predicted hit reliability is not 
expected to be high. This step, however, is a method of checking calibration: do 
we observe approximately 50% toxicity in those stations with a predicted 
probability of toxicity exceeding 50%?  
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• Number of samples correctly predicted as toxic for samples with a p > 0.5. 
Number of True Positives = A  


This is an absolute measure of the number of toxic samples accurately predicted. 
It is affected by prevalence: preference was given to models that accurately 
predicted a higher number of toxic samples. 


• Hit reliability within third and fourth probability quartiles is the proportion of 
samples observed to be toxic in samples with predicted probabilities between 0.5 and 
0.75, and in samples with p > 0.75. This criterion was used as a tie-breaker following 
application of the above criteria; preference was given to models with higher 
proportions of toxic samples when p > 


In using these criteria to select the single “best” model from among the suite of candidate 
models for each chemical, best professional judgment was employed. The primary 
criteria in selecting a model were a high positive likelihood ratio, followed by high hit 
reliability and high numbers of true positives (within the regions where predicted p > 0.5 
and p > 0.75). The goal was to maximize the 


0.75 than those for which p was between 0.5 
and 0.75.  


number of samples 


2.4.4 Step 4. Develop the combined multi-chemical pMax model 


accurately predicted as 
toxic, not just to maximize the rates.  


The suite of final individual chemical models for the two test species, combined with a 
probability threshold, is referred to as the combined model. The combined model is 
developed using the following process:  


1. At each bioassay station, generate a set of probability of toxicity predictions for each 
of the final individual chemical models1


2. Find the pMax across all chemicals for each station. 


. 


3. Calculate the false positive and hit reliability rates; use a pMax probability threshold 
of 0.5 and an observed toxicity represented by pooling across bioassay species and 
endpoints at response Level 2 or greater.  


4. Identify individual chemical models that set the pMax at 0.5 or greater, and have 
either a high false positive rate or a low hit reliability rate. Omit these chemical 


                                                 
1Below detection limit (BDL) sediment chemical concentrations were not excluded from the combined model 


outright, but were treated as follows:  


• One-half BDL concentrations generating a probability of toxicity less than 0.25 were included in the 
combined model.   


• If one-half BDL concentrations generated a probability of toxicity greater than 0.25, the result was 
excluded from the combined model calculation of the pMax for the sample.   


• This data treatment allows BDL concentrations to predict only non-toxicity (i.e., pMax values at the one-
half BDL must be greater than 0.25), and to avoid excluding samples with all sediment concentrations 
BDL.  
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models from the combined pMax model, because they contribute more to errors than 
to accurate predictions of toxicity.  


5. Repeat steps 1 through 3 with chemical models retained until no further models are 
identified in Step 4.  


6. The pMax threshold used in the final predictive model is determined based on project 
objectives set by EPA’s risk managers using reliability metrics (e.g., false positive 
and false negative rates). This process is described in more detail in the reliability 
section of this document (Section 2.5).  


The final selected “best” models and their regression parameters are shown in Table 3. 
The proportions of toxic samples for the model predictions are shown by probability 
quartile in Table 4, and the positive likelihood ratio and hit reliability at a threshold of 0.5 
are shown in Table 5. Results for the combined model, showing the number of toxicity 
predictions attributed to each individual chemical at a screening pMax threshold of 0.5, 
are shown in Table 6.  
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Table 3.  LRMs and Parameters for the Selected Individual Models 


         


Sediment Threshold Concentration (T) 
Associated with Probability of Toxicity of 


0.25, 0.5, and 0.75 
 


Chemical Name Model Normalization Species 
Toxicity 
Category 


Screening 
Approach 


Intercept 
(b0) 


Slope 
(b1) 


Normalized 
Chi-Square T25a T50b T75c 


T75/ 
T50 


Sulfide, total (S2) PH2HY28B2_2G_DW dw HY28 2 2G -3.6738 1.8272 0.158 25.67 102.47 409.14 3.99 


Chromium, total PH2CH10B2_2G_CF OC_FINES CH10 2 2G -26.1362 7.5439 0.164 2084.10 2914.39 4075.46 1.40 


Copper PH2CH10B1_2X_DW dw CH10 1 2X -12.3774 4.6753 0.152 258.48 444.02 762.75 1.72 


Lead PH2CH10B2_1X_DW dw CH10 2 1X -7.7491 3.3799 0.155 92.82 196.20 414.71 2.11 


Mercury PH2CH10B2_1X_CF OC_FINES CH10 2 1X -4.1198 4.2606 0.187 5.12 9.27 16.78 1.81 


Silver PH2CH10B2_2G_FINES FINES CH10 2 2G 1.1650 3.4191 0.179 0.22 0.46 0.96 2.10 


Diesel fuel PH2HY28B1_1X_CF OC_FINES HY28 1 1X -17.1626 4.2802 0.509 5663.60 10227.42 18468.81 1.81 


Tributyltin (as TBT 
cation) 


PH2HY28B2_1X_DW dw HY28 2 1X -9.0539 2.5952 0.157 1162.48 3081.13 8166.47 2.65 


2-Methylnaphthalene PH2CH10B1_1X_FINES FINES CH10 1 1X -7.0845 3.0651 0.414 89.73 204.81 467.49 2.28 


Acenaphthene PH2HY28B3_2G_FINES FINES HY28 3 2G -4.3729 1.1722 0.166 621.28 5376.59 46529.60 8.65 


Acenaphthylene PH2HY28B2_2X_FINES FINES HY28 2 2X -8.3982 2.6321 0.198 593.33 1551.26 4055.78 2.61 


Anthracene PH2CH10B2_2G_DW dw CH10 2 2G -5.3847 1.7482 0.319 282.95 1202.65 5111.69 4.25 


Benzo(a)anthracene PH2HY28B2_1X_FINES FINES HY28 2 1X -8.3488 2.0520 0.213 3413.74 11711.59 40179.27 3.43 


Benzo(b)fluoranthene PH2HY28B2_1X_FINES FINES HY28 2 1X -8.9870 2.1660 0.213 4384.45 14096.87 45324.26 3.22 


Benzo(g,h,i)perylene PH2HY28B2_1X_FINES FINES HY28 2 1X -8.7432 2.1556 0.219 3518.72 11377.32 36787.06 3.23 


Benzo(k)fluoranthene PH2HY28B2_1X_CF OC_FINES HY28 2 1X -13.4131 2.6086 0.209 52568.64 138636.27 365617.54 2.64 


Carbazole PH2HY28B1_1X_DW dw HY28 1 1X -6.0467 2.2517 0.374 157.58 484.61 1490.38 3.08 


Chrysene PH2HY28B2_1X_FINES FINES HY28 2 1X -8.7352 2.1064 0.214 4221.06 14027.51 46616.52 3.32 


Dibenzo(a,h)anthracene PH2HY28B2_1X_FINES FINES HY28 2 1X -7.1066 2.2273 0.209 498.23 1551.24 4829.78 3.11 
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Table 3.  LRMs and Parameters for the Selected Individual Models 


         


Sediment Threshold Concentration (T) 
Associated with Probability of Toxicity of 


0.25, 0.5, and 0.75 
 


Chemical Name Model Normalization Species 
Toxicity 
Category 


Screening 
Approach 


Intercept 
(b0) 


Slope 
(b1) 


Normalized 
Chi-Square T25a T50b T75c 


T75/ 
T50 


Dibenzofuran PH2HY28B1_2X_FINES FINES HY28 1 2X -6.7510 2.5521 0.332 163.98 441.85 1190.55 2.69 


Fluoranthene PH2HY28B2_1X_FINES FINES HY28 2 1X -8.9246 2.0003 0.223 8173.48 28948.81 102530.84 3.54 


Fluorene PH2HY28B1_2X_FINES FINES HY28 1 2X -7.7422 2.3055 0.351 761.42 2281.10 6833.79 3.00 


Indeno(1,2,3-c,d)pyrene PH2HY28B2_1X_FINES FINES HY28 2 1X -8.7334 2.1646 0.219 3365.99 10830.50 34848.52 3.22 


PAHs, total PH2CH10B3_1X_FINES FINES CH10 3 1X -12.8081 2.7629 0.344 17302.74 43226.00 107987.92 2.50 


PAHs, total HPAHs PH2HY28B2_1X_FINES FINES HY28 2 1X -10.8064 2.0834 0.215 45665.58 153782.18 517872.73 3.37 


PAHs, total LPAHs PH2HY28B1_1X_FINES FINES HY28 1 1X -9.3623 2.2025 0.382 5648.82 17813.96 56177.56 3.15 


Phenanthrene PH2HY28B3_2G_FINES FINES HY28 3 2G -5.6283 1.2709 0.167 3665.70 26828.35 196349.75 7.32 


Pyrene PH2HY28B2_1X_FINES FINES HY28 2 1X -10.2735 2.1945 0.215 15165.46 48026.00 152088.79 3.17 


Chlordane, alpha- PH2CH10B2_1X_FINES FINES CH10 2 1X -1.1934 2.8985 0.357 1.08 2.58 6.18 2.39 


Sum DDD PH2HY28B2_1X_FINES FINES HY28 2 1X -6.0102 2.5631 0.270 82.46 221.26 593.64 2.68 


Sum DDE PH2HY28B1_2X_OC OC HY28 1 2X -11.4096 2.6423 0.154 7985.05 20799.66 54179.50 2.60 


Total DDx PH2HY28B2_2X_dw dw HY28 2 2X -8.4020 2.6579 0.216 559.50 1449.25 3753.88 2.59 


Hexachlorocyclohexane-
delta 


PH2HY28B2_1X_FINES FINES HY28 2 1X 0.2773 2.4794 0.185 0.28 0.77 2.14 2.77 


PCBs, total (calc) PH2CH10B2_1X_FINES FINES CH10 2 1X -6.2647 2.0693 0.168 313.72 1065.24 3617.09 3.40 


o,p'-DDD PH2HY28B2_1X_CF OC_FINES HY28 2 1X -10.2008 3.0617 0.267 939.55 2146.56 4904.20 2.28 


p,p'-DDD PH2HY28B2_1X_dw dw HY28 2 1X -7.1812 2.8207 0.259 143.35 351.47 861.74 2.45 


p,p'-DDE PH2HY28B1_2X_CF OC_FINES HY28 1 2X -10.0087 2.6766 0.191 2132.47 5486.98 14118.36 2.57 


p,p'-DDT PH2CH10B2_1X_CF OC_FINES CH10 2 1X -8.2659 1.8623 0.167 7057.02 27450.09 106774.13 3.89 
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Table 3.  LRMs and Parameters for the Selected Individual Models 


         


Sediment Threshold Concentration (T) 
Associated with Probability of Toxicity of 


0.25, 0.5, and 0.75 
 


Chemical Name Model Normalization Species 
Toxicity 
Category 


Screening 
Approach 


Intercept 
(b0) 


Slope 
(b1) 


Normalized 
Chi-Square T25a T50b T75c 


T75/ 
T50 


Di-n-butyl phthalate PH2HY28B2_2X_CF OC_FINES HY28 2 2X -10.9085 2.6868 0.217 4478.59 11482.44 29439.25 2.56 


Phenol PH2CH10B1_1X_CF OC_FINES CH10 1 1X -9.4623 3.0075 0.176 603.87 1400.34 3247.32 2.32 


a Concentration of the chemical (in normalized units) with a probability of toxicity of 0.25. 
b Concentration of the chemical (in normalized units) with a probability of toxicity of 0.50. 
c Concentration of the chemical (in normalized units) with a probability of toxicity of 0.75. 
DDD – dichlorodiphenyldichloroethane 
DDE – dichlorodiphenyldichloroethylene 
DDT – dichlorodiphenyltrichloroethane  
dw – dry weight 
HPAH – high-molecular-weight polycyclic aromatic hydrocarbon 
LPAH – low-molecular-weight polycyclic aromatic hydrocarbon 
LRM – logistic regression model 
OC – organic carbon 
PAH – polycyclic aromatic hydrocarbon 
PCB – polychlorinated biphenyl 
TBT – tributyltin 
Total DDx – sum of all six DDT isomers (2,4′-DDD; 4,4′-DDD; 2,4′-DDE; 4,4′-DDE; 2,4′-DDT; and 4,4′-DDT) 
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Table 4.  Proportion of Toxic and Number of Samples by Probability Quartile for the Selected Individual Models 


   
Proportion Toxic (> = Level 2)  Number of Samples 


Chemical Name Model Normalization %25 %50 %75 %100  N25 N50 N75 N100 Total 


Sulfides PH2HY28B2_2G_DW dw 0.33 0.55 0.75 1.00  262 22 4 5 293 


Chromium, total PH2CH10B2_2G_CF OC_FINES 0.35 0.40 1.00 0.75  278 10 1 4 293 


Copper PH2CH10B1_2X_DW dw 0.37 0.13 0.50 1.00  282 8 2 1 293 


Lead PH2CH10B2_1X_DW dw 0.36 0.27 1.00 0.75  277 11 1 4 293 


Mercury PH2CH10B2_1X_CF OC_FINES 0.33 0.50 0.88 1.00  266 16 8 3 293 


Silver PH2CH10B2_2G_FINES FINES 0.33 0.45 0.71 1.00  251 33 7 2 293 


Diesel fuel PH2HY28B1_1X_CF OC_FINES 0.32 0.33 0.78 0.88  157 24 9 17 207 


Tributyltin (as TBT cation) PH2HY28B2_1X_DW dw 0.34 0.00 0.00 1.00  71 2 0 1 74 


2-Methylnaphthalene PH2CH10B1_1X_FINES FINES 0.33 0.50 1.00 0.80  271 8 4 10 293 


Acenaphthene PH2HY28B3_2G_FINES FINES 0.33 0.64 0.67 1.00  272 14 3 4 293 


Acenaphthylene PH2HY28B2_2X_FINES FINES 0.35 0.67 0.75 1.00  283 3 4 3 293 


Anthracene PH2CH10B2_2G_DW dw 0.33 0.32 1.00 0.71  252 19 8 14 293 


Benzo(a)anthracene PH2HY28B2_1X_FINES FINES 0.34 0.71 0.67 1.00  279 7 3 4 293 


Benzo(b)fluoranthene PH2HY28B2_1X_FINES FINES 0.34 0.63 0.67 1.00  278 8 3 4 293 


Benzo(g,h,i)perylene PH2HY28B2_1X_FINES FINES 0.34 0.60 0.80 1.00  279 5 5 4 293 


Benzo(k)fluoranthene PH2HY28B2_1X_CF OC_FINES 0.34 0.63 0.71 1.00  277 8 7 1 293 


Carbazole PH2HY28B1_1X_DW dw 0.34 0.25 0.75 1.00  266 12 8 7 293 


Chrysene PH2HY28B2_1X_FINES FINES 0.34 0.71 0.67 1.00  279 7 3 4 293 


Dibenzo(a,h)anthracene PH2HY28B2_1X_FINES FINES 0.34 0.57 0.75 1.00  278 7 4 4 293 
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Table 4.  Proportion of Toxic and Number of Samples by Probability Quartile for the Selected Individual Models 


   
Proportion Toxic (> = Level 2)  Number of Samples 


Chemical Name Model Normalization %25 %50 %75 %100  N25 N50 N75 N100 Total 


Dibenzofuran PH2HY28B1_2X_FINES FINES 0.34 0.71 1.00 0.83  277 7 3 6 293 


Fluoranthene PH2HY28B2_1X_FINES FINES 0.34 0.71 0.67 1.00  278 7 3 5 293 


Fluorene PH2HY28B1_2X_FINES FINES 0.33 0.67 1.00 0.83  275 9 3 6 293 


Indeno(1,2,3-c,d)pyrene PH2HY28B2_1X_FINES FINES 0.34 0.60 0.80 1.00  279 5 5 4 293 


Total PAHs PH2CH10B3_1X_FINES FINES 0.34 0.33 0.80 0.82  271 6 5 11 293 


Total HPAHs PH2HY28B2_1X_FINES FINES 0.34 0.71 0.75 1.00  278 7 4 4 293 


Total LPAHs PH2HY28B1_1X_FINES FINES 0.33 0.56 0.83 0.86  271 9 6 7 293 


Phenanthrene PH2HY28B3_2G_FINES FINES 0.33 0.67 0.80 1.00  273 12 5 3 293 


Pyrene PH2HY28B2_1X_FINES FINES 0.34 0.67 0.75 1.00  279 6 4 4 293 


Chlordane, alpha- PH2CH10B2_1X_FINES FINES 0.33 0.50 1.00 0.71  268 10 6 7 291 


Sum DDD PH2HY28B2_1X_FINES FINES 0.34 0.45 0.67 0.86  271 11 3 7 292 


Sum DDE PH2HY28B1_2X_OC OC_NORM 0.35 0.33 0.75 0.00  285 3 4 0 292 


Total DDx PH2HY28B2_2X_DW dw 0.35 0.50 1.00 0.60  277 8 2 5 292 


Hexachlorocyclohexane-delta PH2HY28B2_1X_FINES FINES 0.31 0.47 0.75 1.00  241 15 4 1 261 


Total PCBs (calc) PH2CH10B2_1X_FINES FINES 0.36 0.23 0.60 1.00  273 13 5 1 292 


o,p'-DDD PH2HY28B2_1X_CF OC_FINES 0.34 0.55 0.60 1.00  272 11 5 4 292 


p,p'-DDD PH2HY28B2_1X_DW dw 0.35 0.38 0.75 0.80  275 8 4 5 292 


p,p'-DDE PH2HY28B1_2X_CF OC_FINES 0.35 0.00 1.00 1.00  285 3 1 3 292 


p,p'-DDT PH2CH10B2_1X_CF OC_FINES 0.37 0.25 0.50 1.00  274 4 4 1 283 


Di-n-butyl phthalate PH2HY28B2_2X_CF OC_FINES 0.34 0.67 0.50 1.00  279 3 2 3 287 
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Table 4.  Proportion of Toxic and Number of Samples by Probability Quartile for the Selected Individual Models 


   
Proportion Toxic (> = Level 2)  Number of Samples 


Chemical Name Model Normalization %25 %50 %75 %100  N25 N50 N75 N100 Total 


Phenol PH2CH10B1_1X_CF OC_FINES 0.28 0.41 0.67 1.00  221 17 3 2 243 


DDD – dichlorodiphenyldichloroethane 
DDE – dichlorodiphenyldichloroethylene 
DDT – dichlorodiphenyltrichloroethane  
dw – dry weight 
HPAH – high-molecular-weight polycyclic aromatic hydrocarbon 
LPAH – low-molecular-weight polycyclic aromatic hydrocarbon 
OC – organic carbon 
PAH – polycyclic aromatic hydrocarbon 
PCB – polychlorinated biphenyl 
TBT – tributyltin 
Total DDx – sum of all six DDT isomers (2,4′-DDD; 4,4′-DDD; 2,4′-DDE; 4,4′-DDE; 2,4′-DDT; and 4,4′-DDT) 
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Table 5.  Selected Individual Model Proportion Toxic for p ≥ 0.50, Positive Likelihood Values, Number of Toxic Samples with p ≥ 0.5, and Rankings 


Chemical Name 
Toxicity 
Category Selected Models 


Proportion 
Toxic with 
p > = 0.50 


Positive 
Likelihood 


Number of 
Toxic 


Samples 
with 


p > = 0.5 


Number of 
Samples with 


p > = 0.5 


Rank: 
Proportion 


Toxic 


Rank: 
Positive 


Likelihood 


Sulfides 2 PH2HY28B2_2G_DW 0.89 14.11 8 9 7 1 


Chromium, total 2 PH2CH10B2_2G_CF 0.80 7.06 4 5 1 1 


Copper 1 PH2CH10B1_2X_DW 0.67 3.53 2 3 2 2 


Lead 2 PH2CH10B2_1X_DW 0.80 7.06 4 5 1 1 


Mercury 2 PH2CH10B2_1X_CF 0.91 17.64 10 11 1 1 


Silver 2 PH2CH10B2_2G_FINES 0.78 6.17 7 9 2 1 


Diesel fuel 1 PH2HY28B1_1X_CF 0.85 8.73 22 26 35 29 


Tributyltin (as TBT cation) 2 PH2HY28B2_1X_DW 1.00 -9.00 1 1 1 1 


2-Methylnaphthalene 1 PH2CH10B1_1X_FINES 0.86 10.58 12 14 8 8 


Acenaphthene 3 PH2HY28B3_2G_FINES 0.86 10.58 6 7 1 1 


Acenaphthylene 2 PH2HY28B2_2X_FINES 0.86 10.58 6 7 1 1 


Anthracene 2 PH2CH10B2_2G_DW 0.82 7.94 18 22 9 9 


Benzo(a)anthracene 2 PH2HY28B2_1X_FINES 0.86 10.58 6 7 1 1 


Benzo(b)fluoranthene 2 PH2HY28B2_1X_FINES 0.86 10.58 6 7 3 1 


Benzo(g,h,i)perylene 2 PH2HY28B2_1X_FINES 0.89 14.11 8 9 5 1 


Benzo(k)fluoranthene 2 PH2HY28B2_1X_CF 0.75 5.29 6 8 7 5 


Carbazole 1 PH2HY28B1_1X_DW 0.87 11.47 13 15 18 4 
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Table 5.  Selected Individual Model Proportion Toxic for p ≥ 0.50, Positive Likelihood Values, Number of Toxic Samples with p ≥ 0.5, and Rankings 


Chemical Name 
Toxicity 
Category Selected Models 


Proportion 
Toxic with 
p > = 0.50 


Positive 
Likelihood 


Number of 
Toxic 


Samples 
with 


p > = 0.5 


Number of 
Samples with 


p > = 0.5 


Rank: 
Proportion 


Toxic 


Rank: 
Positive 


Likelihood 


Chrysene 2 PH2HY28B2_1X_FINES 0.86 10.58 6 7 1 1 


Dibenzo(a,h)anthracene 2 PH2HY28B2_1X_FINES 0.88 12.35 7 8 3 1 


Dibenzofuran 1 PH2HY28B1_2X_FINES 0.89 14.11 8 9 1 1 


Fluoranthene 2 PH2HY28B2_1X_FINES 0.88 12.35 7 8 1 1 


Fluorene 1 PH2HY28B1_2X_FINES 0.89 14.11 8 9 1 1 


Indeno(1,2,3-c,d)pyrene 2 PH2HY28B2_1X_FINES 0.89 14.11 8 9 4 1 


Total PAHs 3 PH2CH10B3_1X_FINES 0.81 7.64 13 16 12 12 


Total HPAHs 2 PH2HY28B2_1X_FINES 0.88 12.35 7 8 1 1 


Total LPAHs 1 PH2HY28B1_1X_FINES 0.85 9.70 11 13 2 2 


Phenanthrene 3 PH2HY28B3_2G_FINES 0.88 12.35 7 8 1 1 


Pyrene 2 PH2HY28B2_1X_FINES 0.88 12.35 7 8 1 1 


Chlordane, alpha- 2 PH2CH10B2_1X_FINES 0.85 9.74 11 13 1 1 


Sum DDD 2 PH2HY28B2_1X_FINES 0.80 7.12 8 10 1 1 


Sum DDE 1 PH2HY28B1_2X_OC 0.75 5.34 3 4 1 1 


Total DDx 2 PH2HY28B2_2X_DW 0.71 4.45 5 7 1 1 


Hexachlorocyclohexane-delta 2 PH2HY28B2_1X_FINES 0.80 8.14 4 5 5 1 


Total PCBs (calc) 2 PH2CH10B2_1X_FINES 0.67 3.56 4 6 1 1 


o,p'-DDD 2 PH2HY28B2_1X_CF 0.78 6.23 7 9 1 1 
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Table 5.  Selected Individual Model Proportion Toxic for p ≥ 0.50, Positive Likelihood Values, Number of Toxic Samples with p ≥ 0.5, and Rankings 


Chemical Name 
Toxicity 
Category Selected Models 


Proportion 
Toxic with 
p > = 0.50 


Positive 
Likelihood 


Number of 
Toxic 


Samples 
with 


p > = 0.5 


Number of 
Samples with 


p > = 0.5 


Rank: 
Proportion 


Toxic 


Rank: 
Positive 


Likelihood 


p,p'-DDD 2 PH2HY28B2_1X_DW 0.78 6.23 7 9 1 1 


p,p'-DDE 1 PH2HY28B1_2X_CF 1.00 -9.00 4 4 1 31 


p,p'-DDT 2 PH2CH10B2_1X_CF 0.60 2.54 3 5 1 1 


Di-n-butyl phthalate 2 PH2HY28B2_2X_CF 0.80 7.37 4 5 8 1 


Phenol 1 PH2CH10B1_1X_CF 0.80 9.32 4 5 5 1 


Note: "o,p'-" and "p,p'-" designations are the same as "2,4'-" and "4,4'-" designations; sum DDD = o,p'-DDD + p,p'-DDD; sum DDE = o,p'-DDE + p,p'-DDE; sum DDT = 
o,p'-DDT + p,p'-DDT. 


DDD – dichlorodiphenyldichloroethane 
DDE – dichlorodiphenyldichloroethylene 
DDT – dichlorodiphenyltrichloroethane  
HPAH – high-molecular-weight polycyclic aromatic hydrocarbon 
LPAH – low-molecular-weight polycyclic aromatic hydrocarbon 
PAH – polycyclic aromatic hydrocarbon 
PCB – polychlorinated biphenyl 
TBT – tributyltin 
Total DDx – sum of all six DDT isomers (2,4′-DDD; 4,4′-DDD; 2,4′-DDE; 4,4′-DDE; 2,4′-DDT; and 4,4′-DDT) 
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Table 6.  Number and Proportion of Toxic Samples for pMax > 0.5 by Chemical with the Highest 
Probability for an Individual Sample 


Chemical Name 


Toxicity Category 
for Individual 


LRM 


Number of Toxic 
Samples for  
pMax > 0.50 


Number of  
Samples for  
pMax > 0.50 


Proportion Toxic 
for pMax > 0.50 


Sulfide 2 3 4 0.75 


Chromium, total 2 4 5 0.80 


Copper 1 2 3 0.67 


Lead 2 1 2 0.50 


Mercury 2 4 5 0.80 


Silver 2 2 3 0.67 


Diesel fuel 1 9 12 0.75 


Tributyltin (as TBT cation) 2 1 1 1.00 


2-Methylnaphthalene 1 7 8 0.88 


Acenaphthene 3 0 0 
 


Acenaphthylene 2 0 0 
 


Anthracene 2 3 5 0.60 


Benzo(a)anthracene 2 0 0 
 


Benzo(b)fluoranthene 2 0 0 
 


Benzo(g,h,i)perylene 2 0 0 
 


Benzo(k)fluoranthene 2 0 0 
 


Carbazole 1 0 0 
 


Chrysene 2 0 0 
 


Dibenzo(a,h)anthracene 2 0 0 
 


Dibenzofuran 1 1 1 1.00 


Fluoranthene 2 0 0 
 


Fluorene 1 0 0 
 


Indeno(1,2,3-c,d)pyrene 2 0 0 
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Table 6.  Number and Proportion of Toxic Samples for pMax > 0.5 by Chemical with the Highest 
Probability for an Individual Sample 


Chemical Name 


Toxicity Category 
for Individual 


LRM 


Number of Toxic 
Samples for  
pMax > 0.50 


Number of  
Samples for  
pMax > 0.50 


Proportion Toxic 
for pMax > 0.50 


Total PAHs 3 1 1 1.00 


Total HPAHs 2 0 0 
 


Total LPAHs 1 0 0 
 


Phenanthrene 3 0 0 
 


Pyrene 2 0 0 
 


Chlordane, alpha- 2 3 5 0.60 


Sum DDD 2 0 0 
 


Sum DDE 1 0 0 
 


Total DDx 2 1 1 1.00 


Hexachlorocyclohexane-delta 2 2 3 0.67 


Total PCBs (calc) 2 1 3 0.33 


o,p'-DDD 2 1 1 1.00 


p,p'-DDD 2 0 0 
 


p,p'-DDE 1 1 1 1.00 


p,p'-DDT 2 0 0 
 


Di-n-butyl phthalate 2 3 4 0.75 


Phenol 1 3 4 0.75 
 


DDD – dichlorodiphenyldichloroethane 
DDE – dichlorodiphenyldichloroethylene 
DDT – dichlorodiphenyltrichloroethane  
HPAH – high-molecular-weight polycyclic aromatic 


hydrocarbon 
LPAH – low-molecular-weight polycyclic aromatic 


hydrocarbon 


LRM – logistic regression model 
PAH – polycyclic aromatic hydrocarbon 
PCB – polychlorinated biphenyl 
pMax – maximum probability 
TBT – tributyltin 
Total DDx – sum of all six DDT isomers (2,4′-DDD; 4,4′-


DDD; 2,4′-DDE; 4,4′-DDE; 2,4′-DDT; and 4,4′-DDT) 
 


The individual model with the highest positive likelihood ratio for a chemical was 
selected for 31 of the 40 models (Table 5). Of the other nine selected models, three had 
the highest or second highest hit reliability for a probability threshold of p ≥ 0.5, and six 
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were selected based on the number of samples correctly classified (six or more) and high 
hit reliability (0.75% or greater).  


This suite of 40 selected individual chemical models is comprised of models for the two 
bioassay species (12 models were based on the Chironomus species, 28 on the Hyalella 
species); for the three different toxicity response levels (10 models were based on Level 1 
responses, 27 on Level 2, and 3 on Level 3); for the three different screening approaches 
(26 models were based on 1X, 6 on 2G, and 8 on 2X); and for the four different sediment 
chemistry treatments (8 models were based on dry weight sediment chemistry, 22 on 
fines-adjusted chemistry, 1 on OC-normalized chemistry, and 9 on OC-normalized + 
fines-adjusted chemistry). 


Table 6 shows the final selected individual models in the combined pMax model, 
illustrating that all of the selected models that set a pMax of greater than 0.5 correctly 
predicted at least one sample. For all of the models except total PCBs, the predicted hit 
reliability for a pMax threshold of 0.5 was 50% or greater (total PCBs hit reliability was 
33%, but was retained because it is an important contaminant of potential concern 
[COPC]). Half (20) of the selected models did not set a pMax of greater than 0.5 for any 
station (Table 6, “Number of Samples for pMax > 0.5” column shows a zero). These 
models could be removed from the combined model without affecting overall model 
performance (i.e., sensitivity, hit reliability, and false positives) for the 293-sample 
derivation database; however, these models are still useful for predicting toxicity in the 
chemistry-only dataset, particularly for those samples with incomplete chemistry.  


2.5 RELIABILITY 


The suite of reliability statistics (EPA 2010) for the final combined model was calculated 
in Step 6 of the multi-chemical model development process (Section 2.4.4). Table 7 
(Attachment 6 [Part G]) shows the reliability statistics for each pMax threshold from 0.2 
to 0.8, in 0.01 increments for pooled toxicity at all three levels. For a pooled bioassay 
response at toxicity Level 2, pMax thresholds between 0.50 and 0.52 have false negative 
rates of 50% or less, false positive rates of 10% or less, overall correct classification rates 
of 75% or greater, and a prevalence-adjusted bias-adjusted Kappa (PABAK) at or near 
maximum value. For a pooled bioassay response at toxicity Level 3, pMax thresholds 
between 0.59 and 0.72 have false negative rates of 50% or less, false positive rates of 
10% or less, overall correct classification rates of 75% or greater, and a PABAK at or 
near maximum value.  


The final combined model, then, was the suite of selected individual chemical models for 
the two test species  plus the pMax threshold.  


2.6 LOGISTIC REGRESSION MODEL SEDIMENT QUALITY VALUES  


The use of a pMax threshold in predicting risk is a risk-management decision, and should 
be made in consideration of project goals, data limitations, and uncertainties, in 
accordance with EPA’s (2010) comments on risk evaluation: 
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EPA believes the most reliable and accurate predictive models and benchmarks maximize 
the agreement between predicted and measured toxicity, while minimizing the number of 
incorrect predictions of toxicity. Thus, the most reliable model is unlikely to be one that 
meets a predefined value or range of one or more reliability statistics.  


EPA evaluated the reliability results of the LRM pMax model and concluded that pMax 
thresholds of 0.50 and 0.59 were appropriate for predicting Level 2 and Level 3 
responses, respectively. These two thresholds have a false positive rate of 10% or less, 
and overall reliability of 75% or greater (Table 7: Attachment 6 [Part G]); they represent 
the maximum or near-maximum PABAK (see Glossary for definition; see Table 7: 
Attachment 6 [Part G] for values) within each toxicity level. The SQVs based on these 
pMax values are provided in Table 6-11 (Section 6.2) of the BERA. Normalizations for 
each SQV are based on the final model selected by EPA for each chemical. These 
calculations are made as described in Section 2.2 of this attachment. 


2.7 UNCERTAINTY 


The LRM is a set of individual stochastic models that allow investigators to quantify the 
correlative relationship between sediment chemical concentration and incidence of 
toxicity. As stochastic models, each individual, chemical-specific LRM model contains a 
random element, or “noise,” around the predicted relationship between chemistry and 
toxicity. This random noise is one component of the uncertainty about predictions 
derived using these models. Precision in the predicted probabilities (p) of toxicity derived 
from these models is also uncertain, and although this uncertainty could be represented 
by confidence intervals around the p, these have not been computed. It is important to 
remember that the predicted p threshold and the SQV concentrations associated with this 
p are expected values from stochastic models, which have unquantified levels of random 
noise and uncertainty. The utility of the LRM approach is not so much in the individual 
modeled logistic relationships as in the performance of the set of thresholds measured by 
the reliability metrics. 


Uncertainty exists regarding the degree to which the underlying correlative relationship 
fit by the model exists on a chemical-by-chemical basis. The screening step in the 
modeling process assumes that the toxicity of a sample with a low concentration of a 
chemical is caused by higher concentrations of other chemicals not under evaluation. 
Consequently, the screening criteria create a somewhat contrived relationship (of selected 
toxicity and chemistry data) that is then described by a logistic model.  


The reasonableness of this contrived situation is validated somewhat by the acceptance 
criteria and reliability checks employed for each individual model (Sections 2.4.2 and 
2.4.3). For example, a set of data with no difference in chemical distributions for the 
toxic and non-toxic stations will tend to generate poor goodness-of-fit and reliability 
metrics, and an individual model based on these data would likely be excluded from the 
final model set. However, the potential for a relationship to be found following the 
screening step is affected by prevalence: the modeling approach is biased towards 
accepting individual model endpoints that have a higher prevalence of toxicity.  
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Prevalence will also affect the individual model selection process. Consider the situation 
wherein there is little to no association with chemistry for either Level 1 or Level 2 
responses. The chemical distributions for toxic and non-toxic stations would overlap at 
both toxicity levels. The reliability metrics’ sensitivity, efficiency, and positive likelihood 
ratio would be constant (or comparable) for the Level 1 and Level 2 models. The major 
distinction between these two models would be their hit reliability, in both rate and 
number of correct predictions. These latter measures would bias selection toward the 
Level 1 model, simply because prevalence is higher at Level 1 than at Level 2. So, when 
the selected model for each individual chemical turns out to be based on the Level 1 
response, we should not conclude that simply because the Level 1 response is the basis 
for the model, these chemicals are more sensitive indicators of toxicity. The Level 1 and 
Level 2 models may have had nearly identical associations with chemical concentrations; 
the Level 1 model was chosen simply because it had more toxic stations to predict.  


Uncertainty also exists in the generality of the relationships described by the site-specific 
LRM. Without an independent set of data to validate the model, the use of the LRM 
SQVs, or any set of SQVs, assumes that the same conditions and relationships present in 
the modeling dataset exist site wide. The ability to evaluate that uncertainty is 
complicated by incomplete analyte lists at all stations, and chemical mixtures that may 
differ dramatically across the Study Area. Different chemical mixtures generate 
uncertainty about the extent to which the same chemical antagonisms or synergisms are 
at work throughout the site. When this set of SQVs is applied to stations with incomplete 
analyte lists, or to stations in areas that have different or unknown physical or chemical 
conditions compared to the modeling dataset, the reliability of those toxicity predictions 
is uncertain.  


It is important to note that while individual LRM SQVs can be derived, they are best used 
as a set for all the chemicals showing individual LRM SQVs listed in BERA Table 6-11. 
Individual chemical SQVs for a given p threshold (e.g., 0.59) will not have the same 
reliability as those SQVs for the same threshold applied to the pMax for the complete set 
of 40 chemicals. Each individual chemical LRM was retained because it explained some 
portion of the total correlation between chemical concentrations and incidence of toxicity. 
However, the reliability of the LRM SQVs is known only for the full set of models 
(n = 40 chemicals). 


Finally, the specifics of the modeling approach remain somewhat vague. This model was 
developed by NOAA for EPA use, and not all of the components of the model are fully 
documented or understood. Uncertainties are associated with several of the decision 
criteria used to accept or reject individual chemical models, and best professional 
judgment was utilized at several stages to develop the final set of models.  
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Table G

		Part G.  Probability statistics (Shepard 2010) for selected PMax model for all 3 toxicity levels and PMax thresholds at increments of 0.01 from 0.20 to 0.80.

		Note:  Highlighted F_Neg <=0.5, F_Pos <=0.20, Reliability >=0.75.

		These values recalculated by LBR 26Feb2011 for pMax and Tox Levels provided by Linda Marsh as used for mapping; note hit threshold must be strictly greater than to predict a hit

		NOHIT		HIT		TOX LEVEL		TOT HITS		TOT NOHITS		F_NEG		F_POS		SENSITIVITY		EFFICIENCY		HIT_REL		NOHIT_REL		RELIABILITY		POS_LIKE		NEG_LIKE		PREVALENCE		ACCURACY		DIAG POWER		PPP		NPP		MISCLASS		BIAS		CHANCE		ODDS_RATIO		KAPPA		HANS_KUIP		PABAK		NMI		PRE_ODDTOX		POST ODDTOX		POST_P_TOX		PRE_ODD_NT		POS_ODD_NT		POST P_NTOX		FNH		FH		TH		TNH		A		B		C		D		N

		PMAX<=0.20		PMAX>0.20		1		169		124		0.38		0.42		0.62		0.58		0.67		0.53		0.60		1.47		0.66		0.58				0.42						0.40		0.92		0.50		2.22		0.19		0.196		0.201		0.0278		1.36		2.00		0.67		0.73		0.49		0.33										104		52		65		72		293

		PMAX<=0.21		PMAX>0.21		1		169		124		0.39		0.42		0.61		0.58		0.66		0.52		0.60		1.45		0.67		0.58				0.42						0.40		0.92		0.50		2.16		0.19		0.19		0.19		0.03		1.36		1.98		0.66		0.73		0.49		0.33										103		52		66		72		293

		PMAX<=0.22		PMAX>0.22		1		169		124		0.41		0.40		0.59		0.60		0.67		0.52		0.60		1.50		0.68		0.58				0.42						0.40		0.88		0.50		2.22		0.19		0.20		0.19		0.03		1.36		2.04		0.67		0.73		0.50		0.33										100		49		69		75		293

		PMAX<=0.23		PMAX>0.23		1		169		124		0.41		0.37		0.59		0.63		0.68		0.53		0.61		1.60		0.65		0.58				0.42						0.39		0.86		0.50		2.46		0.22		0.22		0.22		0.04		1.36		2.17		0.68		0.73		0.48		0.32										100		46		69		78		293

		PMAX<=0.24		PMAX>0.24		1		169		124		0.42		0.36		0.58		0.64		0.69		0.53		0.60		1.60		0.66		0.58				0.42						0.40		0.85		0.50		2.42		0.21		0.22		0.21		0.03		1.36		2.18		0.69		0.73		0.48		0.33										98		45		71		79		293

		PMAX<=0.25		PMAX>0.25		1		169		124		0.44		0.34		0.56		0.66		0.69		0.52		0.60		1.64		0.67		0.58				0.42						0.40		0.80		0.49		2.45		0.21		0.22		0.20		0.03		1.36		2.24		0.69		0.73		0.49		0.33										94		42		75		82		293

		PMAX<=0.26		PMAX>0.26		1		169		124		0.45		0.33		0.55		0.67		0.69		0.52		0.60		1.66		0.67		0.58				0.42						0.40		0.79		0.49		2.48		0.21		0.22		0.20		0.04		1.36		2.27		0.69		0.73		0.49		0.33										93		41		76		83		293

		PMAX<=0.27		PMAX>0.27		1		169		124		0.47		0.31		0.53		0.69		0.70		0.52		0.60		1.69		0.68		0.58				0.42						0.40		0.76		0.49		2.48		0.21		0.22		0.19		0.04		1.36		2.31		0.70		0.73		0.50		0.33										90		39		79		85		293

		PMAX<=0.28		PMAX>0.28		1		169		124		0.47		0.31		0.53		0.69		0.70		0.52		0.59		1.67		0.69		0.58				0.42						0.41		0.76		0.49		2.42		0.20		0.21		0.19		0.03		1.36		2.28		0.70		0.73		0.51		0.34										89		39		80		85		293

		PMAX<=0.29		PMAX>0.29		1		169		124		0.49		0.31		0.51		0.69		0.69		0.51		0.59		1.64		0.71		0.58				0.42						0.41		0.75		0.49		2.31		0.19		0.20		0.17		0.03		1.36		2.23		0.69		0.73		0.52		0.34										87		39		82		85		293

		PMAX<=0.30		PMAX>0.30		1		169		124		0.50		0.30		0.50		0.70		0.70		0.51		0.59		1.69		0.71		0.58				0.42						0.41		0.72		0.49		2.38		0.19		0.20		0.17		0.03		1.36		2.30		0.70		0.73		0.52		0.34										85		37		84		87		293

		PMAX<=0.31		PMAX>0.31		1		169		124		0.52		0.29		0.48		0.71		0.69		0.50		0.58		1.65		0.73		0.58				0.42						0.42		0.69		0.48		2.25		0.18		0.19		0.15		0.03		1.36		2.25		0.69		0.73		0.54		0.35										81		36		88		88		293

		PMAX<=0.32		PMAX>0.32		1		169		124		0.53		0.29		0.47		0.71		0.69		0.50		0.57		1.63		0.74		0.58				0.42						0.43		0.69		0.48		2.20		0.17		0.18		0.15		0.03		1.36		2.22		0.69		0.73		0.54		0.35										80		36		89		88		293

		PMAX<=0.33		PMAX>0.33		1		169		124		0.53		0.29		0.47		0.71		0.69		0.50		0.57		1.63		0.74		0.58				0.42						0.43		0.69		0.48		2.20		0.17		0.18		0.15		0.03		1.36		2.22		0.69		0.73		0.54		0.35										80		36		89		88		293

		PMAX<=0.34		PMAX>0.34		1		169		124		0.53		0.27		0.47		0.73		0.70		0.50		0.58		1.70		0.73		0.58				0.42						0.42		0.67		0.48		2.32		0.18		0.19		0.15		0.03		1.36		2.32		0.70		0.73		0.54		0.35										79		34		90		90		293

		PMAX<=0.35		PMAX>0.35		1		169		124		0.53		0.27		0.47		0.73		0.70		0.50		0.58		1.70		0.73		0.58				0.42						0.42		0.67		0.48		2.32		0.18		0.19		0.15		0.03		1.36		2.32		0.70		0.73		0.54		0.35										79		34		90		90		293

		PMAX<=0.36		PMAX>0.36		1		169		124		0.54		0.27		0.46		0.73		0.70		0.50		0.57		1.71		0.74		0.58				0.42						0.43		0.65		0.48		2.31		0.18		0.19		0.15		0.03		1.36		2.33		0.70		0.73		0.54		0.35										77		33		92		91		293

		PMAX<=0.37		PMAX>0.37		1		169		124		0.54		0.26		0.46		0.74		0.71		0.50		0.58		1.77		0.73		0.58				0.42						0.42		0.64		0.48		2.41		0.19		0.20		0.15		0.03		1.36		2.41		0.71		0.73		0.54		0.35										77		32		92		92		293

		PMAX<=0.38		PMAX>0.38		1		169		124		0.55		0.24		0.45		0.76		0.72		0.50		0.58		1.86		0.73		0.58				0.42						0.42		0.63		0.48		2.56		0.19		0.21		0.16		0.03		1.36		2.53		0.72		0.73		0.53		0.35										76		30		93		94		293

		PMAX<=0.39		PMAX>0.39		1		169		124		0.56		0.23		0.44		0.77		0.72		0.50		0.58		1.87		0.73		0.58				0.42						0.42		0.61		0.48		2.55		0.19		0.20		0.15		0.03		1.36		2.55		0.72		0.73		0.54		0.35										74		29		95		95		293

		PMAX<=0.40		PMAX>0.40		1		169		124		0.56		0.22		0.44		0.78		0.73		0.51		0.58		2.01		0.72		0.58				0.42						0.42		0.60		0.48		2.80		0.21		0.22		0.17		0.04		1.36		2.74		0.73		0.73		0.53		0.35										74		27		95		97		293

		PMAX<=0.41		PMAX>0.41		1		169		124		0.56		0.22		0.44		0.78		0.73		0.51		0.58		2.01		0.72		0.58				0.42						0.42		0.60		0.48		2.80		0.21		0.22		0.17		0.04		1.36		2.74		0.73		0.73		0.53		0.35										74		27		95		97		293

		PMAX<=0.42		PMAX>0.42		1		169		124		0.57		0.22		0.43		0.78		0.73		0.50		0.58		1.96		0.73		0.58				0.42						0.42		0.59		0.48		2.67		0.19		0.21		0.15		0.04		1.36		2.67		0.73		0.73		0.54		0.35										72		27		97		97		293

		PMAX<=0.43		PMAX>0.43		1		169		124		0.57		0.18		0.43		0.82		0.77		0.51		0.59		2.40		0.70		0.58				0.42						0.41		0.56		0.47		3.44		0.23		0.25		0.19		0.05		1.36		3.27		0.77		0.73		0.51		0.34										72		22		97		102		293

		PMAX<=0.44		PMAX>0.44		1		169		124		0.58		0.17		0.42		0.83		0.77		0.51		0.59		2.48		0.70		0.58				0.42						0.41		0.54		0.47		3.55		0.23		0.25		0.19		0.05		1.36		3.38		0.77		0.73		0.51		0.34										71		21		98		103		293

		PMAX<=0.45		PMAX>0.45		1		169		124		0.59		0.15		0.41		0.85		0.80		0.52		0.60		2.85		0.69		0.58				0.42						0.40		0.52		0.47		4.16		0.25		0.27		0.20		0.07		1.36		3.89		0.80		0.73		0.50		0.33										70		18		99		106		293

		PMAX<=0.46		PMAX>0.46		1		169		124		0.60		0.14		0.40		0.86		0.80		0.51		0.60		2.93		0.69		0.58				0.42						0.40		0.50		0.47		4.24		0.24		0.27		0.19		0.07		1.36		4.00		0.80		0.73		0.51		0.34										68		17		101		107		293

		PMAX<=0.47		PMAX>0.47		1		169		124		0.60		0.13		0.40		0.87		0.81		0.51		0.60		3.07		0.69		0.58				0.42						0.40		0.49		0.47		4.43		0.24		0.27		0.19		0.07		1.36		4.19		0.81		0.73		0.51		0.34										67		16		102		108		293

		PMAX<=0.48		PMAX>0.48		1		169		124		0.62		0.10		0.38		0.90		0.84		0.52		0.60		3.91		0.69		0.58				0.42						0.40		0.45		0.46		5.69		0.26		0.28		0.20		0.08		1.36		5.33		0.84		0.73		0.50		0.34										64		12		105		112		293

		PMAX<=0.49		PMAX>0.49		1		169		124		0.63		0.08		0.37		0.92		0.86		0.52		0.60		4.55		0.69		0.58				0.42						0.40		0.43		0.46		6.61		0.26		0.29		0.20		0.09		1.36		6.20		0.86		0.73		0.51		0.34										62		10		107		114		293

		PMAX<=0.50		PMAX>0.50		1		169		124		0.63		0.07		0.37		0.93		0.87		0.52		0.60		5.05		0.68		0.58				0.42						0.40		0.42		0.46		7.40		0.27		0.29		0.21		0.09		1.36		6.89		0.87		0.73		0.50		0.33										62		9		107		115		293

		PMAX<=0.51		PMAX>0.51		1		169		124		0.63		0.06		0.37		0.94		0.90		0.52		0.61		6.50		0.67		0.58				0.42						0.39		0.41		0.46		9.68		0.28		0.31		0.22		0.11		1.36		8.86		0.90		0.73		0.49		0.33										62		7		107		117		293

		PMAX<=0.52		PMAX>0.52		1		169		124		0.64		0.06		0.36		0.94		0.90		0.52		0.61		6.39		0.68		0.58				0.42						0.39		0.40		0.46		9.44		0.27		0.30		0.22		0.11		1.36		8.71		0.90		0.73		0.50		0.33										61		7		108		117		293

		PMAX<=0.53		PMAX>0.53		1		169		124		0.64		0.06		0.36		0.94		0.90		0.52		0.61		6.39		0.68		0.58				0.42						0.39		0.40		0.46		9.44		0.27		0.30		0.22		0.11		1.36		8.71		0.90		0.73		0.50		0.33										61		7		108		117		293

		PMAX<=0.54		PMAX>0.54		1		169		124		0.66		0.06		0.34		0.94		0.89		0.51		0.60		6.08		0.70		0.58				0.42						0.40		0.38		0.46		8.73		0.26		0.29		0.19		0.10		1.36		8.29		0.89		0.73		0.51		0.34										58		7		111		117		293

		PMAX<=0.55		PMAX>0.55		1		169		124		0.66		0.06		0.34		0.94		0.89		0.51		0.59		5.97		0.70		0.58				0.42						0.41		0.38		0.46		8.51		0.25		0.28		0.19		0.09		1.36		8.14		0.89		0.73		0.52		0.34										57		7		112		117		293

		PMAX<=0.56		PMAX>0.56		1		169		124		0.67		0.06		0.33		0.94		0.89		0.51		0.59		5.77		0.71		0.58				0.42						0.41		0.37		0.46		8.06		0.24		0.27		0.17		0.09		1.36		7.86		0.89		0.73		0.52		0.34										55		7		114		117		293

		PMAX<=0.57		PMAX>0.57		1		169		124		0.68		0.06		0.32		0.94		0.89		0.50		0.58		5.66		0.72		0.58				0.42						0.42		0.36		0.46		7.85		0.24		0.26		0.17		0.09		1.36		7.71		0.89		0.73		0.53		0.35										54		7		115		117		293

		PMAX<=0.58		PMAX>0.58		1		169		124		0.69		0.06		0.31		0.94		0.88		0.50		0.58		5.45		0.73		0.58				0.42						0.42		0.35		0.45		7.43		0.22		0.25		0.15		0.08		1.36		7.43		0.88		0.73		0.54		0.35										52		7		117		117		293

		PMAX<=0.59		PMAX>0.59		1		169		124		0.70		0.06		0.30		0.94		0.88		0.50		0.57		5.35		0.74		0.58				0.42						0.43		0.34		0.45		7.22		0.22		0.25		0.15		0.08		1.36		7.29		0.88		0.73		0.54		0.35										51		7		118		117		293

		PMAX<=0.60		PMAX>0.60		1		169		124		0.70		0.06		0.30		0.94		0.88		0.50		0.57		5.24		0.75		0.58				0.42						0.43		0.34		0.45		7.02		0.21		0.24		0.14		0.07		1.36		7.14		0.88		0.73		0.55		0.35										50		7		119		117		293

		PMAX<=0.61		PMAX>0.61		1		169		124		0.72		0.06		0.28		0.94		0.87		0.49		0.56		5.03		0.76		0.58				0.42						0.44		0.33		0.45		6.63		0.20		0.23		0.13		0.07		1.36		6.86		0.87		0.73		0.56		0.36										48		7		121		117		293

		PMAX<=0.62		PMAX>0.62		1		169		124		0.73		0.05		0.27		0.95		0.88		0.49		0.56		5.63		0.76		0.58				0.42						0.44		0.31		0.45		7.36		0.20		0.22		0.12		0.07		1.36		7.67		0.88		0.73		0.56		0.36										46		6		123		118		293

		PMAX<=0.63		PMAX>0.63		1		169		124		0.73		0.05		0.27		0.95		0.88		0.49		0.56		5.63		0.76		0.58				0.42						0.44		0.31		0.45		7.36		0.20		0.22		0.12		0.07		1.36		7.67		0.88		0.73		0.56		0.36										46		6		123		118		293

		PMAX<=0.64		PMAX>0.64		1		169		124		0.73		0.05		0.27		0.95		0.88		0.49		0.56		5.50		0.77		0.58				0.42						0.44		0.30		0.45		7.14		0.19		0.22		0.11		0.07		1.36		7.50		0.88		0.73		0.57		0.36										45		6		124		118		293

		PMAX<=0.65		PMAX>0.65		1		169		124		0.73		0.05		0.27		0.95		0.88		0.49		0.56		5.50		0.77		0.58				0.42						0.44		0.30		0.45		7.14		0.19		0.22		0.11		0.07		1.36		7.50		0.88		0.73		0.57		0.36										45		6		124		118		293

		PMAX<=0.66		PMAX>0.66		1		169		124		0.73		0.05		0.27		0.95		0.88		0.49		0.56		5.50		0.77		0.58				0.42						0.44		0.30		0.45		7.14		0.19		0.22		0.11		0.07		1.36		7.50		0.88		0.73		0.57		0.36										45		6		124		118		293

		PMAX<=0.67		PMAX>0.67		1		169		124		0.75		0.05		0.25		0.95		0.88		0.48		0.55		5.26		0.78		0.58				0.42						0.45		0.29		0.45		6.71		0.18		0.21		0.10		0.06		1.36		7.17		0.88		0.73		0.57		0.37										43		6		126		118		293

		PMAX<=0.68		PMAX>0.68		1		169		124		0.75		0.05		0.25		0.95		0.88		0.48		0.55		5.26		0.78		0.58				0.42						0.45		0.29		0.45		6.71		0.18		0.21		0.10		0.06		1.36		7.17		0.88		0.73		0.57		0.37										43		6		126		118		293

		PMAX<=0.69		PMAX>0.69		1		169		124		0.75		0.05		0.25		0.95		0.88		0.48		0.55		5.14		0.79		0.58				0.42						0.45		0.28		0.45		6.50		0.18		0.20		0.09		0.06		1.36		7.00		0.88		0.73		0.58		0.37										42		6		127		118		293

		PMAX<=0.70		PMAX>0.70		1		169		124		0.75		0.05		0.25		0.95		0.88		0.48		0.55		5.14		0.79		0.58				0.42						0.45		0.28		0.45		6.50		0.18		0.20		0.09		0.06		1.36		7.00		0.88		0.73		0.58		0.37										42		6		127		118		293

		PMAX<=0.71		PMAX>0.71		1		169		124		0.76		0.05		0.24		0.95		0.87		0.48		0.54		4.89		0.80		0.58				0.42						0.46		0.27		0.45		6.10		0.17		0.19		0.08		0.05		1.36		6.67		0.87		0.73		0.59		0.37										40		6		129		118		293

		PMAX<=0.72		PMAX>0.72		1		169		124		0.78		0.05		0.22		0.95		0.86		0.47		0.53		4.52		0.82		0.58				0.42						0.47		0.25		0.45		5.51		0.15		0.17		0.06		0.05		1.36		6.17		0.86		0.73		0.60		0.38										37		6		132		118		293

		PMAX<=0.73		PMAX>0.73		1		169		124		0.78		0.05		0.22		0.95		0.86		0.47		0.53		4.52		0.82		0.58				0.42						0.47		0.25		0.45		5.51		0.15		0.17		0.06		0.05		1.36		6.17		0.86		0.73		0.60		0.38										37		6		132		118		293

		PMAX<=0.74		PMAX>0.74		1		169		124		0.79		0.05		0.21		0.95		0.86		0.47		0.53		4.40		0.83		0.58				0.42						0.47		0.25		0.45		5.32		0.14		0.16		0.05		0.04		1.36		6.00		0.86		0.73		0.61		0.38										36		6		133		118		293

		PMAX<=0.75		PMAX>0.75		1		169		124		0.79		0.05		0.21		0.95		0.86		0.47		0.53		4.40		0.83		0.58				0.42						0.47		0.25		0.45		5.32		0.14		0.16		0.05		0.04		1.36		6.00		0.86		0.73		0.61		0.38										36		6		133		118		293

		PMAX<=0.76		PMAX>0.76		1		169		124		0.80		0.05		0.20		0.95		0.85		0.47		0.52		4.16		0.84		0.58				0.42						0.48		0.24		0.44		4.95		0.13		0.15		0.04		0.04		1.36		5.67		0.85		0.73		0.62		0.38										34		6		135		118		293

		PMAX<=0.77		PMAX>0.77		1		169		124		0.80		0.05		0.20		0.95		0.85		0.47		0.52		4.16		0.84		0.58				0.42						0.48		0.24		0.44		4.95		0.13		0.15		0.04		0.04		1.36		5.67		0.85		0.73		0.62		0.38										34		6		135		118		293

		PMAX<=0.78		PMAX>0.78		1		169		124		0.80		0.05		0.20		0.95		0.85		0.46		0.52		4.04		0.85		0.58				0.42						0.48		0.23		0.44		4.77		0.13		0.15		0.03		0.04		1.36		5.50		0.85		0.73		0.62		0.38										33		6		136		118		293

		PMAX<=0.79		PMAX>0.79		1		169		124		0.83		0.05		0.17		0.95		0.83		0.46		0.50		3.55		0.87		0.58				0.42						0.50		0.21		0.44		4.07		0.11		0.12		0.00		0.03		1.36		4.83		0.83		0.73		0.64		0.39										29		6		140		118		293

		PMAX<=0.80		PMAX>0.80		1		169		124		0.83		0.05		0.17		0.95		0.82		0.46		0.50		3.42		0.88		0.58				0.42						0.50		0.20		0.44		3.91		0.10		0.12		-0.00		0.03		1.36		4.67		0.82		0.73		0.64		0.39										28		6		141		118		293

		PMAX<=0.20		PMAX>0.20		2		106		187		0.33		0.45		0.67		0.55		0.46		0.74		0.59		1.47		0.61		0.36				0.64						0.41		1.47		0.49		2.43		0.20		0.22		0.18		0.03		0.57		0.84		0.46		1.76		1.07		0.52										71		85		35		102		293

		PMAX<=0.21		PMAX>0.21		2		106		187		0.34		0.45		0.66		0.55		0.45		0.74		0.59		1.45		0.62		0.36				0.64						0.41		1.46		0.49		2.33		0.19		0.21		0.17		0.03		0.57		0.82		0.45		1.76		1.10		0.52										70		85		36		102		293

		PMAX<=0.22		PMAX>0.22		2		106		187		0.34		0.42		0.66		0.58		0.47		0.75		0.61		1.56		0.59		0.36				0.64						0.39		1.41		0.50		2.66		0.22		0.24		0.22		0.04		0.57		0.89		0.47		1.76		1.04		0.51										70		79		36		108		293

		PMAX<=0.23		PMAX>0.23		2		106		187		0.34		0.41		0.66		0.59		0.48		0.76		0.62		1.62		0.57		0.36				0.64						0.38		1.38		0.50		2.84		0.23		0.25		0.24		0.05		0.57		0.92		0.48		1.76		1.01		0.50										70		76		36		111		293

		PMAX<=0.24		PMAX>0.24		2		106		187		0.36		0.40		0.64		0.60		0.48		0.75		0.61		1.60		0.60		0.36				0.64						0.39		1.35		0.50		2.67		0.22		0.24		0.23		0.04		0.57		0.91		0.48		1.76		1.06		0.51										68		75		38		112		293

		PMAX<=0.25		PMAX>0.25		2		106		187		0.38		0.37		0.62		0.63		0.49		0.75		0.62		1.66		0.60		0.36				0.64						0.38		1.28		0.51		2.76		0.23		0.25		0.25		0.04		0.57		0.94		0.49		1.76		1.06		0.52										66		70		40		117		293

		PMAX<=0.26		PMAX>0.26		2		106		187		0.39		0.37		0.61		0.63		0.49		0.74		0.62		1.66		0.61		0.36				0.64						0.38		1.26		0.51		2.71		0.23		0.24		0.25		0.04		0.57		0.94		0.49		1.76		1.08		0.52										65		69		41		118		293

		PMAX<=0.27		PMAX>0.27		2		106		187		0.41		0.35		0.59		0.65		0.49		0.74		0.63		1.68		0.63		0.36				0.64						0.37		1.22		0.52		2.69		0.23		0.24		0.26		0.04		0.57		0.95		0.49		1.76		1.11		0.53										63		66		43		121		293

		PMAX<=0.28		PMAX>0.28		2		106		187		0.41		0.35		0.59		0.65		0.49		0.74		0.63		1.71		0.62		0.36				0.64						0.37		1.21		0.52		2.75		0.24		0.25		0.26		0.04		0.57		0.97		0.49		1.76		1.10		0.52										63		65		43		122		293

		PMAX<=0.29		PMAX>0.29		2		106		187		0.42		0.34		0.58		0.66		0.49		0.74		0.63		1.71		0.63		0.36				0.64						0.37		1.19		0.52		2.71		0.23		0.24		0.26		0.04		0.57		0.97		0.49		1.76		1.11		0.53										62		64		44		123		293

		PMAX<=0.30		PMAX>0.30		2		106		187		0.42		0.33		0.58		0.67		0.50		0.74		0.64		1.76		0.63		0.36				0.64						0.36		1.15		0.52		2.80		0.24		0.25		0.28		0.05		0.57		1.00		0.50		1.76		1.11		0.53										61		61		45		126		293

		PMAX<=0.31		PMAX>0.31		2		106		187		0.44		0.31		0.56		0.69		0.50		0.73		0.64		1.79		0.64		0.36				0.64						0.36		1.10		0.53		2.79		0.24		0.25		0.28		0.04		0.57		1.02		0.50		1.76		1.13		0.53										59		58		47		129		293

		PMAX<=0.32		PMAX>0.32		2		106		187		0.44		0.30		0.56		0.70		0.51		0.73		0.65		1.83		0.64		0.36				0.64						0.35		1.09		0.53		2.86		0.25		0.25		0.29		0.05		0.57		1.04		0.51		1.76		1.13		0.53										59		57		47		130		293

		PMAX<=0.33		PMAX>0.33		2		106		187		0.44		0.30		0.56		0.70		0.51		0.73		0.65		1.83		0.64		0.36				0.64						0.35		1.09		0.53		2.86		0.25		0.25		0.29		0.05		0.57		1.04		0.51		1.76		1.13		0.53										59		57		47		130		293

		PMAX<=0.34		PMAX>0.34		2		106		187		0.45		0.29		0.55		0.71		0.51		0.73		0.65		1.86		0.64		0.36				0.64						0.35		1.07		0.53		2.90		0.25		0.25		0.30		0.05		0.57		1.05		0.51		1.76		1.13		0.53										58		55		48		132		293

		PMAX<=0.35		PMAX>0.35		2		106		187		0.45		0.29		0.55		0.71		0.51		0.73		0.65		1.86		0.64		0.36				0.64						0.35		1.07		0.53		2.90		0.25		0.25		0.30		0.05		0.57		1.05		0.51		1.76		1.13		0.53										58		55		48		132		293

		PMAX<=0.36		PMAX>0.36		2		106		187		0.46		0.28		0.54		0.72		0.52		0.73		0.65		1.90		0.65		0.36				0.64						0.35		1.04		0.53		2.94		0.25		0.25		0.30		0.05		0.57		1.08		0.52		1.76		1.14		0.53										57		53		49		134		293

		PMAX<=0.37		PMAX>0.37		2		106		187		0.46		0.28		0.54		0.72		0.52		0.73		0.66		1.93		0.64		0.36				0.64						0.34		1.03		0.54		3.02		0.26		0.26		0.31		0.05		0.57		1.10		0.52		1.76		1.13		0.53										57		52		49		135		293

		PMAX<=0.38		PMAX>0.38		2		106		187		0.47		0.27		0.53		0.73		0.53		0.73		0.66		1.98		0.64		0.36				0.64						0.34		1.00		0.54		3.07		0.26		0.26		0.32		0.05		0.57		1.12		0.53		1.76		1.14		0.53										56		50		50		137		293

		PMAX<=0.39		PMAX>0.39		2		106		187		0.48		0.26		0.52		0.74		0.53		0.73		0.66		2.02		0.65		0.36				0.64						0.34		0.97		0.54		3.12		0.26		0.26		0.32		0.05		0.57		1.15		0.53		1.76		1.14		0.53										55		48		51		139		293

		PMAX<=0.40		PMAX>0.40		2		106		187		0.48		0.25		0.52		0.75		0.54		0.73		0.67		2.11		0.64		0.36				0.64						0.33		0.95		0.54		3.31		0.28		0.27		0.34		0.06		0.57		1.20		0.54		1.76		1.13		0.53										55		46		51		141		293

		PMAX<=0.41		PMAX>0.41		2		106		187		0.48		0.25		0.52		0.75		0.54		0.73		0.67		2.11		0.64		0.36				0.64						0.33		0.95		0.54		3.31		0.28		0.27		0.34		0.06		0.57		1.20		0.54		1.76		1.13		0.53										55		46		51		141		293

		PMAX<=0.42		PMAX>0.42		2		106		187		0.49		0.24		0.51		0.76		0.55		0.73		0.67		2.12		0.65		0.36				0.64						0.33		0.93		0.54		3.28		0.27		0.27		0.34		0.06		0.57		1.20		0.55		1.76		1.14		0.53										54		45		52		142		293

		PMAX<=0.43		PMAX>0.43		2		106		187		0.49		0.21		0.51		0.79		0.57		0.74		0.69		2.38		0.62		0.36				0.64						0.31		0.89		0.55		3.82		0.30		0.30		0.37		0.07		0.57		1.35		0.57		1.76		1.10		0.52										54		40		52		147		293

		PMAX<=0.44		PMAX>0.44		2		106		187		0.49		0.20		0.51		0.80		0.59		0.74		0.69		2.51		0.62		0.36				0.64						0.31		0.87		0.55		4.07		0.32		0.31		0.39		0.08		0.57		1.42		0.59		1.76		1.09		0.52										54		38		52		149		293

		PMAX<=0.45		PMAX>0.45		2		106		187		0.49		0.18		0.51		0.82		0.61		0.75		0.71		2.80		0.60		0.36				0.64						0.29		0.83		0.56		4.67		0.34		0.33		0.41		0.09		0.57		1.59		0.61		1.76		1.06		0.51										54		34		52		153		293

		PMAX<=0.46		PMAX>0.46		2		106		187		0.50		0.17		0.50		0.83		0.62		0.75		0.71		2.92		0.60		0.36				0.64						0.29		0.80		0.56		4.84		0.34		0.33		0.42		0.09		0.57		1.66		0.62		1.76		1.06		0.52										53		32		53		155		293

		PMAX<=0.47		PMAX>0.47		2		106		187		0.50		0.16		0.50		0.84		0.64		0.75		0.72		3.12		0.60		0.36				0.64						0.28		0.78		0.56		5.23		0.36		0.34		0.43		0.10		0.57		1.77		0.64		1.76		1.05		0.51										53		30		53		157		293

		PMAX<=0.48		PMAX>0.48		2		106		187		0.50		0.12		0.50		0.88		0.70		0.76		0.74		4.07		0.57		0.36				0.64						0.26		0.72		0.57		7.13		0.40		0.38		0.48		0.13		0.57		2.30		0.70		1.76		1.01		0.50										53		23		53		164		293

		PMAX<=0.49		PMAX>0.49		2		106		187		0.50		0.10		0.50		0.90		0.74		0.76		0.75		4.92		0.56		0.36				0.64						0.25		0.68		0.57		8.84		0.43		0.40		0.51		0.15		0.57		2.79		0.74		1.76		0.98		0.50										53		19		53		168		293

		PMAX<=0.50		PMAX>0.50		2		106		187		0.50		0.10		0.50		0.90		0.75		0.76		0.76		5.19		0.55		0.36				0.64						0.24		0.67		0.57		9.39		0.43		0.40		0.52		0.15		0.57		2.94		0.75		1.76		0.98		0.49										53		18		53		169		293

		PMAX<=0.51		PMAX>0.51		2		106		187		0.50		0.09		0.50		0.91		0.77		0.76		0.76		5.84		0.55		0.36				0.64						0.24		0.65		0.57		10.69		0.45		0.41		0.53		0.17		0.57		3.31		0.77		1.76		0.96		0.49										53		16		53		171		293

		PMAX<=0.52		PMAX>0.52		2		106		187		0.51		0.09		0.49		0.91		0.76		0.76		0.76		5.73		0.56		0.36				0.64						0.24		0.64		0.57		10.29		0.44		0.41		0.52		0.16		0.57		3.25		0.76		1.76		0.98		0.50										52		16		54		171		293

		PMAX<=0.53		PMAX>0.53		2		106		187		0.51		0.09		0.49		0.91		0.76		0.76		0.76		5.73		0.56		0.36				0.64						0.24		0.64		0.57		10.29		0.44		0.41		0.52		0.16		0.57		3.25		0.76		1.76		0.98		0.50										52		16		54		171		293

		PMAX<=0.54		PMAX>0.54		2		106		187		0.54		0.09		0.46		0.91		0.75		0.75		0.75		5.40		0.59		0.36				0.64						0.25		0.61		0.58		9.19		0.41		0.38		0.50		0.14		0.57		3.06		0.75		1.76		1.04		0.51										49		16		57		171		293

		PMAX<=0.55		PMAX>0.55		2		106		187		0.54		0.08		0.46		0.92		0.77		0.75		0.75		5.76		0.58		0.36				0.64						0.25		0.60		0.58		9.86		0.42		0.38		0.51		0.15		0.57		3.27		0.77		1.76		1.03		0.51										49		15		57		172		293

		PMAX<=0.56		PMAX>0.56		2		106		187		0.55		0.07		0.45		0.93		0.77		0.75		0.75		6.05		0.59		0.36				0.64						0.25		0.58		0.58		10.23		0.42		0.38		0.51		0.15		0.57		3.43		0.77		1.76		1.04		0.51										48		14		58		173		293

		PMAX<=0.57		PMAX>0.57		2		106		187		0.56		0.07		0.44		0.93		0.77		0.75		0.75		5.92		0.60		0.36				0.64						0.25		0.58		0.58		9.84		0.41		0.37		0.50		0.14		0.57		3.36		0.77		1.76		1.06		0.51										47		14		59		173		293

		PMAX<=0.58		PMAX>0.58		2		106		187		0.56		0.06		0.44		0.94		0.80		0.75		0.76		6.91		0.59		0.36				0.64						0.24		0.56		0.58		11.62		0.42		0.38		0.52		0.16		0.57		3.92		0.80		1.76		1.05		0.51										47		12		59		175		293

		PMAX<=0.59		PMAX>0.59		2		106		187		0.57		0.06		0.43		0.94		0.79		0.74		0.75		6.76		0.60		0.36				0.64						0.25		0.55		0.58		11.18		0.41		0.37		0.51		0.15		0.57		3.83		0.79		1.76		1.07		0.52										46		12		60		175		293

		PMAX<=0.60		PMAX>0.60		2		106		187		0.58		0.06		0.42		0.94		0.79		0.74		0.75		6.62		0.61		0.36				0.64						0.25		0.54		0.58		10.76		0.40		0.36		0.50		0.14		0.57		3.75		0.79		1.76		1.08		0.52										45		12		61		175		293

		PMAX<=0.61		PMAX>0.61		2		106		187		0.58		0.06		0.42		0.94		0.80		0.74		0.75		7.06		0.62		0.36				0.64						0.25		0.52		0.59		11.35		0.40		0.36		0.50		0.14		0.57		4.00		0.80		1.76		1.10		0.52										44		11		62		176		293

		PMAX<=0.62		PMAX>0.62		2		106		187		0.60		0.05		0.40		0.95		0.81		0.73		0.75		7.41		0.64		0.36				0.64						0.25		0.49		0.59		11.62		0.39		0.34		0.49		0.14		0.57		4.20		0.81		1.76		1.13		0.53										42		10		64		177		293

		PMAX<=0.63		PMAX>0.63		2		106		187		0.60		0.05		0.40		0.95		0.81		0.73		0.75		7.41		0.64		0.36				0.64						0.25		0.49		0.59		11.62		0.39		0.34		0.49		0.14		0.57		4.20		0.81		1.76		1.13		0.53										42		10		64		177		293

		PMAX<=0.64		PMAX>0.64		2		106		187		0.61		0.05		0.39		0.95		0.80		0.73		0.74		7.23		0.65		0.36				0.64						0.26		0.48		0.59		11.16		0.38		0.33		0.49		0.13		0.57		4.10		0.80		1.76		1.14		0.53										41		10		65		177		293

		PMAX<=0.65		PMAX>0.65		2		106		187		0.61		0.05		0.39		0.95		0.80		0.73		0.74		7.23		0.65		0.36				0.64						0.26		0.48		0.59		11.16		0.38		0.33		0.49		0.13		0.57		4.10		0.80		1.76		1.14		0.53										41		10		65		177		293

		PMAX<=0.66		PMAX>0.66		2		106		187		0.61		0.05		0.39		0.95		0.80		0.73		0.74		7.23		0.65		0.36				0.64						0.26		0.48		0.59		11.16		0.38		0.33		0.49		0.13		0.57		4.10		0.80		1.76		1.14		0.53										41		10		65		177		293

		PMAX<=0.67		PMAX>0.67		2		106		187		0.63		0.05		0.37		0.95		0.80		0.73		0.74		6.88		0.67		0.36				0.64						0.26		0.46		0.59		10.30		0.36		0.31		0.47		0.12		0.57		3.90		0.80		1.76		1.18		0.54										39		10		67		177		293

		PMAX<=0.68		PMAX>0.68		2		106		187		0.63		0.05		0.37		0.95		0.80		0.73		0.74		6.88		0.67		0.36				0.64						0.26		0.46		0.59		10.30		0.36		0.31		0.47		0.12		0.57		3.90		0.80		1.76		1.18		0.54										39		10		67		177		293

		PMAX<=0.69		PMAX>0.69		2		106		187		0.63		0.05		0.37		0.95		0.81		0.73		0.74		7.64		0.66		0.36				0.64						0.26		0.45		0.59		11.51		0.36		0.32		0.48		0.13		0.57		4.33		0.81		1.76		1.17		0.54										39		9		67		178		293

		PMAX<=0.70		PMAX>0.70		2		106		187		0.63		0.05		0.37		0.95		0.81		0.73		0.74		7.64		0.66		0.36				0.64						0.26		0.45		0.59		11.51		0.36		0.32		0.48		0.13		0.57		4.33		0.81		1.76		1.17		0.54										39		9		67		178		293

		PMAX<=0.71		PMAX>0.71		2		106		187		0.65		0.05		0.35		0.95		0.80		0.72		0.73		7.25		0.68		0.36				0.64						0.27		0.43		0.59		10.61		0.34		0.30		0.47		0.12		0.57		4.11		0.80		1.76		1.21		0.55										37		9		69		178		293

		PMAX<=0.72		PMAX>0.72		2		106		187		0.67		0.04		0.33		0.96		0.81		0.72		0.73		7.72		0.70		0.36				0.64						0.27		0.41		0.60		11.03		0.33		0.29		0.46		0.11		0.57		4.38		0.81		1.76		1.23		0.55										35		8		71		179		293

		PMAX<=0.73		PMAX>0.73		2		106		187		0.67		0.04		0.33		0.96		0.81		0.72		0.73		7.72		0.70		0.36				0.64						0.27		0.41		0.60		11.03		0.33		0.29		0.46		0.11		0.57		4.38		0.81		1.76		1.23		0.55										35		8		71		179		293

		PMAX<=0.74		PMAX>0.74		2		106		187		0.68		0.04		0.32		0.96		0.81		0.71		0.73		7.50		0.71		0.36				0.64						0.27		0.40		0.60		10.57		0.32		0.28		0.45		0.11		0.57		4.25		0.81		1.76		1.25		0.56										34		8		72		179		293

		PMAX<=0.75		PMAX>0.75		2		106		187		0.68		0.04		0.32		0.96		0.81		0.71		0.73		7.50		0.71		0.36				0.64						0.27		0.40		0.60		10.57		0.32		0.28		0.45		0.11		0.57		4.25		0.81		1.76		1.25		0.56										34		8		72		179		293

		PMAX<=0.76		PMAX>0.76		2		106		187		0.70		0.04		0.30		0.96		0.80		0.71		0.72		7.06		0.73		0.36				0.64						0.28		0.38		0.60		9.68		0.30		0.26		0.44		0.10		0.57		4.00		0.80		1.76		1.29		0.56										32		8		74		179		293

		PMAX<=0.77		PMAX>0.77		2		106		187		0.70		0.04		0.30		0.96		0.80		0.71		0.72		7.06		0.73		0.36				0.64						0.28		0.38		0.60		9.68		0.30		0.26		0.44		0.10		0.57		4.00		0.80		1.76		1.29		0.56										32		8		74		179		293

		PMAX<=0.78		PMAX>0.78		2		106		187		0.71		0.04		0.29		0.96		0.79		0.70		0.72		6.84		0.74		0.36				0.64						0.28		0.37		0.60		9.25		0.29		0.25		0.43		0.09		0.57		3.88		0.79		1.76		1.30		0.57										31		8		75		179		293

		PMAX<=0.79		PMAX>0.79		2		106		187		0.75		0.04		0.25		0.96		0.77		0.69		0.70		5.95		0.78		0.36				0.64						0.30		0.33		0.61		7.65		0.25		0.21		0.41		0.07		0.57		3.38		0.77		1.76		1.37		0.58										27		8		79		179		293

		PMAX<=0.80		PMAX>0.80		2		106		187		0.75		0.04		0.25		0.96		0.76		0.69		0.70		5.73		0.79		0.36				0.64						0.30		0.32		0.61		7.27		0.24		0.20		0.40		0.07		0.57		3.25		0.76		1.76		1.39		0.58										26		8		80		179		293

		PMAX<=0.20		PMAX>0.20		3		55		238		0.15		0.46		0.85		0.54		0.30		0.94		0.60		1.87		0.27		0.19				0.81						0.40		2.84		0.48		6.95		0.23		0.40		0.20		0.11		0.23		0.43		0.30		4.33		1.16		0.54										47		109		8		129		293

		PMAX<=0.21		PMAX>0.21		3		55		238		0.15		0.45		0.85		0.55		0.30		0.94		0.60		1.88		0.27		0.19				0.81						0.40		2.82		0.48		7.07		0.24		0.40		0.21		0.11		0.23		0.44		0.30		4.33		1.15		0.54										47		108		8		130		293

		PMAX<=0.22		PMAX>0.22		3		55		238		0.15		0.43		0.85		0.57		0.32		0.94		0.62		1.99		0.25		0.19				0.81						0.38		2.71		0.49		7.83		0.26		0.43		0.25		0.13		0.23		0.46		0.32		4.33		1.10		0.52										47		102		8		136		293

		PMAX<=0.23		PMAX>0.23		3		55		238		0.15		0.42		0.85		0.58		0.32		0.95		0.63		2.05		0.25		0.19				0.81						0.37		2.65		0.50		8.25		0.27		0.44		0.27		0.13		0.23		0.47		0.32		4.33		1.08		0.52										47		99		8		139		293

		PMAX<=0.24		PMAX>0.24		3		55		238		0.18		0.41		0.82		0.59		0.31		0.93		0.63		1.99		0.31		0.19				0.81						0.37		2.60		0.51		6.43		0.25		0.41		0.26		0.11		0.23		0.46		0.31		4.33		1.34		0.57										45		98		10		140		293

		PMAX<=0.25		PMAX>0.25		3		55		238		0.20		0.39		0.80		0.61		0.32		0.93		0.65		2.07		0.33		0.19				0.81						0.35		2.47		0.52		6.35		0.26		0.41		0.30		0.11		0.23		0.48		0.32		4.33		1.41		0.59										44		92		11		146		293

		PMAX<=0.26		PMAX>0.26		3		55		238		0.22		0.38		0.78		0.62		0.32		0.92		0.65		2.04		0.35		0.19				0.81						0.35		2.44		0.53		5.79		0.26		0.40		0.30		0.10		0.23		0.47		0.32		4.33		1.53		0.60										43		91		12		147		293

		PMAX<=0.27		PMAX>0.27		3		55		238		0.24		0.37		0.76		0.63		0.33		0.92		0.66		2.09		0.37		0.19				0.81						0.34		2.35		0.54		5.61		0.26		0.40		0.32		0.10		0.23		0.48		0.33		4.33		1.61		0.62										42		87		13		151		293

		PMAX<=0.28		PMAX>0.28		3		55		238		0.24		0.36		0.76		0.64		0.33		0.92		0.66		2.11		0.37		0.19				0.81						0.34		2.33		0.54		5.71		0.27		0.40		0.32		0.11		0.23		0.49		0.33		4.33		1.60		0.62										42		86		13		152		293

		PMAX<=0.29		PMAX>0.29		3		55		238		0.24		0.35		0.76		0.65		0.33		0.92		0.67		2.16		0.37		0.19				0.81						0.33		2.29		0.54		5.92		0.27		0.41		0.34		0.11		0.23		0.50		0.33		4.33		1.58		0.61										42		84		13		154		293

		PMAX<=0.30		PMAX>0.30		3		55		238		0.25		0.34		0.75		0.66		0.34		0.92		0.68		2.19		0.39		0.19				0.81						0.32		2.22		0.55		5.68		0.28		0.41		0.35		0.11		0.23		0.51		0.34		4.33		1.67		0.63										41		81		14		157		293

		PMAX<=0.31		PMAX>0.31		3		55		238		0.27		0.32		0.73		0.68		0.34		0.91		0.69		2.25		0.40		0.19				0.81						0.31		2.13		0.56		5.58		0.28		0.40		0.37		0.11		0.23		0.52		0.34		4.33		1.74		0.64										40		77		15		161		293

		PMAX<=0.32		PMAX>0.32		3		55		238		0.27		0.32		0.73		0.68		0.34		0.92		0.69		2.28		0.40		0.19				0.81						0.31		2.11		0.57		5.68		0.29		0.41		0.38		0.11		0.23		0.53		0.34		4.33		1.73		0.63										40		76		15		162		293

		PMAX<=0.33		PMAX>0.33		3		55		238		0.27		0.32		0.73		0.68		0.34		0.92		0.69		2.28		0.40		0.19				0.81						0.31		2.11		0.57		5.68		0.29		0.41		0.38		0.11		0.23		0.53		0.34		4.33		1.73		0.63										40		76		15		162		293

		PMAX<=0.34		PMAX>0.34		3		55		238		0.29		0.31		0.71		0.69		0.35		0.91		0.69		2.28		0.42		0.19				0.81						0.31		2.05		0.57		5.40		0.28		0.40		0.39		0.10		0.23		0.53		0.35		4.33		1.83		0.65										39		74		16		164		293

		PMAX<=0.35		PMAX>0.35		3		55		238		0.29		0.31		0.71		0.69		0.35		0.91		0.69		2.28		0.42		0.19				0.81						0.31		2.05		0.57		5.40		0.28		0.40		0.39		0.10		0.23		0.53		0.35		4.33		1.83		0.65										39		74		16		164		293

		PMAX<=0.36		PMAX>0.36		3		55		238		0.29		0.30		0.71		0.70		0.35		0.91		0.70		2.38		0.41		0.19				0.81						0.30		2.00		0.58		5.73		0.30		0.41		0.41		0.11		0.23		0.55		0.35		4.33		1.79		0.64										39		71		16		167		293

		PMAX<=0.37		PMAX>0.37		3		55		238		0.29		0.29		0.71		0.71		0.36		0.91		0.71		2.41		0.41		0.19				0.81						0.29		1.98		0.58		5.85		0.30		0.41		0.41		0.11		0.23		0.56		0.36		4.33		1.78		0.64										39		70		16		168		293

		PMAX<=0.38		PMAX>0.38		3		55		238		0.31		0.29		0.69		0.71		0.36		0.91		0.71		2.42		0.43		0.19				0.81						0.29		1.93		0.59		5.59		0.30		0.41		0.42		0.11		0.23		0.56		0.36		4.33		1.87		0.65										38		68		17		170		293

		PMAX<=0.39		PMAX>0.39		3		55		238		0.31		0.27		0.69		0.73		0.37		0.91		0.72		2.53		0.43		0.19				0.81						0.28		1.87		0.59		5.95		0.31		0.42		0.44		0.12		0.23		0.58		0.37		4.33		1.84		0.65										38		65		17		173		293

		PMAX<=0.40		PMAX>0.40		3		55		238		0.31		0.26		0.69		0.74		0.38		0.91		0.73		2.61		0.42		0.19				0.81						0.27		1.84		0.60		6.21		0.32		0.43		0.45		0.12		0.23		0.60		0.38		4.33		1.82		0.65										38		63		17		175		293

		PMAX<=0.41		PMAX>0.41		3		55		238		0.31		0.26		0.69		0.74		0.38		0.91		0.73		2.61		0.42		0.19				0.81						0.27		1.84		0.60		6.21		0.32		0.43		0.45		0.12		0.23		0.60		0.38		4.33		1.82		0.65										38		63		17		175		293

		PMAX<=0.42		PMAX>0.42		3		55		238		0.31		0.26		0.69		0.74		0.38		0.91		0.73		2.70		0.42		0.19				0.81						0.27		1.80		0.60		6.49		0.33		0.43		0.47		0.13		0.23		0.62		0.38		4.33		1.80		0.64										38		61		17		177		293

		PMAX<=0.43		PMAX>0.43		3		55		238		0.31		0.24		0.69		0.76		0.40		0.91		0.75		2.94		0.40		0.19				0.81						0.25		1.71		0.61		7.26		0.36		0.46		0.50		0.14		0.23		0.68		0.40		4.33		1.75		0.64										38		56		17		182		293

		PMAX<=0.44		PMAX>0.44		3		55		238		0.31		0.23		0.69		0.77		0.41		0.92		0.76		3.05		0.40		0.19				0.81						0.24		1.67		0.62		7.62		0.37		0.46		0.52		0.15		0.23		0.70		0.41		4.33		1.73		0.63										38		54		17		184		293

		PMAX<=0.45		PMAX>0.45		3		55		238		0.31		0.21		0.69		0.79		0.43		0.92		0.77		3.29		0.39		0.19				0.81						0.23		1.60		0.62		8.40		0.39		0.48		0.54		0.16		0.23		0.76		0.43		4.33		1.69		0.63										38		50		17		188		293

		PMAX<=0.46		PMAX>0.46		3		55		238		0.31		0.20		0.69		0.80		0.45		0.92		0.78		3.50		0.39		0.19				0.81						0.22		1.55		0.63		9.08		0.41		0.49		0.56		0.17		0.23		0.81		0.45		4.33		1.67		0.62										38		47		17		191		293

		PMAX<=0.47		PMAX>0.47		3		55		238		0.31		0.19		0.69		0.81		0.46		0.92		0.79		3.65		0.38		0.19				0.81						0.21		1.51		0.64		9.59		0.42		0.50		0.58		0.18		0.23		0.84		0.46		4.33		1.65		0.62										38		45		17		193		293

		PMAX<=0.48		PMAX>0.48		3		55		238		0.31		0.16		0.69		0.84		0.50		0.92		0.81		4.33		0.37		0.19				0.81						0.19		1.38		0.65		11.76		0.46		0.53		0.62		0.21		0.23		1.00		0.50		4.33		1.59		0.61										38		38		17		200		293

		PMAX<=0.49		PMAX>0.49		3		55		238		0.31		0.14		0.69		0.86		0.53		0.92		0.83		4.84		0.36		0.19				0.81						0.17		1.31		0.66		13.41		0.49		0.55		0.65		0.22		0.23		1.12		0.53		4.33		1.56		0.61										38		34		17		204		293

		PMAX<=0.50		PMAX>0.50		3		55		238		0.31		0.14		0.69		0.86		0.54		0.92		0.83		4.98		0.36		0.19				0.81						0.17		1.29		0.66		13.89		0.50		0.55		0.66		0.23		0.23		1.15		0.54		4.33		1.55		0.61										38		33		17		205		293

		PMAX<=0.51		PMAX>0.51		3		55		238		0.31		0.13		0.69		0.87		0.55		0.92		0.84		5.30		0.36		0.19				0.81						0.16		1.25		0.67		14.93		0.51		0.56		0.67		0.24		0.23		1.23		0.55		4.33		1.54		0.61										38		31		17		207		293

		PMAX<=0.52		PMAX>0.52		3		55		238		0.31		0.13		0.69		0.87		0.56		0.92		0.84		5.48		0.35		0.19				0.81						0.16		1.24		0.67		15.50		0.52		0.56		0.68		0.24		0.23		1.27		0.56		4.33		1.53		0.60										38		30		17		208		293

		PMAX<=0.53		PMAX>0.53		3		55		238		0.31		0.13		0.69		0.87		0.56		0.92		0.84		5.48		0.35		0.19				0.81						0.16		1.24		0.67		15.50		0.52		0.56		0.68		0.24		0.23		1.27		0.56		4.33		1.53		0.60										38		30		17		208		293

		PMAX<=0.54		PMAX>0.54		3		55		238		0.35		0.12		0.65		0.88		0.55		0.92		0.84		5.37		0.39		0.19				0.81						0.16		1.18		0.67		13.66		0.50		0.53		0.67		0.22		0.23		1.24		0.55		4.33		1.70		0.63										36		29		19		209		293

		PMAX<=0.55		PMAX>0.55		3		55		238		0.35		0.12		0.65		0.88		0.56		0.92		0.84		5.56		0.39		0.19				0.81						0.16		1.16		0.68		14.21		0.51		0.54		0.68		0.23		0.23		1.29		0.56		4.33		1.69		0.63										36		28		19		210		293

		PMAX<=0.56		PMAX>0.56		3		55		238		0.35		0.11		0.65		0.89		0.58		0.92		0.85		5.99		0.39		0.19				0.81						0.15		1.13		0.68		15.45		0.52		0.55		0.69		0.24		0.23		1.38		0.58		4.33		1.68		0.63										36		26		19		212		293

		PMAX<=0.57		PMAX>0.57		3		55		238		0.36		0.11		0.64		0.89		0.57		0.91		0.84		5.83		0.41		0.19				0.81						0.16		1.11		0.68		14.27		0.51		0.53		0.69		0.22		0.23		1.35		0.57		4.33		1.77		0.64										35		26		20		212		293

		PMAX<=0.58		PMAX>0.58		3		55		238		0.36		0.10		0.64		0.90		0.59		0.91		0.85		6.31		0.40		0.19				0.81						0.15		1.07		0.69		15.60		0.52		0.54		0.70		0.24		0.23		1.46		0.59		4.33		1.75		0.64										35		24		20		214		293

		PMAX<=0.59		PMAX>0.59		3		55		238		0.38		0.10		0.62		0.90		0.59		0.91		0.85		6.13		0.42		0.19				0.81						0.15		1.05		0.69		14.44		0.51		0.52		0.69		0.22		0.23		1.42		0.59		4.33		1.84		0.65										34		24		21		214		293

		PMAX<=0.60		PMAX>0.60		3		55		238		0.40		0.10		0.60		0.90		0.58		0.91		0.84		5.95		0.44		0.19				0.81						0.16		1.04		0.69		13.38		0.49		0.50		0.69		0.21		0.23		1.38		0.58		4.33		1.93		0.66										33		24		22		214		293

		PMAX<=0.61		PMAX>0.61		3		55		238		0.40		0.09		0.60		0.91		0.60		0.91		0.85		6.49		0.44		0.19				0.81						0.15		1.00		0.70		14.73		0.51		0.51		0.70		0.22		0.23		1.50		0.60		4.33		1.91		0.66										33		22		22		216		293

		PMAX<=0.62		PMAX>0.62		3		55		238		0.42		0.08		0.58		0.92		0.62		0.90		0.85		6.92		0.46		0.19				0.81						0.15		0.95		0.70		15.17		0.51		0.50		0.71		0.22		0.23		1.60		0.62		4.33		1.98		0.66										32		20		23		218		293

		PMAX<=0.63		PMAX>0.63		3		55		238		0.42		0.08		0.58		0.92		0.62		0.90		0.85		6.92		0.46		0.19				0.81						0.15		0.95		0.70		15.17		0.51		0.50		0.71		0.22		0.23		1.60		0.62		4.33		1.98		0.66										32		20		23		218		293

		PMAX<=0.64		PMAX>0.64		3		55		238		0.44		0.08		0.56		0.92		0.61		0.90		0.85		6.71		0.48		0.19				0.81						0.15		0.93		0.70		14.08		0.49		0.48		0.70		0.21		0.23		1.55		0.61		4.33		2.06		0.67										31		20		24		218		293

		PMAX<=0.65		PMAX>0.65		3		55		238		0.44		0.08		0.56		0.92		0.61		0.90		0.85		6.71		0.48		0.19				0.81						0.15		0.93		0.70		14.08		0.49		0.48		0.70		0.21		0.23		1.55		0.61		4.33		2.06		0.67										31		20		24		218		293

		PMAX<=0.66		PMAX>0.66		3		55		238		0.44		0.08		0.56		0.92		0.61		0.90		0.85		6.71		0.48		0.19				0.81						0.15		0.93		0.70		14.08		0.49		0.48		0.70		0.21		0.23		1.55		0.61		4.33		2.06		0.67										31		20		24		218		293

		PMAX<=0.67		PMAX>0.67		3		55		238		0.45		0.08		0.55		0.92		0.61		0.90		0.85		6.83		0.49		0.19				0.81						0.15		0.89		0.71		13.83		0.49		0.47		0.70		0.20		0.23		1.58		0.61		4.33		2.14		0.68										30		19		25		219		293

		PMAX<=0.68		PMAX>0.68		3		55		238		0.45		0.08		0.55		0.92		0.61		0.90		0.85		6.83		0.49		0.19				0.81						0.15		0.89		0.71		13.83		0.49		0.47		0.70		0.20		0.23		1.58		0.61		4.33		2.14		0.68										30		19		25		219		293

		PMAX<=0.69		PMAX>0.69		3		55		238		0.45		0.08		0.55		0.92		0.63		0.90		0.85		7.21		0.49		0.19				0.81						0.15		0.87		0.71		14.67		0.49		0.47		0.71		0.20		0.23		1.67		0.63		4.33		2.13		0.68										30		18		25		220		293

		PMAX<=0.70		PMAX>0.70		3		55		238		0.45		0.08		0.55		0.92		0.63		0.90		0.85		7.21		0.49		0.19				0.81						0.15		0.87		0.71		14.67		0.49		0.47		0.71		0.20		0.23		1.67		0.63		4.33		2.13		0.68										30		18		25		220		293

		PMAX<=0.71		PMAX>0.71		3		55		238		0.49		0.08		0.51		0.92		0.61		0.89		0.85		6.73		0.53		0.19				0.81						0.15		0.84		0.71		12.67		0.46		0.43		0.69		0.18		0.23		1.56		0.61		4.33		2.30		0.70										28		18		27		220		293

		PMAX<=0.72		PMAX>0.72		3		55		238		0.51		0.07		0.49		0.93		0.63		0.89		0.85		7.30		0.55		0.19				0.81						0.15		0.78		0.72		13.38		0.46		0.42		0.70		0.18		0.23		1.69		0.63		4.33		2.36		0.70										27		16		28		222		293

		PMAX<=0.73		PMAX>0.73		3		55		238		0.51		0.07		0.49		0.93		0.63		0.89		0.85		7.30		0.55		0.19				0.81						0.15		0.78		0.72		13.38		0.46		0.42		0.70		0.18		0.23		1.69		0.63		4.33		2.36		0.70										27		16		28		222		293

		PMAX<=0.74		PMAX>0.74		3		55		238		0.53		0.07		0.47		0.93		0.62		0.88		0.85		7.03		0.57		0.19				0.81						0.15		0.76		0.72		12.44		0.45		0.41		0.69		0.17		0.23		1.63		0.62		4.33		2.45		0.71										26		16		29		222		293

		PMAX<=0.75		PMAX>0.75		3		55		238		0.53		0.07		0.47		0.93		0.62		0.88		0.85		7.03		0.57		0.19				0.81						0.15		0.76		0.72		12.44		0.45		0.41		0.69		0.17		0.23		1.63		0.62		4.33		2.45		0.71										26		16		29		222		293

		PMAX<=0.76		PMAX>0.76		3		55		238		0.55		0.06		0.45		0.94		0.63		0.88		0.85		7.21		0.58		0.19				0.81						0.15		0.73		0.73		12.39		0.44		0.39		0.69		0.16		0.23		1.67		0.63		4.33		2.52		0.72										25		15		30		223		293

		PMAX<=0.77		PMAX>0.77		3		55		238		0.55		0.06		0.45		0.94		0.63		0.88		0.85		7.21		0.58		0.19				0.81						0.15		0.73		0.73		12.39		0.44		0.39		0.69		0.16		0.23		1.67		0.63		4.33		2.52		0.72										25		15		30		223		293

		PMAX<=0.78		PMAX>0.78		3		55		238		0.55		0.06		0.45		0.94		0.64		0.88		0.85		7.73		0.58		0.19				0.81						0.15		0.71		0.73		13.33		0.45		0.40		0.70		0.17		0.23		1.79		0.64		4.33		2.51		0.71										25		14		30		224		293

		PMAX<=0.79		PMAX>0.79		3		55		238		0.60		0.05		0.40		0.95		0.63		0.87		0.84		7.32		0.63		0.19				0.81						0.16		0.64		0.74		11.54		0.40		0.35		0.69		0.14		0.23		1.69		0.63		4.33		2.75		0.73										22		13		33		225		293

		PMAX<=0.80		PMAX>0.80		3		55		238		0.60		0.05		0.40		0.95		0.65		0.87		0.85		7.93		0.63		0.19				0.81						0.15		0.62		0.74		12.56		0.41		0.35		0.69		0.15		0.23		1.83		0.65		4.33		2.73		0.73										22		12		33		226		293





Table G Legend

		Column Head		Description

		NOHIT		NoHit threshold

		HIT		Hit threshold

		TOX LEVEL		Toxicity level

		TOT HITS		Total number of hits

		TOT NOHITS		Total number of nohits

		F_NEG		False negative rate

		F_POS		False positive rate

		SENSITIVITY		Sensitivity

		EFFICIENCY		Specificity

		HIT_REL		Hit reliability

		NOHIT_REL		No Hit reliability

		RELIABILITY		Correct classification rate (overall accuracy)

		POS_LIKE		Positive likelihood ratio

		NEG_LIKE		Negative likelihood ratio

		PREVALENCE		Prevalence

		ACCURACY		Correct classification rate (overall accuracy; same as RELIABILITY)

		DIAG POWER		Overall diagnostic power

		PPP		Positive predictive power (same as predicted HIT_RELIABILTY)

		NPP		Negative predictive power (same as predicted NOHIT_RELIABILITY)

		MISCLASS		Misclassification rate

		BIAS		Bias

		CHANCE		Chance agreement

		ODDS_RATIO		Odds ratio

		KAPPA		Kappa

		HANS_KUIP		Hanssen-Kuipers discriminant (true skill statistic)

		PABAK		PABAK (prevalence adjusted bias adjusted kappa)

		NMI		Normalized mutual information

		PRE_ODDTOX		Pretest odds a station without measured toxicity data will elicit toxicity

		POST ODDTOX		Posttest odds a station without measured toxicity data will elicit toxicity

		POST_P_TOX		Posttest probability a station without measured toxicity data will elicit toxicity

		PRE_ODD_NT		Pretest odds a station without measured toxicity data is nontoxic

		POS_ODD_NT		Posttest odds a station without measured toxicity data is nontoxic

		POST P_NTOX		Posttest probability a station without measured toxicity data is nontoxic

		FNH		False NoHit (same as "C")

		FH		False Hit (same as "B")

		TH		True Hit (same as "A")

		TNH		True NoHit (same as "D")

		A		True Hit

		B		False Hit

		C		False NoHit

		D		True NoHit

		N		Total number of samples






Notes

		Sediment PEC and PEL EFs presented in the table include sitewide sediment locations and bioassay sediment sample locations.

		Field duplicates were assessed as part of a single location and only samples with detected concentrations are included in the table. In contrast, the number of samples listed in BERA Table 6-22 includes all samples (i.e. including non-detects) and field duplicates are counted as separate samples; therefore, the number of sample locations with EFs ≥ 1.0 in this table is not necessarily identifical to the number of samples with EFs ≥ 1.0 in BERA tables 6-22, 11-1 or 11-3.





PEC PEL EFs_sitewide & bioassay

		Attachment 6 Part H: Sitewide and Bioassay Sediment PEC and PEL Efs

		RM		Location		LocationID		Diesel Range Hydro-carbons		Gasoline Range Hydro-carbons		Residual Range Hydro-carbons		Arsenic				Cadmium				Chromium				Copper				Lead				Mercury				Nickel				Zinc				2-Methyl-naphthalene		Acenaph-thene		Acenaph-thylene		Anthracene				Benzo(a) anthracene				Benzo(a) pyrene				Chrysene				Dibenzo (a,h) anthracene		Fluoranthene				Fluorene				Naphthalene				Phenanthrene				Pyrene				Total PAHs (calc'd)		Aroclor 1254		Total PCBs (calc'd)				Chlordane (cis & trans)		Dieldrin				Endrin				gamma-Hexachlorocyclohexane				Heptachlor epoxide				Sum DDD (calc'd)				Sum DDE (calc'd)				Sum DDT (calc'd)				Total Chlordane (calc'd)				Total DDTs (calc'd)

								AK_TPH_dw		AK_TPH_dw		AK_TPH_dw		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEL EF		PEL EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF		PEC EF		PEL EF

		1.9		B002		LW2-B002								0.073		0.14		0.039		0.054		0.42		0.51		0.13		0.096		0.062		0.086		0.024		0.051		0.4		0.54		0.15		0.22		0.0035				0.013		0.00075		0.0026		0.0036		0.0099		0.0046		0.0084		0.0028		0.0042		0.011		0.0016		0.0015										0.0015		0.0033		0.0033		0.0057		0.0023				0.28		0.69																												0.0075		0.099						0.00096		0.00012

		1.9		BT001		LW2-GBT001		0.42				0.14		0.11		0.22		0.058		0.082		0.29		0.36		0.19		0.14		0.092		0.13		0.075		0.16		0.51		0.69		0.21		0.3		0.005		0.031		0.027		0.0059		0.02		0.024		0.065		0.028		0.051		0.027		0.041		0.035		0.014		0.014		0.0037		0.014						0.015		0.035		0.032		0.056		0.015		0.091		0.12		0.28				0.00056		0.0052										0.0002		0.0012		0.044		0.15		0.036		0.17		0.0069		0.091		0.016		0.032		0.0049		0.00063

		1.9		DG01		LW3-DG01		0.61				0.53		0.18		0.34		0.05		0.071		0.35		0.43		0.31		0.23		0.1		0.14		0.056		0.12		0.7		0.94		0.22		0.32		0.013		0.04		0.027		0.011		0.037		0.017		0.047		0.017		0.031		0.021		0.031		0.016		0.018		0.017		0.0052		0.019		0.017		0.024		0.019		0.043		0.038		0.066		0.013				0.03		0.072																0.12		0.69		0.039		0.13		0.073		0.34		0.033		0.44		0.12		0.24		0.0098		0.0013

		1.9		DG02		LW3-DG02		0.28				0.18		0.13		0.25		0.11		0.15		0.24		0.29		0.2		0.15		0.095		0.13		0.052		0.11		0.52		0.7		0.24		0.34		0.02		0.26		0.094		0.021		0.073		0.054		0.15		0.069		0.13		0.06		0.09		0.081		0.041		0.039		0.034		0.13		0.021		0.031		0.056		0.13		0.079		0.14		0.039		0.013		0.022		0.054																0.019		0.11		0.027		0.089		0.048		0.22						0.053		0.1		0.0044		0.00056

		1.9		DG13		LW3-DG13		0.47				0.34		0.16		0.31		0.062		0.088		0.34		0.42		0.3		0.22		0.11		0.15		0.075		0.16		0.61		0.83		0.24		0.35		0.022		0.058		0.035		0.018		0.061		0.032		0.088		0.035		0.065		0.04		0.06		0.039		0.034		0.032		0.009		0.033		0.027		0.038		0.031		0.07		0.079		0.14		0.025																						0.11		0.62		0.054		0.18		0.07		0.33		0.1		1.3		0.16		0.33		0.017		0.0022

		1.9		G001		LW2-G001								0.11		0.2		0.09		0.13						0.25		0.19		0.1		0.14		0.081		0.18						0.25		0.37		0.011		0.03		0.027		0.0073		0.025		0.023		0.062		0.026		0.047		0.025		0.037		0.036		0.02		0.019		0.0037		0.014		0.014		0.021		0.015		0.033		0.034		0.059		0.016				0.022		0.054				0.0025		0.023														0.058		0.19		0.061		0.28		0.011		0.15		0.029		0.057		0.0074		0.00095

		1.9		G002		LW2-G002								0.11		0.21		0.07		0.099						0.27		0.2		0.095		0.13		0.062		0.14						0.25		0.36		0.022		0.15		0.041		0.011		0.039		0.029		0.078		0.03		0.055		0.043		0.064		0.036		0.063		0.059		0.021		0.076		0.018		0.026		0.12		0.27		0.086		0.15		0.032										0.0044		0.041						1.2		4.5						0.042		0.14		0.072		0.33		0.014		0.18		0.047		0.092		0.0075		0.00097

		1.9		G004		LW2-G004								0.095		0.19		0.066		0.093						0.23		0.17		0.097		0.14		0.1		0.23						0.23		0.34		0.009		0.02		0.027		0.0052		0.018		0.02		0.055		0.022		0.041		0.026		0.038		0.033		0.018		0.017		0.003		0.011						0.011		0.025		0.03		0.051		0.014				0.092		0.22																				0.077		0.25		0.07		0.33		0.003		0.04		0.021		0.042		0.0079		0.001

		2		D1-1		LW2-D1								0.13		0.25		0.085		0.12		0.3		0.38		0.28		0.21		0.11		0.16		0.082		0.18		0.44		0.59		0.27		0.39		0.0085		0.016		0.027		0.0064		0.022		0.016		0.044		0.024		0.045		0.018		0.027		0.032		0.011		0.011		0.0022		0.0083		0.01		0.015		0.0085		0.019		0.027		0.047		0.012		0.022		0.034		0.083																				0.075		0.25		0.1		0.47		0.0083		0.11		0.027		0.053		0.01		0.0013

		2		D1-2		LW2-D1-2								0.13		0.25		0.092		0.13		0.3		0.37		0.26		0.2		0.12		0.17		0.064		0.14		0.48		0.65		0.26		0.38		0.009		0.021		0.023		0.004		0.014		0.015		0.042		0.018		0.033		0.016		0.024		0.025		0.011		0.01		0.003		0.011		0.0093		0.013		0.0085		0.019		0.022		0.038		0.01		0.018		0.025		0.06																				0.072		0.24		0.086		0.4		0.068		0.9		0.029		0.057		0.016		0.002

		2		G006		LW2-G006								0.13		0.24		0.1		0.15		0.34		0.42		0.29		0.22		0.11		0.16		0.086		0.19		0.58		0.78		0.28		0.4		0.01		0.019		0.019		0.0059		0.02		0.016		0.044		0.016		0.029		0.022		0.034		0.023		0.014		0.014		0.0032		0.012						0.012		0.027		0.023		0.04		0.011				0.038		0.094				0.0061		0.057														0.071		0.23		0.064		0.29		0.047		0.62		0.017		0.033		0.012		0.0016

		2		G600		LW3-G600		0.92				0.39		0.13		0.25		0.086		0.12		0.28		0.34		0.28		0.21		0.11		0.15		0.092		0.2		0.48		0.65		0.25		0.36		0.017		0.038		0.035		0.012		0.041		0.028		0.075		0.029		0.054		0.036		0.053		0.038		0.029		0.027		0.0067		0.025		0.018		0.026		0.021		0.047		0.049		0.085		0.02		0.065		0.07		0.17				0.023		0.21										0.037		0.22		0.05		0.16		0.083		0.39		0.04		0.52		0.085		0.17		0.011		0.0014

		2.1		G003		LW2-G003								0.11		0.22		0.083		0.12		0.3		0.37		0.26		0.2		0.11		0.15		0.079		0.17		0.55		0.74		0.24		0.35		0.013		0.033		0.038		0.0082		0.028		0.03		0.083		0.034		0.064		0.033		0.05		0.045		0.023		0.022		0.0049		0.018		0.018		0.025		0.02		0.045		0.041		0.071		0.02				0.028		0.069				0.0044		0.04														0.065		0.21		0.051		0.24		0.051		0.67		0.017		0.034		0.012		0.0015

		2.1		G005		LW2-G005								0.11		0.22		0.07		0.099		0.36		0.45		0.29		0.22		0.096		0.13		0.063		0.14		0.62		0.83		0.26		0.37		0.012		0.025		0.026		0.0084		0.029		0.019		0.052		0.021		0.04		0.023		0.035		0.03		0.015		0.014		0.0034		0.013		0.016		0.023		0.01		0.023		0.024		0.041		0.013				0.031		0.076				0.0095		0.088						0.64		2.3						0.054		0.18		0.053		0.25						0.038		0.074		0.0057		0.00073

		2.1		G007-1		LW2-G007		1.3				0.34		0.12		0.23		0.17		0.24		0.42		0.52		0.31		0.23		0.2		0.28		0.074		0.16		0.61		0.83		0.41		0.6		0.029		0.094		0.043		0.015		0.053		0.052		0.14		0.057		0.11		0.059		0.088		0.11		0.048		0.046		0.012		0.045		0.03		0.043		0.044		0.1		0.072		0.12		0.036				0.43		1																				0.088		0.29		0.086		0.4		0.0043		0.057		0.026		0.052		0.0094		0.0012

		2.1		G007-2		LW2-G007-2		0.94				0.33		0.11		0.22		0.12		0.16		0.5		0.61		0.31		0.23		0.16		0.22		0.12		0.27		0.63		0.84		0.38		0.56		0.019		0.039		0.034		0.0072		0.025		0.023		0.062		0.028		0.051		0.033		0.05		0.053		0.018		0.017		0.0058		0.022		0.023		0.033		0.015		0.035		0.03		0.051		0.018				0.59		1.4																				0.077		0.25		0.081		0.38		0.017		0.22		0.049		0.097		0.01		0.0013

		2.1		G008		LW2-G008								0.12		0.23		0.09		0.13		0.3		0.37		0.29		0.22		0.11		0.16		0.14		0.31		0.56		0.75		0.26		0.38		0.014		0.027		0.028		0.0064		0.022		0.018		0.049		0.019		0.036		0.022		0.032		0.027		0.016		0.015		0.005		0.019		0.018		0.026		0.015		0.035		0.03		0.051		0.013				0.036		0.087				0.0028		0.026														0.054		0.18		0.058		0.27		0.11		1.4						0.017		0.0022

		2.1		G009		LW2-G009		0.62						0.084		0.16		0.12		0.17		0.62		0.76		0.19		0.14		0.43		0.6										0.74		1.1		0.027		0.091		0.076		0.014		0.049		0.052		0.14		0.068		0.13		0.061		0.092		0.1		0.045		0.042		0.0082		0.031		0.023		0.033		0.044		0.099		0.086		0.15		0.04				2.8		6.9				0.15		1.4														1.1		3.7		0.1		0.46		0.07		0.92		0.084		0.17		0.069		0.0088

		2.1		G010		LW2-G010		0.94				0.32		0.12		0.23		0.11		0.16						0.29		0.22		0.15		0.21		0.082		0.18						0.33		0.49		0.024		0.046		0.052		0.011		0.038		0.033		0.091		0.039		0.072		0.047		0.07		0.067		0.036		0.034		0.0095		0.035		0.021		0.031		0.029		0.066		0.058		0.1		0.027				0.3		0.72																				0.2		0.64		0.035		0.16		0.044		0.58		0.035		0.069		0.016		0.0021

		2.1		G011		LW2-G011		0.97						0.091		0.18		0.14		0.2		0.58		0.72		0.27		0.2		0.42		0.59		0.067		0.15						0.8		1.2		0.037		0.099		0.13		0.04		0.14		0.12		0.34		0.11		0.2		0.16		0.23		0.17		0.17		0.16		0.022		0.083		0.03		0.043		0.12		0.27		0.19		0.33		0.083				2.7		6.5				0.0064		0.06														0.53		1.8		0.14		0.64		0.055		0.72		0.1		0.2		0.04		0.0052

		2.1		G601		LW3-G601		0.65				0.29		0.096		0.19		0.074		0.1		0.24		0.29		0.23		0.18		0.094		0.13		0.071		0.15		0.44		0.6		0.33		0.49		0.023		0.1		0.034		0.015		0.053		0.036		0.099		0.041		0.077		0.042		0.063		0.05		0.034		0.032		0.012		0.044		0.021		0.031		0.032		0.072		0.079		0.14		0.028		0.019		0.033		0.079				0.0065		0.06														0.043		0.14		0.051		0.24		0.087		1.2		0.034		0.066		0.015		0.0019

		2.1		G602		LW3-G602		0.93				0.43		0.13		0.26		0.076		0.11		0.23		0.29		0.28		0.21		0.094		0.13		0.11		0.24		0.48		0.65		0.24		0.35		0.017		0.12		0.031		0.012		0.041		0.039		0.11		0.027		0.05		0.04		0.059		0.036		0.045		0.042		0.013		0.05		0.02		0.028		0.034		0.078		0.092		0.16		0.026		0.019		0.049		0.12				0.012		0.11										0.044		0.26		0.043		0.14		0.067		0.31		0.029		0.38		0.04		0.079		0.0089		0.0011

		2.2		B001		LW2-B001								0.068		0.13		0.03		0.042		0.2		0.25		0.13		0.098		0.044		0.061		0.018		0.039		0.5		0.67		0.14		0.21		0.0043				0.014		0.0017		0.0057		0.0062		0.017		0.0097		0.018		0.0093		0.014		0.016		0.0033		0.0031		0.00075		0.0028						0.0015		0.0033		0.0079		0.014		0.0044																										0.21		0.68		0.0097		0.045		0.19		2.5						0.031		0.004

		2.2		G012		LW2-G012								0.1		0.2		0.077		0.11		0.29		0.36		0.27		0.2		0.1		0.14		0.061		0.13		0.55		0.74		0.25		0.37		0.02		0.052		0.043		0.011		0.038		0.03		0.083		0.037		0.068		0.033		0.05		0.047		0.027		0.026		0.0078		0.029		0.021		0.031		0.027		0.062		0.047		0.081		0.022				0.021		0.051				0.003		0.028						0.62		2.3						0.071		0.23		0.064		0.3		0.011		0.14		0.032		0.064		0.008		0.001

		2.2		G013		LW2-G013		1.1				0.46		0.12		0.23		0.11		0.15		0.34		0.42		0.29		0.22		0.13		0.19		0.078		0.17		0.53		0.72		0.3		0.43		0.019		0.053		0.043		0.011		0.038		0.035		0.096		0.034		0.063		0.056		0.084		0.053		0.042		0.04		0.01		0.039		0.021		0.031		0.033		0.076		0.072		0.13		0.028				0.16		0.4																				0.09		0.3		0.068		0.32		0.033		0.43						0.012		0.0015

		2.2		G014		LW2-G014								0.12		0.23		0.075		0.11		0.28		0.35		0.28		0.21		0.11		0.15		0.075		0.16		0.52		0.7		0.24		0.35		0.0095		0.026		0.016		0.0039		0.013		0.0095		0.026		0.01		0.019		0.011		0.016		0.015		0.009		0.0085		0.003		0.011						0.0085		0.019		0.016		0.027		0.007				0.034		0.083				0.0052		0.048														0.039		0.13		0.075		0.35						0.049		0.098		0.0063		0.00081

		2.2		G015		LW2-G015		1.5				0.49		0.12		0.23		0.2		0.28		0.74		0.91		0.29		0.22		0.31		0.44		0.1		0.22		0.67		0.9		0.57		0.83		0.048		0.11		0.28		0.033		0.11		0.19		0.52		0.28		0.52		0.24		0.36		0.41		0.12		0.11		0.017		0.062		0.055		0.079		0.081		0.18		0.19		0.33		0.14				2.8		6.9																				0.19		0.63		0.096		0.44		0.096		1.3		0.074		0.15		0.025		0.0032

		2.2		G016		LW2-G016		0.91				0.38		0.13		0.24		0.11		0.16		0.36		0.44		0.32		0.24		0.13		0.18		0.071		0.15		0.57		0.77		0.3		0.43		0.01		0.029		0.027		0.0083		0.029		0.018		0.049		0.018		0.033		0.028		0.042		0.027		0.017		0.017		0.0049		0.018						0.015		0.035		0.028		0.049		0.013				0.037		0.09				0.0046		0.043														0.11		0.37		0.096		0.44		0.015		0.19		0.057		0.11		0.012		0.0016

		2.2		G017		LW2-G017		1.4				0.54		0.15		0.3		0.32		0.46		0.9		1.1		0.36		0.27		0.36		0.51		0.085		0.19						0.66		0.96		0.042		0.092		0.15		0.04		0.14		0.13		0.36		0.16		0.29		0.19		0.29		0.24		0.13		0.13		0.022		0.083		0.036		0.051		0.066		0.15		0.19		0.33		0.096				1.2		2.9				0.015		0.14														0.13		0.44		0.096		0.44		0.053		0.69		0.13		0.25		0.017		0.0022

		2.2		G603		LW3-G603		0.84				0.41		0.13		0.25		0.068		0.097		0.23		0.28		0.28		0.21		0.094		0.13		0.085		0.19		0.48		0.64		0.22		0.32		0.01		0.048		0.021		0.0084		0.029		0.02		0.055		0.021		0.038		0.022		0.034		0.026		0.02		0.019		0.0054		0.02		0.011		0.016		0.017		0.039		0.034		0.058		0.014		0.013		0.047		0.12				0.011		0.11										0.051		0.3		0.043		0.14		0.067		0.31		0.038		0.5		0.044		0.088		0.01		0.0013

		2.2		WR-PG-01		WLCDRD05PG001		1				0.51		0.14		0.26		0.078		0.11		0.25		0.31		0.26		0.2		0.13		0.18		0.098		0.21		0.48		0.64		0.21		0.31		0.009		0.031		0.025		0.005		0.017		0.013		0.036		0.016		0.029		0.016		0.024		0.034		0.013		0.013		0.0039		0.015						0.012		0.027		0.023		0.04		0.011		0.029		0.041		0.1																				0.071		0.24		0.086		0.4		0.038		0.5						0.012		0.0016

		2.3		02R015		LWG0102R015SDS015C00								0.14		0.28		0.32		0.45		0.86		1.1		0.26		0.2		0.86		1.2		0.066		0.14		0.49		0.67		1.8		2.6												0.14		0.39		0.15		0.28		0.19		0.28		0.44		0.15		0.14										0.16		0.37		0.25		0.43		0.11		1.5		2.1		5.1

		2.3		B004		LW2-B004								0.082		0.16		0.15		0.21		0.75		0.93		0.19		0.14		0.34		0.48		0.038		0.082		0.41		0.56		0.54		0.78		0.01		0.018		0.073		0.007		0.024		0.041		0.11		0.057		0.1		0.062		0.093		0.096		0.018		0.017		0.0028		0.01		0.01		0.014		0.01		0.023		0.039		0.067		0.03				2.7		6.5																				0.057		0.19						0.11		1.4						0.015		0.0019

		2.3		BT002		LW2-GBT002		0.86				0.42		0.16		0.3		0.41		0.58		0.82		1		0.25		0.19		0.68		0.96		0.06		0.13		0.45		0.61		1.1		1.6		0.027		0.07		0.16		0.02		0.069		0.15		0.42		0.19		0.36		0.19		0.28		0.25		0.085		0.081		0.011		0.041		0.029		0.041		0.043		0.097		0.17		0.3		0.096		1.2		1.8		4.3				0.0015		0.014														0.18		0.61		0.067		0.31		0.014		0.19		0.024		0.048		0.014		0.0018

		2.3		G018		LW2-G018								0.11		0.2		0.064		0.091		0.28		0.35		0.28		0.21		0.1		0.14		0.057		0.12		0.51		0.69		0.23		0.34		0.019		0.039		0.042		0.008		0.028		0.027		0.073		0.033		0.061		0.025		0.037		0.044		0.022		0.021		0.0063		0.024		0.025		0.036		0.019		0.043		0.044		0.077		0.019				0.098		0.24				0.003		0.028														0.093		0.31		0.089		0.41		0.065		0.86		0.1		0.2		0.017		0.0021

		2.3		G019		LW2-G019		0.58						0.16		0.32		0.29		0.4		1.4		1.7		0.27		0.2		0.44		0.61		0.054		0.12		0.43		0.59		1.5		2.2		0.034		0.055		0.094		0.014		0.049		0.07		0.19		0.097		0.18		0.085		0.13		0.16		0.045		0.042		0.0086		0.032		0.025		0.036		0.028		0.064		0.079		0.14		0.048				2.4		5.8																				0.078		0.25		0.027		0.13		0.059		0.77		0.076		0.15		0.012		0.0015

		2.3		G020		LW2-G020		1.3				0.37		0.12		0.23		0.13		0.18		0.4		0.49		0.3		0.23		0.25		0.35		0.11		0.25		0.58		0.79		0.51		0.75		0.05		0.2		0.078		0.031		0.11		0.12		0.34		0.09		0.17		0.19		0.28		0.14		0.27		0.25		0.035		0.13		0.023		0.033		0.15		0.35		0.34		0.58		0.11				0.74		1.8																				0.12		0.39		0.084		0.39		0.035		0.46		0.13		0.25		0.014		0.0018

		2.3		G021		LW2-G021		1.4				0.48		0.1		0.2		0.083		0.12		0.31		0.38		0.3		0.23		0.11		0.16		0.066		0.14		0.53		0.72		0.27		0.39		0.007		0.016		0.015		0.0062		0.021		0.018		0.049		0.012		0.022		0.023		0.035		0.016		0.035		0.033		0.0026		0.0097						0.021		0.049		0.044		0.077		0.014				0.033		0.079				0.0033		0.031														0.083		0.27		0.099		0.46		0.014		0.19		0.037		0.073		0.011		0.0014

		2.3		G022		LW2-G022		0.84				0.37		0.1		0.2		0.073		0.1		0.28		0.35		0.28		0.22		0.1		0.14		0.066		0.14		0.5		0.68		0.25		0.37		0.012		0.029		0.023		0.009		0.031		0.021		0.057		0.022		0.041		0.026		0.038		0.03		0.015		0.014		0.0039		0.015						0.014		0.031		0.028		0.048		0.013				0.03		0.072				0.0035		0.032														0.081		0.27		0.072		0.33		0.05		0.66		0.056		0.11		0.013		0.0017

		2.3		G604		LW3-G604		0.94				0.43		0.13		0.25		0.068		0.096		0.23		0.29		0.27		0.21		0.094		0.13		0.09		0.2		0.48		0.65		0.23		0.34		0.02		0.084		0.041		0.015		0.053		0.033		0.091		0.032		0.059		0.039		0.058		0.041		0.036		0.034		0.012		0.045		0.025		0.036		0.032		0.074		0.057		0.099		0.024		0.023		0.055		0.13				0.01		0.094														0.046		0.15		0.07		0.33						0.043		0.085		0.0075		0.00097

		2.3		GCA02W		LW3-GCA02W								0.082		0.16		0.043		0.061		0.19		0.24		0.17		0.13		0.067		0.094		0.039		0.085		0.44		0.59		0.18		0.26		0.023		0.081		0.13		0.024		0.082		0.086		0.23		0.12		0.22		0.1		0.15		0.12		0.072		0.068		0.011		0.042		0.021		0.031		0.058		0.13		0.13		0.22		0.061		0.0097		0.021		0.051				0.0024		0.022														0.039		0.13		0.027		0.13		0.019		0.25		0.026		0.052		0.0054		0.0007

		2.3		WR-PG-02		WLCDRD05PG002		0.96				0.46		0.14		0.27		0.072		0.1		0.27		0.33		0.27		0.2		0.13		0.18		0.068		0.15		0.51		0.68		0.21		0.3		0.024		0.064		0.058		0.012		0.04		0.031		0.086		0.035		0.065		0.035		0.052		0.051		0.034		0.032		0.0099		0.037		0.037		0.054		0.03		0.068		0.055		0.095		0.025		0.027		0.041		0.1																				0.061		0.2		0.077		0.36		0.04		0.52						0.012		0.0015

		2.4		02R001		LWG0102R001SDS015C00								0.11		0.21		0.096		0.14		0.45		0.56		0.27		0.2		0.2		0.28						0.56		0.75		0.42		0.62				0.47		0.2		0.053		0.18		0.12		0.34		0.11		0.2		0.19		0.29		0.16		0.25		0.23		0.11		0.42		0.068		0.097		0.22		0.5		0.28		0.49		0.11		1.1		1.8		4.3

		2.4		G023-1		LW2-G023								0.085		0.17		0.034		0.048		0.27		0.33		0.14		0.11		0.055		0.078		0.035		0.076		0.45		0.61		0.17		0.24		0.0095		0.018		0.061		0.0066		0.023		0.027		0.074		0.04		0.075		0.033		0.049		0.047		0.024		0.023		0.0028		0.01						0.012		0.028		0.044		0.077		0.021																		0.1		0.36						0.015		0.051		0.0094		0.044		0.0055		0.072		0.036		0.071		0.0019		0.00024

		2.4		G023-2		LW2-G023-2								0.085		0.16		0.043		0.061		0.25		0.31		0.14		0.1		0.054		0.076		0.028		0.062		0.42		0.56		0.15		0.21		0.0042		0.009		0.012		0.0012		0.004		0.0053		0.015		0.0083		0.015		0.005		0.0074		0.0081		0.0036		0.0034		0.00088		0.0033						0.0032		0.0074		0.0072		0.013		0.0038																														0.012		0.057		0.0018		0.024						0.00096		0.00012

		2.4		G024		LW2-G024		1				0.33		0.12		0.23		0.079		0.11		0.41		0.51		0.31		0.24		0.13		0.18		0.075		0.16		0.62		0.83		0.3		0.44		0.27		1.1		0.094		0.086		0.3		0.095		0.26		0.097		0.18		0.12		0.19		0.14		0.15		0.14		0.091		0.34		0.16		0.22		0.31		0.7		0.24		0.41		0.1				0.15		0.36																				0.17		0.56		0.089		0.41		0.097		1.3		0.042		0.084		0.024		0.0031

		2.4		G025		LW2-G025		0.21				0.1		0.082		0.16		0.039		0.055		2		2.5		0.14		0.11		0.11		0.15		0.019		0.041		0.44		0.59		0.63		0.91		0.039		0.15		0.086		0.03		0.1		0.095		0.26		0.083		0.15		0.16		0.24		0.14		0.26		0.25		0.032		0.12		0.029		0.041		0.15		0.33		0.3		0.53		0.096				0.74		1.8																				0.083		0.27		0.067		0.31		0.13		1.7		0.057		0.11		0.023		0.0029

		2.4		G026		LW2-G026		1				0.39		0.12		0.23		0.087		0.12		0.35		0.44		0.3		0.23		0.13		0.18		0.078		0.17		0.58		0.79		0.29		0.43		0.016		0.038		0.035		0.0098		0.034		0.024		0.065		0.027		0.05		0.043		0.065		0.045		0.026		0.025		0.008		0.03		0.016		0.023		0.02		0.045		0.041		0.072		0.019				0.095		0.23				0.0035		0.033														0.048		0.16		0.08		0.37		0.003		0.04		0.019		0.038		0.007		0.0009

		2.4		G605		LW3-G605		0.74				0.39		0.11		0.22		0.053		0.075		0.27		0.34		0.25		0.19		0.078		0.11		0.072		0.16		0.44		0.59		0.22		0.32		0.016		0.037		0.03		0.011		0.04		0.029		0.078		0.027		0.05		0.036		0.055		0.035		0.027		0.025		0.0069		0.026		0.018		0.025		0.026		0.058		0.043		0.074		0.019		0.019		0.027		0.065																				0.068		0.22		0.08		0.37		0.029		0.38		0.056		0.11		0.011		0.0014

		2.5		B003		LW2-B003								0.077		0.15		0.034		0.048		0.22		0.27		0.13		0.1		0.058		0.081		0.022		0.047		0.45		0.61		0.16		0.23		0.041		0.36		0.31		0.034		0.12		0.2		0.55		0.25		0.46		0.22		0.32		0.24		0.2		0.19		0.012		0.045		0.041		0.059		0.084		0.19		0.37		0.64		0.14																										0.079		0.26		0.0073		0.034		0.016		0.21						0.0059		0.00076

		2.5		D2		LW2-D2								0.1		0.2		0.039		0.056		0.25		0.31		0.15		0.11		0.084		0.12		0.038		0.082		0.46		0.62		0.19		0.27				0.052		0.1		0.011		0.038		0.057		0.16		0.069		0.13		0.058		0.087		0.081		0.04		0.038		0.0054		0.02						0.026		0.06		0.072		0.13		0.036		0.027		0.025		0.061																				0.053		0.17		0.027		0.13		0.0058		0.076		0.013		0.026		0.0047		0.00061

		2.5		G027		LW2-G027		0.2						0.082		0.16		0.029		0.041		0.25		0.3		0.12		0.093		0.06		0.085		0.028		0.062		0.52		0.7		0.18		0.27		0.0065		0.0097		0.013		0.0025		0.0086		0.012		0.034		0.013		0.024		0.013		0.02		0.024		0.0072		0.0068		0.0013		0.0048						0.0047		0.011		0.012		0.021		0.007				0.18		0.43																				0.042		0.14		0.033		0.15		0.017		0.23		0.018		0.036		0.0058		0.00074

		2.5		G028		LW2-G028								0.11		0.22		0.067		0.094		0.32		0.39		0.29		0.22		0.13		0.18		0.075		0.16		0.53		0.72		0.25		0.36		0.015		0.079		0.055		0.0098		0.034		0.032		0.088		0.033		0.061		0.039		0.058		0.043		0.03		0.028		0.0093		0.035						0.028		0.064		0.049		0.085		0.022				0.15		0.36																				0.15		0.5		0.27		1.3		0.01		0.13		0.15		0.3		0.023		0.003

		2.5		G029		LW2-G029								0.15		0.29		0.23		0.33		0.29		0.36		0.24		0.18		0.16		0.22		0.13		0.29		0.5		0.68		0.36		0.52		0.44		2.4		0.51		0.077		0.27		0.18		0.49		0.3		0.55		0.19		0.28		0.37		0.3		0.29		0.21		0.76		0.29		0.41		0.66		1.5		0.55		0.96		0.22				0.011		0.026				0.005		0.046						0.034		0.12						0.68		2.2		0.22		1		0.055		0.73		0.066		0.13		0.051		0.0065

		2.5		G606		LW3-G606		0.65				0.36		0.11		0.21		0.05		0.07		0.27		0.34		0.22		0.17		0.071		0.1		0.059		0.13		0.45		0.61		0.2		0.29		0.03		0.087		0.064		0.02		0.069		0.063		0.17		0.063		0.12		0.064		0.095		0.062		0.045		0.042		0.011		0.04		0.03		0.043		0.04		0.091		0.086		0.15		0.037		0.01		0.025		0.061																				0.05		0.16		0.058		0.27						0.068		0.13		0.0065		0.00083

		2.6		B006		LW2-B006								0.076		0.15		0.021		0.029		0.13		0.16		0.077		0.058		0.04		0.056		0.0075		0.016		0.35		0.47		0.19		0.27		0.0025		0.0027		0.0059		0.0008		0.0028		0.0017		0.0047		0.0009		0.0017		0.0012		0.0019				0.0017		0.0016		0.00062		0.0023						0.002		0.0045		0.0028		0.0049		0.0011				0.031		0.076																												0.0052		0.069						0.00072		0.000092

		2.6		G030		LW2-G030								0.11		0.22		0.072		0.1		0.3		0.37		0.3		0.22		0.11		0.16		0.075		0.16		0.51		0.69		0.26		0.38		0.016		0.042		0.03		0.0077		0.027		0.024		0.065		0.025		0.046		0.031		0.046		0.036		0.019		0.018		0.0058		0.022						0.018		0.041		0.035		0.061		0.016										0.0062		0.058														0.13		0.43		0.11		0.52		0.027		0.35		0.11		0.23		0.015		0.002

		2.6		G031		LW2-G031								0.14		0.27		0.077		0.11		0.33		0.41		0.25		0.19		0.13		0.18		0.069		0.15		0.48		0.64		0.26		0.37		0.01		0.038		0.04		0.011		0.039		0.027		0.073		0.027		0.05		0.069		0.1		0.044		0.031		0.03		0.0063		0.024						0.02		0.045		0.049		0.086		0.022				0.12		0.3																				0.082		0.27		0.12		0.56		0.0027		0.036		0.03		0.058		0.011		0.0014

		2.6		G607		LW3-G607		0.71				0.37		0.11		0.21		0.059		0.084		0.26		0.33		0.25		0.19		0.086		0.12		0.062		0.14		0.45		0.61		0.22		0.32		0.024		0.075		0.049		0.018		0.061		0.042		0.11		0.043		0.079		0.047		0.07		0.051		0.045		0.042		0.011		0.04		0.027		0.038		0.042		0.095		0.072		0.13		0.03		0.016		0.037		0.09																				0.05		0.16		0.067		0.31						0.047		0.093		0.0072		0.00092

		2.6		G608		LW3-G608		0.98				0.43		0.15		0.29		0.072		0.1		0.32		0.39		0.3		0.23		0.1		0.14		0.075		0.16		0.53		0.72		0.24		0.35		0.18		1.5		0.1		0.11		0.36		0.27		0.73		0.13		0.24		0.27		0.41		0.14		0.58		0.55		0.22		0.83		0.071		0.1		0.49		1.1		0.66		1.1		0.21		0.035		0.05		0.12				0.0086		0.079														0.061		0.2		0.086		0.4		0.021		0.27		0.068		0.13		0.01		0.0013

		2.7		G032		LW2-G032								0.12		0.23		0.074		0.1		0.28		0.34		0.29		0.22		0.11		0.16		0.085		0.19		0.47		0.64		0.26		0.37		0.023		0.28		0.078		0.03		0.1		0.078		0.21		0.052		0.096		0.16		0.24		0.067		0.37		0.35		0.065		0.24						0.54		1.2		0.34		0.58		0.12				0.071		0.17				0.0051		0.047														0.056		0.18		0.14		0.64		0.024		0.31		0.14		0.28		0.013		0.0017

		2.7		G033		LW2-G033		0.67				0.24		0.13		0.25		0.053		0.075		0.32		0.39		0.23		0.17		0.1		0.15		0.047		0.1		0.56		0.76		0.27		0.39		0.028		4		0.037		0.0096		0.033		0.044		0.12		0.041		0.077		0.057		0.086		0.07		0.058		0.055		0.011		0.042		0.02		0.028		0.03		0.068		0.079		0.14		0.048				0.08		0.19																				0.074		0.24		0.047		0.22		0.0056		0.074		0.011		0.021		0.0068		0.00087

		2.7		G034		LW2-G034		0.32						0.12		0.23		0.028		0.039		0.21		0.26		0.15		0.12		0.14		0.19		0.028		0.062		0.47		0.64		0.26		0.38		0.006		0.0096		0.023		0.007		0.024		0.051		0.14		0.033		0.061		0.037		0.056		0.047		0.026		0.025		0.0012		0.0044		0.0057		0.0082		0.0067		0.015		0.049		0.086		0.019				0.068		0.17				0.005		0.046														0.1		0.34		0.093		0.43		0.41		5.5		0.082		0.16		0.056		0.0072

		2.7		G035		LW2-G035		1.5				0.39		0.13		0.25		0.079		0.11		0.42		0.52		0.3		0.22		0.12		0.17		0.066		0.14		0.59		0.79		0.29		0.43		0.06		0.17		0.06		0.02		0.069		0.067		0.18		0.06		0.11		0.093		0.14		0.12		0.085		0.081		0.026		0.097		0.03		0.043		0.079		0.18		0.11		0.19		0.048				0.12		0.3																				0.1		0.33		0.15		0.68		0.014		0.18		0.063		0.12		0.014		0.0018

		2.7		G036		LW2-G036								0.11		0.22		0.062		0.088		0.32		0.4		0.3		0.23		0.1		0.14		0.057		0.12		0.56		0.75		0.25		0.36		0.019		0.088		0.059		0.017		0.057		0.042		0.11		0.048		0.088		0.045		0.067		0.058		0.035		0.034		0.0093		0.035						0.037		0.083		0.066		0.11		0.029				0.021		0.051				0.007		0.065														0.095		0.31		0.09		0.42		0.019		0.25		0.08		0.16		0.012		0.0015

		2.7		G037		LW2-G037								0.088		0.17		0.018		0.025		0.14		0.17		0.096		0.073		0.039		0.055		0.019		0.041		0.32		0.44		0.15		0.22		0.0046		0.0055		0.021		0.0037		0.013		0.01		0.029		0.012		0.023		0.012		0.019		0.015		0.009		0.0085		0.0013		0.0048						0.0094		0.021		0.018		0.032		0.0075																										0.0082		0.027		0.0061		0.028		0.0088		0.12		0.066		0.13		0.0017		0.00022

		2.7		G038		LW2-G038		0.4				0.15		0.1		0.2		0.037		0.053		0.27		0.34		0.13		0.095		0.084		0.12		0.021		0.045		0.46		0.62		0.27		0.4		0.026		0.52		0.025		0.015		0.053		0.024		0.065		0.021		0.038		0.036		0.055		0.039		0.037		0.035		0.0088		0.033		0.039		0.056		0.094		0.21		0.048		0.083		0.026		0.11		0.25		0.61																				0.043		0.14		0.036		0.17										0.0046		0.00059

		2.8		B005		LW2-B005								0.099		0.19		0.024		0.034		0.18		0.22		0.097		0.073		0.093		0.13		0.04		0.086		0.48		0.65		0.17		0.25		0.018		0.026		0.13		0.012		0.041		0.073		0.2		0.1		0.19		0.078		0.12		0.11		0.044		0.042		0.0043		0.016		0.02		0.028		0.018		0.041		0.11		0.18		0.048																										0.036		0.12		0.0051		0.024		0.015		0.19						0.0037		0.00047

		2.8		G039		LW2-G039								0.11		0.22		0.066		0.093		0.34		0.42		0.31		0.24		0.11		0.15		0.057		0.12		0.56		0.76		0.26		0.38		0.015		0.037		0.04		0.012		0.041		0.037		0.1		0.035		0.065		0.047		0.071		0.047		0.026		0.025		0.006		0.022						0.021		0.049		0.046		0.08		0.022				0.034		0.083				0.0042		0.039						0.7		2.5						0.081		0.27		0.089		0.41		0.022		0.29		0.097		0.19		0.011		0.0014

		2.8		G040		LW2-G040								0.31		0.59		0.028		0.039		0.13		0.16		0.09		0.068		0.14		0.19		0.019		0.041		0.3		0.41		0.17		0.25		0.019		0.035		0.052		0.0078		0.027		0.024		0.065		0.031		0.058		0.031		0.046		0.04		0.015		0.014		0.0043		0.016		0.02		0.028		0.018		0.041		0.026		0.046		0.017				0.033		0.079																				0.023		0.076		0.0093		0.043		0.0099		0.13		0.012		0.023		0.0027		0.00035

		2.8		G041		LW2-G041								0.13		0.25		0.15		0.21		0.27		0.34		0.24		0.18		0.14		0.2		0.12		0.27		0.52		0.7		0.33		0.49		0.38		1.3		0.86		0.11		0.38		0.41		1.1		0.51		0.95		0.4		0.59		0.6		0.38		0.36		0.21		0.76		0.25		0.36		0.85		1.9		0.79		1.4		0.33				0.031		0.076				0.0029		0.027						0.49		1.8						0.19		0.61		0.16		0.74		0.025		0.33		0.043		0.084		0.021		0.0027

		2.8		G609		LW3-G609		29				1.5		0.15		0.3		0.21		0.3		0.3		0.37		0.27		0.2		0.27		0.37		0.23		0.51		0.48		0.65		0.41		0.59		2.7		130		8.6		17		57		9.5		26		5.4		10		8.5		13		5.7		13		12		19		69		1.2		1.8		74		170		26		45		11		0.29		0.25		0.61												2		7.2						0.71		2.4										1		2		0.086		0.011

		2.8		WR-PG-03		WLCDRD05PG003		0.82				0.38		0.12		0.23		0.067		0.095		0.23		0.28		0.24		0.18		0.11		0.16		0.075		0.16		0.44		0.59		0.2		0.29		0.022		0.045		0.034		0.008		0.028		0.02		0.055		0.023		0.042		0.025		0.037		0.036		0.023		0.022		0.0073		0.027						0.02		0.045		0.035		0.061		0.016		0.026		0.041		0.1																				0.079		0.26		0.077		0.36		0.035		0.46		0.08		0.16		0.012		0.0015

		2.9		BT003		LW2-GBT003		0.41				0.13		0.13		0.26		0.02		0.028		0.19		0.23		0.12		0.091		0.057		0.08		0.031		0.068		0.4		0.53		0.17		0.25		0.041		0.27		0.29		0.059		0.2		0.21		0.57		0.28		0.52		0.21		0.31		0.28		0.13		0.12		0.032		0.12		0.032		0.046		0.13		0.29		0.26		0.45		0.13				0.014		0.034				0.0012		0.011		0.0000096		0.000032		0.00094		0.0034		0.00036		0.0021		0.16		0.54		0.024		0.11		0.0066		0.087		0.018		0.036		0.01		0.0013

		2.9		G042		LW2-G042								0.1		0.2		0.057		0.081		0.31		0.38		0.28		0.21		0.1		0.15		0.047		0.1		0.55		0.74		0.24		0.34		0.03		0.046		0.027		0.0069		0.024		0.026		0.07		0.026		0.047		0.027		0.041		0.034		0.018		0.017		0.0073		0.027		0.037		0.054		0.017		0.039		0.031		0.054		0.016				0.028		0.069				0.0056		0.052														0.11		0.38		0.086		0.4		0.048		0.63		0.08		0.16		0.016		0.002

		2.9		G043		LW2-G043								0.12		0.24		0.081		0.11		0.31		0.38		0.29		0.22		0.12		0.17		0.091		0.2		0.53		0.72		0.25		0.37		0.055		0.11		0.063		0.017		0.057		0.042		0.11		0.042		0.078		0.057		0.086		0.064		0.058		0.055		0.018		0.069		0.046		0.066		0.052		0.12		0.079		0.14		0.035				0.028		0.069												0.14		0.51						0.1		0.34		0.061		0.28		0.0082		0.11		0.075		0.15		0.0093		0.0012

		2.9		G045		LW2-G045								0.2		0.38		0.027		0.037		0.21		0.25		0.14		0.1		0.24		0.33		0.057		0.12		0.43		0.58		0.22		0.32		0.028		0.037		0.32		0.028		0.098		0.16		0.44		0.24		0.45		0.16		0.24		0.24		0.094		0.089		0.0062		0.023		0.03		0.043		0.032		0.074		0.21		0.37		0.11										0.0031		0.028		0.00086		0.0029										0.066		0.22		0.023		0.11		0.015		0.2						0.0062		0.0008

		2.9		G047		LW2-G047								0.12		0.24		0.022		0.031		0.14		0.17		0.091		0.069		0.061		0.086		0.019		0.041		0.35		0.47		0.17		0.25		0.029		0.13		0.48		0.062		0.21		0.27		0.73		0.31		0.58		0.26		0.39		0.32		0.17		0.16		0.019		0.069		0.03		0.043		0.08		0.18		0.35		0.61		0.15										0.0057		0.053		0.0042		0.014										0.081		0.27		0.015		0.068		0.0096		0.13						0.0058		0.00075

		2.9		G048		LW2-G048								0.1		0.19		0.018		0.025		0.12		0.14		0.082		0.062		0.052		0.072		0.019		0.041		0.32		0.43		0.15		0.21		0.018		0.016		0.077		0.0072		0.025		0.029		0.078		0.045		0.083		0.029		0.043		0.05		0.0099		0.0093		0.0022		0.0083						0.0079		0.018		0.024		0.042		0.018																		0.13		0.49						0.061		0.2		0.01		0.047		0.01		0.13						0.0045		0.00058

		2.9		MG008		LW3-MG008		0.11				0.038		0.07		0.14		0.025		0.035		0.13		0.17		0.1		0.078		0.05		0.07		0.018		0.039		0.35		0.47		0.15		0.21		0.013		0.056		0.078		0.014		0.049		0.1		0.29		0.11		0.2		0.078		0.12		0.1		0.058		0.055		0.0058		0.022		0.016		0.023		0.029		0.066		0.099		0.17		0.053										0.0007		0.0064														0.043		0.14		0.008		0.037		0.0097		0.13		0.0097		0.019		0.0037		0.00047

		2.9		MG009		LW3-MG009		17				0.47		0.11		0.21		0.037		0.052		0.18		0.22		0.15		0.11		0.077		0.11		0.048		0.1		0.39		0.53		0.22		0.32		0.3		0.25		0.21		0.12		0.4		0.18		0.49		0.2		0.37		0.25		0.37		0.22		0.26		0.25		0.034		0.13		0.13		0.19		0.16		0.37		0.39		0.69		0.15		0.019		0.024		0.058																				0.11		0.35		0.07		0.33		0.014		0.19		0.18		0.35		0.011		0.0014

		2.9		MG010		LW3-MG010		0.092				0.016		0.11		0.2						0.081		0.1		0.029		0.022		0.017		0.024		0.0066		0.014		0.098		0.13		0.11		0.17		0.006		0.019		0.062		0.0072		0.025		0.045		0.12		0.061		0.11		0.049		0.073		0.064		0.03		0.028		0.0052		0.019		0.008		0.012		0.063		0.14		0.062		0.11		0.031																										0.0089		0.029										0.01		0.02		0.00079		0.0001

		2.9		WR-PG-04		WLCDRD05PG004		0.76				0.26		0.12		0.23		0.073		0.1		0.22		0.27		0.21		0.16		0.11		0.15		0.065		0.14		0.49		0.66		0.21		0.3		0.049		0.39		0.86		0.072		0.25		0.52		1.4		0.67		1.2		0.53		0.8		0.96		0.27		0.26		0.028		0.1		0.062		0.09		0.085		0.19		0.47		0.81		0.3		0.062		0.07		0.17																				0.096		0.32		0.077		0.36		0.084		1.1						0.017		0.0022

		3		B007		LW2-B007								0.083		0.16		0.13		0.18		0.19		0.24		0.11		0.082		0.043		0.061		0.02		0.043		0.44		0.6		0.13		0.19		0.0095		0.052		0.071		0.01		0.035		0.035		0.096		0.041		0.075		0.035		0.052		0.041		0.018		0.017		0.0049		0.018						0.019		0.043		0.04		0.07		0.021																										0.044		0.14		0.013		0.062		0.0075		0.099						0.0037		0.00047

		3		G044-1		LW2-G044								0.12		0.23		0.07		0.099		0.32		0.4		0.28		0.21		0.12		0.17		0.08		0.17		0.56		0.75		0.24		0.35		0.064		0.1		0.085		0.053		0.18		0.099		0.27		0.076		0.14		0.13		0.19		0.11		0.061		0.057		0.02		0.073		0.045		0.065		0.051		0.12		0.086		0.15		0.053				0.036		0.087																				0.092		0.3		0.085		0.39		0.015		0.19		0.055		0.11		0.011		0.0014

		3		G044-2		LW2-G044-2								0.12		0.23		0.071		0.1		0.28		0.35		0.27		0.21		0.12		0.17		0.076		0.17		0.5		0.67		0.24		0.35		0.065		0.073		0.14		0.045		0.16		0.07		0.19		0.062		0.12		0.12		0.19		0.13		0.058		0.055		0.018		0.065		0.037		0.054		0.045		0.1		0.066		0.11		0.044				0.04		0.097																				0.079		0.26		0.073		0.34										0.008		0.001

		3		G046		LW2-G046								0.13		0.24		0.075		0.11		0.36		0.44		0.3		0.23		0.13		0.18		0.067		0.15		0.54		0.73		0.28		0.4		0.026		0.088		0.051		0.017		0.057		0.033		0.091		0.033		0.061		0.053		0.08		0.056		0.039		0.037		0.014		0.051		0.023		0.033		0.037		0.083		0.055		0.095		0.026				0.043		0.1												0.057		0.21						0.036		0.12		0.085		0.39						0.032		0.063		0.0065		0.00083

		3		G049		LW2-G049								0.091		0.18		0.018		0.025		0.11		0.14		0.074		0.056		0.051		0.072		0.038		0.082		0.34		0.46		0.15		0.22		0.006		0.01		0.073		0.0057		0.02		0.03		0.081		0.049		0.091		0.031		0.046		0.05		0.014		0.013		0.0018		0.0066						0.0071		0.016		0.032		0.055		0.02																										0.024		0.079		0.0056		0.026		0.0074		0.097						0.0023		0.00029

		3.1		03R001		LWG0103R001SDS015C00								0.12		0.24		0.014		0.02		0.17		0.21		0.15		0.11		0.055		0.077						0.39		0.53		0.16		0.23												0.19		0.52		0.052		0.097		0.22		0.34		0.14		0.31		0.29										0.06		0.14		0.39		0.69		0.11																										0.032		0.11		0.064		0.3										0.0058		0.00074

		3.1		03R041		LWG0103R041SDS015C00								0.1		0.19		0.072		0.1		0.32		0.39		0.31		0.23		0.13		0.18						0.53		0.72		0.24		0.36				0.45		0.16		0.04		0.14		0.09		0.24		0.09		0.17		0.1		0.15		0.16		0.094		0.089		0.039		0.15		0.039		0.056		0.085		0.19		0.16		0.27		0.061		0.032		0.05		0.12																				0.089		0.29		0.12		0.58		0.16		2.1						0.028		0.0036

		3.1		G050		LW2-G050								0.11		0.21		0.055		0.077		0.24		0.3		0.21		0.16		0.11		0.15		0.071		0.15		0.49		0.66		0.23		0.33		0.07		0.31		0.1		0.036		0.12		0.092		0.25		0.1		0.19		0.11		0.16		0.15		0.12		0.11		0.047		0.17		0.039		0.056		0.12		0.27		0.15		0.26		0.07																		0.29		1.1						0.13		0.41		0.11		0.5		0.0073		0.096		0.053		0.1		0.013		0.0017

		3.1		G051		LW2-G051								0.11		0.22		0.07		0.099		0.32		0.39		0.28		0.21		0.12		0.16		0.068		0.15		0.57		0.77		0.26		0.38		0.023		0.049		0.041		0.011		0.039		0.031		0.086		0.035		0.065		0.043		0.065		0.052		0.025		0.024		0.0076		0.028						0.022		0.05		0.043		0.075		0.021				0.04		0.097				0.0032		0.029														0.089		0.29		0.087		0.4		0.011		0.15		0.023		0.044		0.01		0.0013

		3.1		G052		LW2-G052								0.084		0.16		0.027		0.038		0.14		0.18		0.09		0.068		0.046		0.064		0.023		0.049		0.37		0.5		0.15		0.21		0.018		0.06		0.23		0.021		0.073		0.11		0.31		0.16		0.29		0.12		0.17		0.17		0.054		0.051		0.0071		0.026		0.027		0.038		0.025		0.056		0.13		0.23		0.07																										0.072		0.24		0.018		0.084		0.0083		0.11						0.0054		0.0007

		3.1		G054		LW2-G054								0.098		0.19		0.027		0.037		0.24		0.29		0.13		0.098		0.065		0.091		0.031		0.068		0.46		0.62		0.16		0.23		0.035		0.047		0.18		0.017		0.057		0.073		0.2		0.1		0.19		0.068		0.1		0.13		0.041		0.039		0.0071		0.026		0.043		0.061		0.033		0.076		0.072		0.13		0.048				0.01		0.025																				0.041		0.14		0.008		0.037		0.0037		0.049		0.0074		0.015		0.0029		0.00037

		3.2		03R040		LWG0103R040SDS015C00								0.082		0.16		0.048		0.068		0.27		0.33		0.23		0.18		0.11		0.15		0.12		0.27		0.49		0.67		0.23		0.34		0.95		2.2		1.3		0.3		1		0.8		2.2		0.83		1.5		0.78		1.2		0.63		0.67		0.64		0.32		1.2		0.64		0.92		0.94		2.1		1.1		1.8		0.53																										0.68		2.2						1.4		19						0.21		0.027

		3.2		BT004		LW2-GBT004		0.1						0.16		0.3		0.015		0.022		0.19		0.24		0.11		0.086		0.051		0.071		0.021		0.045		0.45		0.61		0.17		0.25		0.0075		0.17		0.043		0.046		0.16		0.35		0.96		0.19		0.35		0.48		0.72		0.18		0.067		0.064		0.022		0.083						0.032		0.072		0.16		0.29		0.11										0.00013		0.0013														0.0057		0.019		0.0036		0.017		0.0012		0.016		0.0036		0.0071		0.00061		0.000079

		3.2		G053		LW2-G053								0.12		0.24		0.014		0.02		0.098		0.12		0.071		0.054		0.047		0.066		0.014		0.031		0.28		0.38		0.11		0.16		0.0031				0.0039		0.00041		0.0014		0.0019		0.0052		0.0012		0.0022		0.0016		0.0023		0.0041		0.0011		0.0011										0.0012		0.0027		0.0022		0.0039		0.00096				0.033		0.079																				0.0024		0.0079														0.00023		0.000029

		3.2		G055		LW2-G055								0.11		0.21		0.061		0.086		0.24		0.3		0.21		0.16		0.11		0.16		0.05		0.11		0.49		0.66		0.24		0.35		0.0095		0.037		0.027		0.0078		0.027		0.018		0.049		0.017		0.032		0.049		0.073		0.027		0.019		0.018		0.0039		0.015						0.021		0.047		0.03		0.051		0.015				0.031		0.076																				0.055		0.18		0.056		0.26		0.0069		0.091		0.013		0.025		0.0065		0.00083

		3.2		G056		LW2-G056								0.095		0.18		0.043		0.061		0.19		0.24		0.15		0.11		0.069		0.097		0.033		0.072		0.46		0.62		0.18		0.27		0.26		0.45		0.28		0.045		0.16		0.15		0.42		0.19		0.36		0.16		0.23		0.21		0.13		0.12		0.05		0.19		0.55		0.79		0.13		0.29		0.21		0.37		0.12										0.0026		0.024						0.56		2		0.068		0.4		0.1		0.34		0.054		0.25		0.015		0.2		0.063		0.12		0.0097		0.0012

		3.3		03B030		LWG0103B030SDS015C00								0.058		0.11		0.008		0.011		0.13		0.16		0.097		0.073		0.054		0.076						0.33		0.44		0.12		0.18												0.0059		0.016		0.0054		0.01		0.0071		0.011																								0.0075

		3.3		03B031		LWG0103B031SDS015C00								0.097		0.19		0.014		0.02		0.22		0.27		0.15		0.12		0.088		0.12						0.47		0.64		0.16		0.23												0.036		0.099		0.037		0.068		0.04		0.059		0.089		0.025		0.024										0.022		0.05		0.055		0.095		0.024				0.03		0.072

		3.3		B008		LW2-B008								0.078		0.15		0.015		0.022		0.11		0.14		0.081		0.061		0.077		0.11		0.0085		0.019		0.31		0.42		0.14		0.2		0.0039				0.0078		0.00066		0.0023		0.0018		0.0049		0.0019		0.0036		0.0019		0.0028		0.0046		0.0019		0.0018										0.0015		0.0033		0.0039		0.0069		0.0016				0.012		0.029								0.004		0.013										0.021		0.069						0.0041		0.054						0.0015		0.0002

		3.3		C060		LW2-C060								0.12		0.24						0.23		0.29		0.16		0.12		0.087		0.12						0.47		0.64		0.18		0.26		0.019		0.066		0.21		0.018		0.061		0.13		0.36		0.21		0.38		0.15		0.22		0.2		0.085		0.081		0.0063		0.024		0.032		0.046		0.044		0.099		0.18		0.31		0.092		0.012		0.019		0.047												0.034		0.12		0.016		0.091		0.11		0.35		0.018		0.083		0.0084		0.11		0.026		0.051		0.0072		0.00092

		3.3		G057		LW2-G057								0.1		0.19		0.062		0.087		0.23		0.28		0.2		0.15		0.11		0.15		0.058		0.13		0.45		0.61		0.22		0.32		0.11		0.63		0.35		0.08		0.28		0.25		0.68		0.24		0.45		0.38		0.57		0.27		0.24		0.23		0.05		0.19		0.1		0.15		0.18		0.41		0.34		0.58		0.17				0.041		0.1												0.11		0.41						0.096		0.32		0.055		0.25		0.0052		0.069		0.041		0.082		0.0084		0.0011

		3.3		G058		LW2-G058								0.084		0.16		0.054		0.076		0.22		0.27		0.18		0.14		0.1		0.15		0.04		0.086		0.45		0.61		0.23		0.33		0.018		0.029		0.029		0.0071		0.024		0.016		0.044		0.014		0.027		0.019		0.028		0.022		0.012		0.011		0.0056		0.021		0.016		0.023		0.015		0.033		0.025		0.043		0.011				0.036		0.087																				0.039		0.13		0.051		0.24		0.0061		0.081		0.019		0.038		0.0054		0.0007

		3.3		G060		LW2-G060		0.49						0.073		0.14		0.024		0.033		0.27		0.33		0.14		0.11		0.085		0.12		0.18		0.4		0.53		0.71		0.18		0.26		0.1		0.21		0.23		0.039		0.13		0.16		0.44		0.22		0.41		0.17		0.26		0.24		0.17		0.17		0.028		0.1		0.1		0.15		0.14		0.31		0.33		0.57		0.13														0.0033		0.011										0.11		0.38						0.017		0.22		0.018		0.035		0.0075		0.00097

		3.3		G611		LW3-G611		0.87				0.32		0.11		0.21		0.059		0.083		0.24		0.3		0.23		0.17		0.094		0.13		0.062		0.14		0.42		0.57		0.21		0.3		0.05		1.3		0.094		0.066		0.23		0.3		0.81		0.29		0.54		0.24		0.36		0.43		0.19		0.18		0.084		0.31		0.048		0.069		0.29		0.66		0.28		0.48		0.17		0.025		0.043		0.1																				0.19		0.63		0.096		0.44		0.065		0.86		0.068		0.13		0.023		0.0029

		3.3		G6121		LW3-G612-1		1				0.3		0.12		0.24		0.062		0.087		0.23		0.28		0.24		0.18		0.11		0.15		0.076		0.17		0.46		0.62		0.28		0.41		0.055		0.18		0.059		0.027		0.094		0.079		0.22		0.076		0.14		0.1		0.15		0.11		0.099		0.093		0.03		0.11		0.039		0.056		0.085		0.19		0.13		0.23		0.057		0.038		0.038		0.094																				0.089		0.29		0.058		0.27		0.041		0.55		0.042		0.083		0.012		0.0016

		3.3		G6122		LW3-G612-2		0.66				0.23		0.11		0.2		0.057		0.081		0.2		0.24		0.2		0.15		0.094		0.13		0.054		0.12		0.39		0.53		0.25		0.37		0.065		0.13		0.063		0.03		0.1		0.075		0.21		0.069		0.13		0.085		0.13		0.089		0.081		0.076		0.021		0.076		0.043		0.061		0.074		0.17		0.11		0.19		0.048				0.022		0.054				0.0024		0.022														0.071		0.24		0.051		0.24		0.046		0.61		0.028		0.056		0.011		0.0015

		3.3		SD001		WR-WSI98SD001								0.15		0.29		0.06		0.085		0.27		0.33		0.17		0.13		0.12		0.16		0.17		0.37		0.54		0.73		0.23		0.34		0.5		1		0.78		0.15		0.53		0.54		1.5		0.76		1.4		0.59		0.88		1.1		0.49		0.47		0.14		0.53		0.46		0.66		0.54		1.2		0.86		1.5		0.4																										0.21		0.68		0.051		0.24										0.015		0.0019

		3.3		SD002		WR-WSI98SD002								0.18		0.35		0.04		0.057		0.16		0.2		0.1		0.078		0.039		0.055						0.38		0.51		0.14		0.21																										0.0099		0.0093														0.026		0.046		0.0092

		3.3		SD003		WR-WSI98SD003								0.12		0.24		0.06		0.085		0.25		0.3		0.19		0.15		0.094		0.13		0.11		0.25		0.5		0.67		0.22		0.32		0.46		1.2		0.56		0.24		0.82		0.9		2.4		0.76		1.4		0.85		1.3		1		1.1		1.1		0.21		0.76		0.3		0.43		1.1		2.5		1.5		2.6		0.57

		3.4		03R002		LWG0103R002SDS015C00								0.12		0.24		0.042		0.059		0.29		0.36		0.28		0.21		0.13		0.18						0.53		0.72		0.22		0.32		1										0.15		0.42		0.19		0.36		0.18		0.27		0.44		0.14		0.14						0.37		0.54		0.21		0.47		0.29		0.5		0.14																										0.39		1.3		0.21		0.98		3.7		48						0.44		0.056

		3.4		03R003		LWG0103R003SDS015C10								0.12		0.23		0.018		0.025		0.2		0.25		0.14		0.1		0.09		0.13						0.44		0.6		0.16		0.24												0.069		0.19		0.076		0.14		0.12		0.17		0.19		0.081		0.076										0.07		0.16		0.16		0.29		0.066				0.03		0.072																				0.039		0.13		0.07		0.33		0.056		0.73						0.012		0.0015

		3.4		03R003		LWG0103R003SDS015C20								0.14		0.26		0.028		0.04		0.24		0.3		0.16		0.12		0.094		0.13						0.53		0.72		0.19		0.28						0.17		0.054		0.19		0.1		0.29		0.09		0.17		0.12		0.19		0.22		0.11		0.1										0.15		0.35		0.23		0.4		0.075		0.02		0.038		0.094																				0.039		0.13		0.061		0.28										0.0072		0.00092

		3.4		03R003		LWG0103R003SDS015C30								0.15		0.29		0.019		0.027		0.2		0.24		0.13		0.1		0.1		0.14						0.44		0.6		0.15		0.22												0.05		0.14		0.049		0.091		0.069		0.1		0.13		0.058		0.055										0.056		0.13		0.13		0.22		0.04				0.028		0.069																				0.043		0.14		0.035		0.16		0.048		0.63						0.0091		0.0012

		3.4		G059		LW2-G059								0.092		0.18		0.018		0.025		0.091		0.11		0.08		0.06		0.091		0.13		0.011		0.025		0.26		0.34		0.12		0.18		0.0038		0.039		0.02		0.0034		0.012		0.0086		0.023		0.009		0.017		0.01		0.015		0.012		0.013		0.012		0.0024		0.009						0.011		0.025		0.021		0.037		0.0075				0.013		0.032																				0.018		0.059		0.0067		0.031		0.0085		0.11		0.008		0.016		0.0021		0.00027

		3.4		G061		LW2-G061		1				0.31		0.11		0.21		0.06		0.084		0.24		0.29		0.23		0.17		0.12		0.17		0.24		0.52		0.49		0.66		0.24		0.35		0.035		0.28		0.064		0.024		0.082		0.08		0.22		0.065		0.12		0.12		0.17		0.12		0.099		0.093		0.032		0.12		0.025		0.036		0.082		0.19		0.11		0.18		0.053				0.027		0.065

		3.4		G062		LW2-G062		0.39				0.2		0.29		0.57		0.028		0.04		0.13		0.16		0.11		0.08		0.13		0.18		0.03		0.066		0.35		0.47		0.14		0.21		0.02		0.036		0.06		0.015		0.053		0.055		0.15		0.059		0.11		0.066		0.099		0.096		0.067		0.064		0.008		0.03		0.016		0.022		0.038		0.085		0.092		0.16		0.04				0.019		0.047								0.00027		0.00088										0.048		0.16		0.067		0.31		0.021		0.28		0.023		0.045		0.0084		0.0011

		3.4		G063		LW2-G063								0.11		0.22		0.058		0.082		0.33		0.41		0.27		0.2		0.11		0.15		0.066		0.14		0.56		0.76		0.24		0.34		0.019		0.063		0.066		0.013		0.045		0.052		0.14		0.068		0.13		0.056		0.084		0.081		0.041		0.039		0.0071		0.026		0.021		0.031		0.034		0.078		0.072		0.13		0.036				0.024		0.058																				0.078		0.26		0.058		0.27		0.021		0.27		0.021		0.042		0.0093		0.0012

		3.4		G064		LW2-G064		0.39						0.097		0.19		0.028		0.039		0.24		0.29		0.15		0.11		0.08		0.11						0.49		0.67		0.16		0.23		0.13		0.26		0.43		0.071		0.24		0.31		0.86		0.44		0.82		0.3		0.45		0.5		0.26		0.25		0.041		0.15		0.13		0.19		0.22		0.5		0.45		0.79		0.22										0.021		0.2														0.43		1.4		0.067		0.31		0.072		0.96		0.021		0.042		0.033		0.0043

		3.4		G066		LW2-G066		1.3				0.41		0.11		0.22		0.05		0.07		0.27		0.33		0.23		0.17		0.11		0.15		0.074		0.16		0.51		0.69		0.22		0.32		0.033		0.076		0.11		0.018		0.061		0.083		0.23		0.11		0.2		0.093		0.14		0.15		0.067		0.064		0.011		0.042		0.027		0.038		0.05		0.11		0.12		0.21		0.057				0.025		0.061				0.003		0.028														0.19		0.63		0.23		1.1		0.53		7		0.077		0.15		0.08		0.01

		3.4		G613		LW3-G613		0.68				0.31		0.11		0.21		0.065		0.091		0.25		0.31		0.26		0.2		0.12		0.17		0.063		0.14		0.49		0.66		0.25		0.37		0.016		0.039		0.026		0.011		0.037		0.032		0.088		0.032		0.059		0.033		0.05		0.045		0.027		0.026		0.0062		0.023		0.017		0.025		0.022		0.05		0.049		0.085		0.021				0.031		0.076																				0.046		0.15		0.051		0.24		0.041		0.55		0.044		0.088		0.0096		0.0012

		3.4		GCA03W		LW3-GCA03W								0.12		0.23		0.049		0.069		0.25		0.3		0.26		0.2		0.15		0.21		0.056		0.12		0.47		0.63		0.23		0.34		0.032		0.098		0.094		0.034		0.12		0.089		0.24		0.1		0.19		0.1		0.15		0.11		0.085		0.081		0.015		0.056		0.039		0.056		0.06		0.14		0.15		0.26		0.061		0.023		0.044		0.11				0.0029		0.027														0.11		0.36		0.058		0.27		0.025		0.34		0.063		0.12		0.011		0.0015

		3.4		SD004		WR-WSI98SD004								0.15		0.29		0.04		0.057		0.18		0.22		0.14		0.11		0.07		0.099		0.019		0.041		0.38		0.52		0.15		0.22								0.028		0.098		0.073		0.2		0.069		0.13		0.1		0.15				0.15		0.14										0.16		0.37		0.21		0.37		0.066																										0.039		0.13		0.027		0.12		0.016		0.21						0.0051		0.00065

		3.4		SD005		WR-WSI98SD005								0.18		0.35		0.08		0.11		0.29		0.36		0.25		0.19		0.13		0.18		0.066		0.14		0.56		0.76		0.25		0.36		0.37		1.7		0.49		0.13		0.45		0.46		1.2		0.54		1		0.48		0.72		0.74		0.49		0.47		0.19		0.69		0.32		0.46		0.52		1.2		0.86		1.5		0.33

		3.4		SD006		WR-WSI98SD006												0.08		0.11		0.35		0.43		0.31		0.23		0.094		0.13		0.075		0.16		0.62		0.83		0.23		0.34				0.24				0.037		0.13		0.082		0.22		0.076		0.14		0.093		0.14		0.2		0.09		0.085		0.041		0.15		0.052		0.074		0.1		0.23		0.11		0.19		0.057

		3.4		SD007		WR-WSI98SD007												0.06		0.085		0.35		0.43		0.29		0.22		0.07		0.099		0.047		0.1		0.6		0.81		0.2		0.3				0.24								0.05		0.14		0.041		0.075		0.056		0.084				0.072		0.068		0.049		0.18						0.085		0.19		0.079		0.14		0.037

		3.5		G065		LW2-G065								0.1		0.2		0.053		0.075		0.27		0.33		0.23		0.18		0.11		0.15		0.051		0.11		0.51		0.69		0.22		0.33		0.039		0.09		0.1		0.028		0.098		0.077		0.21		0.09		0.17		0.15		0.22		0.14		0.16		0.15		0.017		0.063		0.032		0.046		0.14		0.31		0.14		0.25		0.075				0.034		0.083																				0.072		0.24		0.1		0.46		0.083		1.1		0.024		0.047		0.018		0.0023

		3.5		G067		LW2-G067		0.85				0.28		0.089		0.17		0.11		0.15		0.25		0.31		0.22		0.17		0.15		0.2		0.057		0.12		0.51		0.69		0.22		0.33		0.21		0.79		0.047		0.031		0.11		0.065		0.18		0.052		0.097		0.073		0.11		0.089		0.13		0.13		0.14		0.53		0.034		0.049		0.22		0.5		0.14		0.24		0.066				0.055		0.13				0.0032		0.03						0.43		1.6						0.083		0.27		0.064		0.3		0.017		0.23		0.091		0.18		0.0096		0.0012

		3.5		G068		LW2-G068								0.1		0.2		0.066		0.093		0.26		0.33		0.26		0.2		0.13		0.18		0.067		0.15		0.51		0.69		0.26		0.38		0.09		0.34		0.15		0.063		0.22		0.091		0.25		0.076		0.14		0.1		0.15		0.16		0.099		0.093		0.067		0.25		0.037		0.054		0.1		0.23		0.11		0.18		0.066				0.04		0.097																				0.08		0.26		0.046		0.21		0.0076		0.1		0.048		0.094		0.0073		0.00094

		3.5		G069		LW2-G069								0.09		0.17		0.053		0.075		0.23		0.29		0.21		0.16		0.098		0.14		0.19		0.42		0.49		0.67		0.22		0.31		0.06		0.49		0.38		0.12		0.41		0.24		0.65		0.29		0.54		0.25		0.37		0.31		0.26		0.24		0.041		0.15		0.057		0.082		0.24		0.54		0.44		0.77		0.18				0.021		0.051				0.0032		0.03														0.083		0.27		0.053		0.24										0.0071		0.00091

		3.5		G070		LW2-G070								0.092		0.18		0.055		0.077		0.29		0.35		0.26		0.2		0.1		0.14		0.06		0.13		0.5		0.68		0.23		0.33		0.05		0.11		0.064		0.019		0.065		0.043		0.12		0.048		0.088		0.051		0.077		0.069		0.049		0.047		0.018		0.067		0.041		0.059		0.057		0.13		0.054		0.094		0.033				0.019		0.047				0.004		0.037														0.15		0.48		0.13		0.58		0.015		0.2		0.034		0.066		0.016		0.002

		3.5		G072		LW2-G072								0.16		0.31		0.05		0.071		0.32		0.39		0.28		0.21		0.1		0.14		0.051		0.11		0.55		0.74		0.23		0.33		0.015		0.049		0.045		0.0095		0.033		0.031		0.086		0.037		0.069		0.05		0.074		0.053		0.054		0.051		0.0062		0.023						0.034		0.078		0.072		0.13		0.029				0.021		0.051				0.0034		0.032						0.81		2.9						0.21		0.7		0.13		0.59		0.017		0.23		0.074		0.15		0.019		0.0025

		3.5		G614		LW3-G614		0.79				0.39		0.12		0.23		0.046		0.065		0.28		0.35		0.25		0.19		0.086		0.12		0.068		0.15		0.47		0.63		0.23		0.33		0.024		0.06		0.037		0.015		0.053		0.036		0.099		0.038		0.07		0.041		0.061		0.05		0.035		0.034		0.0086		0.032		0.025		0.036		0.031		0.07		0.086		0.15		0.027				0.33		0.79				0.0078		0.072														0.17		0.56		0.089		0.41		0.32		4.2						0.049		0.0063

		3.5		GSP03E		LW3-GSP03E								0.11		0.22		0.083		0.12		0.16		0.2		0.16		0.12		0.21		0.3		0.041		0.09		0.4		0.53		0.32		0.47		0.023		0.071		0.07		0.018		0.061		0.084		0.23		0.097		0.18		0.093		0.14		0.15		0.12		0.11		0.013		0.047		0.043		0.061		0.068		0.16		0.18		0.31		0.066				0.053		0.13																				0.1		0.33		0.051		0.24		0.68		9		0.11		0.21		0.082		0.011

		3.5		SD008		WR-WSI98SD008												0.12		0.17		0.35		0.43		0.43		0.33		0.16		0.22		0.075		0.16		0.6		0.81		0.49		0.72		0.15		1.1		0.18		0.18		0.61		0.5		1.4		0.35		0.65		0.85		1.3		0.81		0.99		0.93		0.16		0.6		0.07		0.1		0.69		1.6		0.92		1.6		0.39

		3.6		G071		LW2-G071								0.11		0.21		0.034		0.048		0.24		0.3		0.17		0.13		0.22		0.31		0.05		0.11		0.49		0.66		0.2		0.29		0.0085		0.028		0.064		0.011		0.038		0.037		0.1		0.045		0.083		0.043		0.065		0.054		0.037		0.035		0.0037		0.014						0.024		0.054		0.072		0.13		0.028				0.096		0.23												0.047		0.17						0.075		0.25		0.055		0.26		0.01		0.14		0.063		0.12		0.0079		0.001

		3.6		G073		LW2-G073								0.1		0.2		0.023		0.032		0.16		0.2		0.097		0.074		0.056		0.079		0.02		0.043		0.41		0.55		0.15		0.22		0.005		0.0098		0.0052		0.0013		0.0045		0.0068		0.018		0.0054		0.01		0.0062		0.0093		0.0089		0.0049		0.0047		0.00084		0.0031						0.0032		0.0072		0.0079		0.014		0.0035				0.034		0.083												0.48		1.7						0.015		0.049		0.0062		0.029		0.0051		0.067		0.013		0.026		0.0016		0.00021

		3.6		G074		LW2-G074		0.11						0.086		0.17		0.024		0.033		0.15		0.19		0.097		0.073		0.047		0.066		0.017		0.037		0.39		0.53		0.14		0.21		0.006		0.0079		0.0046		0.0013		0.0045		0.0032		0.0088		0.0036		0.0066		0.003		0.0045		0.0081		0.0028		0.0026		0.0013		0.0048						0.0031		0.007		0.0053		0.0091		0.0024																		0.12		0.43		0.0092		0.054		0.017		0.055		0.013		0.058		0.005		0.065		0.012		0.024		0.0021		0.00027

		3.6		G075-1		LW2-G075								0.081		0.16		0.032		0.045		0.19		0.23		0.16		0.12		0.071		0.099		0.034		0.074		0.42		0.57		0.17		0.25		0.007		0.015		0.016		0.0033		0.011		0.01		0.029		0.011		0.02		0.014		0.021		0.02		0.009		0.0085		0.0022		0.0083						0.0067		0.015		0.016		0.027		0.007										0.0011		0.01														0.036		0.12		0.048		0.22		0.0089		0.12		0.024		0.048		0.0052		0.00067

		3.6		G075-2		LW2-G075-2								0.093		0.18		0.04		0.057		0.23		0.29		0.18		0.14		0.09		0.13		0.039		0.084		0.47		0.63		0.2		0.29		0.009		0.016		0.021		0.0056		0.019		0.017		0.047		0.017		0.032		0.018		0.027		0.025		0.012		0.011		0.0028		0.01						0.011		0.025		0.022		0.039		0.011										0.0017		0.016														0.039		0.13		0.054		0.25		0.003		0.04		0.015		0.029		0.0052		0.00067

		3.6		G076		LW2-G076								0.094		0.18		0.051		0.072		0.31		0.38		0.27		0.2		0.099		0.14		0.054		0.12		0.54		0.73		0.23		0.34		0.029		0.073		0.059		0.014		0.049		0.044		0.12		0.052		0.096		0.048		0.072		0.069		0.033		0.031		0.0099		0.037		0.023		0.033		0.036		0.082		0.06		0.1		0.031				0.024		0.058				0.0024		0.022		0.0016		0.0051		0.59		2.1						0.1		0.33		0.13		0.6		0.038		0.49		0.068		0.13		0.016		0.0021

		3.6		G077		LW2-G077								0.48		0.92		0.051		0.072		0.32		0.39		0.27		0.2		0.11		0.15		0.056		0.12		0.49		0.66		0.24		0.34		0.016		0.037		0.032		0.0086		0.03		0.032		0.088		0.043		0.079		0.037		0.056		0.07		0.027		0.025		0.0056		0.021		0.017		0.024		0.021		0.047		0.045		0.078		0.024				0.027		0.065								0.0044		0.015						0.071		0.42		0.13		0.41		0.16		0.76		0.032		0.42		0.14		0.28		0.019		0.0024

		3.6		G081		LW2-G081								0.1		0.2		0.061		0.086		0.35		0.43		0.3		0.22		0.11		0.16		0.066		0.14		0.6		0.81		0.26		0.38		0.018		0.063		0.06		0.011		0.039		0.034		0.094		0.041		0.077		0.039		0.058		0.049		0.03		0.028		0.0065		0.024		0.018		0.026		0.022		0.05		0.05		0.087		0.025				0.031		0.076				0.005		0.047														0.094		0.31		0.07		0.33		0.011		0.14						0.0096		0.0012

		3.6		G095		LW2-G095								0.18		0.34		0.033		0.047		0.2		0.25		0.17		0.12		0.077		0.11		0.029		0.064		0.42		0.57		0.22		0.32		0.02		0.074		0.086		0.013		0.045		0.064		0.17		0.069		0.13		0.093		0.14		0.1		0.037		0.035		0.01		0.038		0.015		0.021		0.032		0.074		0.061		0.11		0.039				0.014		0.035				0.0027		0.025														0.077		0.25		0.05		0.23		0.0038		0.05		0.051		0.1		0.007		0.0009

		3.6		G784		LW3-G784		0.97				0.41		0.14		0.26		0.056		0.08		0.29		0.36		0.27		0.21		0.11		0.15		0.099		0.22		0.5		0.68		0.24		0.36		0.032		0.061		0.039		0.017		0.057		0.036		0.099		0.037		0.069		0.044		0.066		0.05		0.038		0.036		0.01		0.038		0.03		0.043		0.032		0.072		0.064		0.11		0.027		0.056		0.067		0.16				0.019		0.18										0.02		0.12		0.054		0.18		0.064		0.3		0.068		0.9						0.014		0.0018

		3.6		SD009		WR-WSI98SD009												0.06		0.085		0.33		0.4		0.27		0.21		0.07		0.099		0.047		0.1		0.58		0.78		0.2		0.29		0.14		0.83				0.058		0.2		0.095		0.26		0.083		0.15		0.1		0.15		0.2		0.15		0.14		0.16		0.6		0.053		0.077		0.26		0.6		0.16		0.27		0.083

		3.6		SD010		WR-WSI98SD010												0.06		0.085		0.35		0.43		0.3		0.23		0.07		0.099		0.047		0.1		0.63		0.84		0.21		0.31												0.033		0.091		0.032		0.059		0.039		0.058				0.031		0.029										0.031		0.07		0.044		0.077		0.023

		3.7		03R005		LWG0103R005SDS015C00								0.24		0.46		0.18		0.25		0.45		0.56		0.52		0.4		0.41		0.57		0.085		0.19		0.6		0.81		0.81		1.2				4				5		17		5.7		16		2.6		4.9		5.8		8.7		3		6.7		6.4		1.5		5.8						5.9		13		7.2		13		2.9		4.4		3.1		7.6

		3.7		03R032		LWG0103R032SDS015C00								0.17		0.33		0.036		0.051		0.27		0.34		0.24		0.18		0.094		0.13						0.53		0.72		0.21		0.31		0.13		0.54		0.25		0.064		0.22		0.12		0.34		0.13		0.24		0.16		0.23		0.33		0.14		0.14		0.09		0.33		0.13		0.19		0.21		0.49		0.28		0.48		0.11		0.05		0.056		0.14																				0.19		0.63		0.15		0.68										0.019		0.0025

		3.7		03R034		LWG0103R034SDS015C00								0.064		0.12		0.012		0.017		0.14		0.18		0.11		0.083										0.35		0.47		0.13		0.18												0.007		0.019		0.0059		0.011		0.0078		0.012		0.017																						0.007		0.014		0.033		0.079

		3.7		BT005		LW2-GBT005		0.68				0.23		0.11		0.22		0.045		0.064		0.24		0.29		0.22		0.16		0.15		0.21		0.097		0.21		0.48		0.65		0.22		0.32		0.014		0.037		0.014		0.013		0.045		0.022		0.06		0.02		0.037		0.036		0.053		0.027		0.017		0.016		0.0041		0.015		0.012		0.017		0.015		0.033		0.037		0.064		0.015		0.044		0.05		0.12				0.00071		0.0066						0.0018		0.0064		0.00015		0.00089		0.088		0.29		0.04		0.19		0.01		0.13		0.016		0.033		0.0076		0.00098

		3.7		BT0061		LW2-GBT006-1		0.41				0.15		0.1		0.2		0.043		0.061		0.22		0.27		0.16		0.12		0.11		0.15		0.075		0.16		0.42		0.57		0.24		0.35		0.019		0.043		0.0063		0.011		0.038		0.027		0.073		0.026		0.047		0.029		0.044		0.04		0.021		0.02		0.0075		0.028		0.013		0.019		0.026		0.06		0.038		0.066		0.018		0.1		0.086		0.21				0.00065		0.006						0.00062		0.0022						0.043		0.14		0.018		0.083		0.0056		0.074		0.014		0.027		0.0037		0.00047

		3.7		BT0062		LW2-GBT006-2		0.67				0.26		0.11		0.21		0.056		0.079		0.26		0.32		0.2		0.15		0.14		0.19		0.075		0.16		0.44		0.59		0.27		0.39		0.008		0.031		0.0098		0.0089		0.031		0.029		0.079		0.027		0.05		0.036		0.053		0.044		0.026		0.024		0.0051		0.019						0.021		0.049		0.052		0.09		0.019		0.17		0.14		0.35				0.00056		0.0052						0.00065		0.0023		0.0001		0.00059		0.072		0.24		0.029		0.13		0.0086		0.11		0.015		0.03		0.006		0.00078

		3.7		C078		LW2-C078		0.088		0.32		0.029

		3.7		C079		LW2-C079		0.18				0.065

		3.7		C080		LW2-C080		0.6				0.14

		3.7		C082		LW2-C082		0.3				0.1

		3.7		C082-2		LW2-C082-2		0.4				0.12

		3.7		C083		LW2-C083		0.54		0.14		0.16

		3.7		C084		LW2-C084		1.3		0.29		0.47																																																																																												0.00077		0.0026										0.061		0.2		0.032		0.15		0.092		1.2						0.015		0.0019

		3.7		C087		LW2-C087		0.88		0.15		0.32																																																																																																								0.089		0.29		0.048		0.22		0.032		0.42						0.01		0.0013

		3.7		C088		LW2-C088		1.3				0.48

		3.7		C089		LW2-C089		14		1.1		3.1

		3.7		C090		LW2-C090		1.3		0.18		0.46

		3.7		C091		LW2-C091		1.7		0.18		0.63

		3.7		C092		LW2-C092		13		1.1		5.7

		3.7		C094		LW2-C094		3.8				1.3																																																																																												0.0087		0.029										0.61		2						1.1		14		1.1		2.2		0.16		0.02

		3.7		C096		LW2-C096		0.85				0.23																																		0.12		0.31		0.2		0.047		0.16		0.21		0.57		0.26		0.49		0.22		0.34		0.24		0.19		0.18		0.039		0.15		0.11		0.16		0.17		0.39		0.38		0.65		0.14

		3.7		G078		LW2-G078								0.079		0.15		0.027		0.038		0.16		0.2		0.11		0.081		0.051		0.071		0.018		0.039		0.38		0.51		0.14		0.21		0.003		0.0025		0.0042		0.00083		0.0029		0.0043		0.012		0.0041		0.0077		0.0046		0.0068		0.0081		0.0026		0.0025										0.0016		0.0037		0.0059		0.01		0.0025				0.033		0.079												0.26		0.94						0.011		0.035		0.0064		0.03		0.0035		0.046						0.0013		0.00016

		3.7		G079		LW2-G079								0.068		0.13		0.037		0.052		0.21		0.26		0.14		0.11		0.063		0.089		0.035		0.076		0.48		0.64		0.14		0.2		0.0039		0.0037		0.007		0.00084		0.0029		0.0013		0.0036		0.0019		0.0035		0.0019		0.0029		0.0047		0.0015		0.0014		0.0011		0.0041		0.005		0.0072		0.0023		0.0052		0.0034		0.0059		0.0015																																						0.01		0.021

		3.7		G080		LW2-G080								0.098		0.19		0.05		0.071		0.13		0.16		0.11		0.084		0.16		0.23		0.015		0.033		0.37		0.5		0.31		0.45		0.0065		0.061		0.011		0.0072		0.025		0.032		0.088		0.019		0.035		0.02		0.03		0.035		0.03		0.028		0.0028		0.01						0.21		0.47		0.045		0.078		0.026		0.1		0.093		0.23												0.52		1.9						0.032		0.1		0.012		0.056		0.0077		0.1						0.0031		0.0004

		3.7		G082		LW2-G082								0.055		0.11		0.024		0.033		0.18		0.23		0.13		0.099		0.068		0.095		0.034		0.074		0.43		0.58		0.17		0.25		0.009		0.016		0.013		0.0033		0.011		0.013		0.036		0.015		0.028		0.014		0.021		0.03		0.0094		0.0089		0.0017		0.0062						0.0073		0.017		0.018		0.031		0.0088				0.27		0.65																				0.041		0.14		0.025		0.12		0.0062		0.082		0.018		0.035		0.004		0.00052

		3.7		G083		LW2-G083								0.094		0.18		0.058		0.082		0.27		0.34		0.2		0.15		0.12		0.16		0.059		0.13		0.51		0.68		0.25		0.36		0.027		0.043		0.039		0.013		0.045		0.043		0.12		0.041		0.075		0.048		0.072		0.074		0.037		0.035		0.0099		0.037		0.021		0.031		0.035		0.08		0.062		0.11		0.029				0.11		0.28												0.52		1.9						0.081		0.27		0.053		0.24		0.02		0.26		0.059		0.12		0.009		0.0012

		3.7		G084		LW2-G084								0.09		0.17		0.054		0.077		0.31		0.38		0.22		0.17		0.14		0.19		0.069		0.15		0.54		0.73		0.27		0.4		0.011		0.035		0.023		0.0096		0.033		0.036		0.099		0.039		0.072		0.039		0.058		0.069		0.028		0.026		0.0049		0.018						0.022		0.05		0.049		0.086		0.023		0.38		0.33		0.79

		3.7		G085		LW2-G085								0.14		0.27		0.2		0.28		0.83		1		0.66		0.5		0.59		0.83		0.16		0.36		0.72		0.97		1		1.5		0.14		1.8		0.25		1.1		3.6		1.2		3.4		0.97		1.8		1.4		2.1		3		1.5		1.4		0.6		2.2		0.078		0.11		1.5		3.3		2		3.5		0.83		5		2.7		6.5																				0.39		1.3		0.22		1		0.13		1.6		0.17		0.33		0.045		0.0057

		3.7		G089		LW2-G089								0.092		0.18		0.058		0.082		0.14		0.17		0.15		0.11		0.35		0.49		0.027		0.06		0.36		0.49		0.31		0.46		0.011		7.5		0.026		0.5		1.7		0.12		0.34		0.045		0.083		0.12		0.17		0.074		0.35		0.34		0.78		2.9						0.94		2.1		0.53		0.93		0.21		0.59		0.38		0.94																				0.087		0.29		0.047		0.22		0.027		0.36		0.017		0.034		0.0098		0.0013

		3.7		G092		LW2-G092								0.28		0.54		0.57		0.81		1.1		1.3		0.81		0.61		0.46		0.65		0.08		0.17		0.85		1.1		1.6		2.3		0.22		2.5		0.14		2.6		9		1		2.9		0.55		1		1.2		1.7		0.96		2.6		2.5		1.4		5.1		0.057		0.082		4.4		9.9		2.8		4.9		1.1		4.4		2.4		5.8																				0.17		0.55		0.17		0.79		0.14		1.8		0.15		0.3		0.033		0.0043

		3.7		G093		LW2-G093								0.15		0.3		0.17		0.25		0.42		0.52		0.45		0.34		0.82		1.2		0.27		0.58		0.63		0.86		0.64		0.94		0.08		0.66		0.15		0.5		1.7		0.28		0.75		0.24		0.45		0.32		0.48		0.41		0.35		0.33		0.21		0.76		0.061		0.087		0.71		1.6		0.63		1.1		0.25		6.2		5.2		13																				1		3.3		0.67		3.1		0.15		2		0.43		0.84		0.1		0.013

		3.7		G094		LW2-G094								0.19		0.37		0.26		0.37		0.76		0.94		0.9		0.68		1.6		2.2		0.32		0.7		0.76		1		1.4		2		0.075		0.85		0.19		0.2		0.69		0.66		1.8		0.45		0.83		0.85		1.3		1.1		0.63		0.59		0.16		0.6		0.036		0.051		0.68		1.6		0.92		1.6		0.4		2.6		2.2		5.4																				0.54		1.8		0.38		1.8		0.16		2.1		0.64		1.3		0.065		0.0083

		3.7		G096		LW2-G096								0.15		0.3		0.043		0.061		0.18		0.22		0.17		0.13		0.34		0.48		0.046		0.1						0.27		0.39		0.033		0.21		0.06		0.019		0.065		0.063		0.17		0.069		0.13		0.069		0.1		0.14		0.049		0.047		0.015		0.056		0.034		0.049		0.038		0.085		0.086		0.15		0.043		0.71		0.46		1.1																				0.48		1.6		0.14		0.63		0.13		1.7		0.082		0.16		0.045		0.0058

		3.7		G097		LW2-G097								0.1		0.2		0.068		0.096		0.27		0.34		0.26		0.2		0.13		0.18		0.059		0.13		0.52		0.7		0.26		0.38		0.06		0.3		0.2		0.031		0.11		0.11		0.31		0.16		0.29		0.12		0.17		0.19		0.09		0.085		0.032		0.12		0.062		0.09		0.094		0.21		0.15		0.26		0.083				0.034		0.083				0.0014		0.013														0.12		0.4		0.099		0.46		0.016		0.22		0.03		0.058		0.013		0.0017

		3.7		G098		LW2-G098								0.094		0.18		0.061		0.086		0.32		0.39		0.27		0.21		0.11		0.16		0.059		0.13		0.55		0.74		0.25		0.37		0.026		0.053		0.038		0.01		0.035		0.036		0.099		0.042		0.078		0.037		0.056		0.059		0.028		0.026		0.0075		0.028		0.041		0.059		0.026		0.058		0.05		0.087		0.025				0.033		0.079				0.0034		0.032														0.074		0.24		0.063		0.29		0.011		0.15		0.03		0.058		0.0083		0.0011

		3.7		G100		LW2-G100								0.21		0.41		0.045		0.063		0.18		0.23		0.17		0.13		0.12		0.16		0.21		0.45		0.41		0.56		0.21		0.31		0.32		1.7		0.33		0.091		0.31		0.3		0.81		0.33		0.61		0.3		0.45		0.38		0.39		0.37		0.17		0.62		0.21		0.31		0.81		1.8		0.72		1.3		0.27				0.037		0.09								0.0043		0.014										0.75		2.5		0.23		1.1		0.48		6.4		0.055		0.11		0.1		0.013

		3.7		G101		LW2-G101								0.1		0.2		0.056		0.08		0.32		0.39		0.27		0.2		0.11		0.16		0.067		0.15		0.55		0.75		0.27		0.39		0.06		0.24		0.11		0.027		0.094		0.073		0.2		0.09		0.17		0.078		0.12		0.13		0.081		0.076		0.026		0.097		0.055		0.079		0.094		0.21		0.13		0.22		0.061				0.038		0.094				0.0038		0.035														0.18		0.58		0.11		0.49		0.02		0.26		0.043		0.084		0.017		0.0021

		3.7		G105		LW2-G105		3.3				0.62		0.51		0.99		0.042		0.06		0.2		0.25		0.15		0.11		0.2		0.28		0.055		0.12						0.21		0.3		0.7		1.7		0.78		0.21		0.73		0.33		0.91		0.35		0.65		0.33		0.5		0.46		0.58		0.55		0.24		0.9		0.66		0.95		1		2.3		1.1		1.8		0.36				0.025		0.061												0.065		0.23						0.32		1.1		0.14		0.63		0.024		0.32		0.15		0.3		0.026		0.0033

		3.7		G616		LW3-G616		0.14				0.077		0.077		0.15		0.023		0.032		0.19		0.24		0.17		0.13		0.041		0.057		0.037		0.08		0.4		0.53		0.14		0.2		0.0095		0.034		0.032		0.015		0.053		0.019		0.052		0.026		0.047		0.029		0.044		0.03		0.017		0.016		0.0049		0.018		0.011		0.015		0.015		0.033		0.033		0.057		0.015										0.0036		0.033										0.01		0.058		0.017		0.055		0.01		0.047		0.012		0.16		0.021		0.042		0.0028		0.00036

		3.7		G617		LW3-G617		0.78				0.34		0.11		0.22		0.044		0.062		0.27		0.33		0.22		0.17		0.086		0.12		0.085		0.19		0.46		0.62		0.22		0.32		0.14		0.63		0.19		0.13		0.45		0.26		0.7		0.26		0.49		0.25		0.37		0.28		0.22		0.2		0.06		0.22		0.12		0.17		0.27		0.62		0.39		0.67		0.16		0.017		0.028		0.069				0.0065		0.06										0.011		0.066		0.079		0.26		0.058		0.27						0.053		0.1		0.0084		0.0011

		3.7		SD011		WR-WSI98SD011								0.15		0.29		0.08		0.11		0.32		0.39		0.27		0.2		0.11		0.15		0.057		0.12		0.56		0.75		0.23		0.33		0.7		1.3		0.24		0.12		0.41		0.16		0.44		0.19		0.36		0.19		0.28		0.31		0.21		0.2		0.16		0.6		0.48		0.69		0.41		0.93		0.37		0.64		0.16																										0.26		0.86		0.086		0.4		0.24		3.1						0.044		0.0056

		3.7		SD012		WR-WSI98SD012												0.04		0.057		0.2		0.25		0.41		0.31		0.047		0.066		0.028		0.062		0.4		0.54		0.39		0.57												0.082		0.22		0.083		0.15		0.085		0.13		0.23		0.049		0.047										0.038		0.085		0.072		0.13		0.044																										0.05		0.16														0.0058		0.00074

		3.7		SD013		WR-WSI98SD013								0.15		0.29		0.08		0.11		0.33		0.41		0.31		0.23		0.07		0.099		0.057		0.12		0.58		0.79		0.21		0.3												0.069		0.19		0.069		0.13		0.074		0.11		0.19		0.063		0.059										0.058		0.13		0.086		0.15		0.044

		3.7		WR-PG-06		WLCDRD05PG006		0.85				0.35		0.13		0.25		0.055		0.077		0.28		0.34		0.25		0.19		0.11		0.16		0.065		0.14		0.51		0.69		0.2		0.29		0.021		0.08		0.074		0.015		0.053		0.046		0.12		0.059		0.11		0.055		0.082		0.081		0.044		0.042		0.01		0.038		0.03		0.043		0.037		0.083		0.072		0.13		0.036		0.035		0.05		0.12																				0.14		0.47		0.08		0.37		0.051		0.67		0.08		0.16		0.016		0.0021

		3.8		C099		LW2-C099		1.1				0.31

		3.8		C103		LW2-C103		0.84				0.26

		3.8		G099		LW2-G099								0.12		0.23		0.093		0.13		0.36		0.45		0.46		0.34		0.22		0.3		0.087		0.19		0.56		0.76		0.37		0.54		0.021		0.061		0.045		0.021		0.073		0.081		0.22		0.09		0.17		0.085		0.13		0.2		0.058		0.055		0.009		0.033		0.012		0.018		0.042		0.095		0.099		0.17		0.053		0.5		0.46		1.1																				0.2		0.64		0.13		0.62		0.34		4.4		0.098		0.19		0.054		0.0069

		3.8		G102		LW2-G102								0.099		0.19		0.028		0.04		0.17		0.21		0.11		0.082		0.061		0.085		0.029		0.064		0.38		0.52		0.16		0.23		0.029		0.34		0.38		0.08		0.28		0.31		0.86		0.41		0.77		0.29		0.44		0.4		0.36		0.34		0.03		0.11		0.037		0.054		0.26		0.58		0.62		1.1		0.23										0.0053		0.049		0.0083		0.027		0.58		2.1						0.12		0.38		0.039		0.18		0.029		0.38		0.074		0.15		0.011		0.0014

		3.8		G103		LW2-G103								0.099		0.19		0.046		0.065		0.27		0.33		0.26		0.2		0.12		0.17		0.061		0.13		0.52		0.7		0.23		0.34		0.011		0.052		0.027		0.0066		0.023		0.019		0.052		0.021		0.038		0.019		0.029		0.037		0.017		0.016		0.0041		0.015						0.016		0.037		0.028		0.048		0.013		0.15		0.16		0.4																				0.17		0.56		0.18		0.82		0.11		1.5		0.09		0.18		0.03		0.0039

		3.8		G107		LW2-G107								0.097		0.19		0.042		0.059		0.28		0.35		0.22		0.17		0.11		0.15		0.056		0.12		0.51		0.69		0.21		0.31		0.036		0.098		0.12		0.017		0.057		0.056		0.15		0.083		0.15		0.064		0.096		0.096		0.049		0.047		0.01		0.038		0.048		0.069		0.041		0.093		0.086		0.15		0.044				0.033		0.079				0.0026		0.024		0.00043		0.0014										1.1		3.6		0.11		0.53		0.37		4.9		0.079		0.16		0.1		0.013

		3.8		G110		LW2-G110								0.1		0.19		0.048		0.068		0.31		0.38		0.27		0.21		0.095		0.13		0.05		0.11		0.53		0.72		0.23		0.33		0.031		0.084		0.066		0.014		0.049		0.051		0.14		0.063		0.12		0.054		0.081		0.081		0.04		0.038		0.011		0.04		0.034		0.049		0.039		0.089		0.072		0.13		0.036				0.016		0.04				0.0037		0.035														0.13		0.42		0.083		0.39		0.03		0.4		0.056		0.11		0.014		0.0018

		3.8		G618		LW3-G618		0.68				0.32		0.1		0.2		0.054		0.076		0.26		0.32		0.24		0.19		0.1		0.14		0.064		0.14		0.46		0.62		0.21		0.3		0.055		0.092		0.053		0.021		0.073		0.053		0.15		0.061		0.11		0.062		0.093		0.081		0.045		0.042		0.011		0.042		0.057		0.082		0.039		0.089		0.086		0.15		0.038		0.027		0.038		0.094																				0.061		0.2		0.058		0.27						0.074		0.15		0.0077		0.00099

		3.9		03B033		LWG0103B033SDS015C00								0.12		0.24		0.012		0.017		0.14		0.17		0.11		0.08		0.1		0.14						0.37		0.5		0.14		0.2												0.005		0.014		0.0036		0.0066		0.0067		0.01																								0.0057

		3.9		C106		LW2-C106		1				0.31		0.14		0.28		0.078		0.11		0.33		0.41		0.33		0.25		0.15		0.21		0.074		0.16		0.62		0.83		0.28		0.41		0.021		0.1		0.029		0.011		0.039		0.028		0.075		0.028		0.052		0.034		0.051		0.039		0.023		0.022		0.01		0.038		0.021		0.031		0.027		0.062		0.039		0.069		0.019		0.059		0.093		0.23																0.021		0.12		0.14		0.47		0.11		0.49		0.022		0.29		0.085		0.17		0.015		0.002

		3.9		C109		LW2-C109		0.79				0.29		0.11		0.21		0.07		0.099		0.39		0.49		0.57		0.43		0.13		0.19		0.25		0.55		0.61		0.83		0.28		0.41		0.035		0.26		0.086		0.021		0.073		0.08		0.22		0.083		0.15		0.085		0.13		0.12		0.063		0.059		0.026		0.097		0.041		0.059		0.071		0.16		0.11		0.19		0.053		0.05		0.1		0.25																				0.093		0.31		0.086		0.4		0.024		0.31		0.091		0.18		0.012		0.0015

		3.9		G106		LW2-G106								0.11		0.21		0.1		0.14		0.44		0.54		0.44		0.34		0.2		0.28		0.068		0.15		0.68		0.92		0.4		0.58		0.031		0.072		0.033		0.015		0.053		0.062		0.17		0.06		0.11		0.064		0.095		0.11		0.049		0.047		0.012		0.043		0.017		0.024		0.04		0.091		0.072		0.13		0.038		0.28		0.38		0.94												0.11		0.41						0.15		0.48		0.11		0.51		0.049		0.65		0.059		0.12		0.019		0.0025

		3.9		G109		LW2-G109								0.12		0.24		0.15		0.21		0.35		0.44		0.35		0.26		0.21		0.29		0.08		0.17		0.59		0.79		0.52		0.76		0.023		0.058		0.022		0.008		0.028		0.031		0.086		0.037		0.069		0.033		0.05		0.081		0.026		0.025		0.0076		0.028		0.017		0.025		0.024		0.054		0.045		0.078		0.022		0.22		0.34		0.83																				0.083		0.27		0.057		0.26		0.022		0.29		0.045		0.09		0.0096		0.0012

		3.9		G113		LW2-G113								0.1		0.2		0.048		0.067		0.31		0.38		0.28		0.21		0.096		0.13		0.075		0.16		0.54		0.73		0.23		0.33		0.046		0.13		0.066		0.02		0.069		0.039		0.11		0.045		0.083		0.05		0.074		0.059		0.043		0.041		0.015		0.058		0.059		0.084		0.059		0.13		0.072		0.13		0.033				0.021		0.051												1.2		4.3						0.19		0.62		0.14		0.65		1.1		14		0.048		0.096		0.13		0.017

		3.9		G619		LW3-G619		6.3				0.8		0.13		0.25		0.06		0.085		0.22		0.27		0.21		0.16		0.14		0.2		0.1		0.23		0.43		0.59		0.23		0.33		1.7		10		2.3		0.69		2.4		2.4		6.5		2.5		4.6		2.5		3.7		2.4		3.6		3.4		1.3		5		1.7		2.5		7.2		16		6.6		11		2.2		0.029		0.05		0.12																												0.024		0.31						0.0052		0.00067

		3.9		SD015		WR-WSI98SD015												0.06		0.085		0.31		0.39		0.26		0.2		0.11		0.15		0.047		0.1		0.57		0.77		0.21		0.31		0.19		0.56		0.25		0.062		0.21		0.13		0.36		0.17		0.31		0.16		0.24		0.28		0.18		0.17		0.075		0.28		0.21		0.31		0.22		0.5		0.3		0.51		0.12

		4		C111-2		LW2-C111-2																																																																																						0.28		0.44		1.1

		4		C112		LW2-C112		0.84				0.31

		4		C522		LW2-C522		2.4		0.26		0.44		0.14		0.26		0.079		0.11		0.34		0.42		0.35		0.27		0.24		0.34		0.093		0.2		0.59		0.8		0.33		0.48		0.18		1.5		0.17		0.06		0.21		0.12		0.34		0.13		0.24		0.15		0.22		0.19		0.19		0.18		0.15		0.58		0.15		0.21		0.37		0.83		0.34		0.59		0.13		0.091		0.087		0.21																				0.24		0.79		0.073		0.34		0.12		1.5						0.028		0.0036

		4		G111		LW2-G111		4.7				1.1		0.47		0.91		0.7		0.99		0.93		1.1		1.4		1.1		0.94		1.3		0.26		0.57		1.6		2.2		4.2		6.2		0.17		0.084		0.034		0.019		0.065		0.066		0.18		0.053		0.098		0.077		0.11		0.11		0.072		0.068		0.022		0.083		0.048		0.069		0.069		0.16		0.092		0.16		0.044		0.97		2.5		6.1												0.2		0.71						0.14		0.45		0.07		0.32		0.084		1.1		0.056		0.11		0.02		0.0025

		4		G112		LW2-G112								0.13		0.25		0.16		0.23		0.35		0.43		0.42		0.31		0.66		0.92		0.092		0.2		0.6		0.82		0.59		0.86		0.023		0.038		0.028		0.0086		0.03		0.037		0.1		0.04		0.074		0.041		0.061		0.064		0.03		0.028		0.0058		0.022						0.023		0.052		0.049		0.086		0.024		0.24		0.5		1.2																				0.093		0.31		0.089		0.41		0.025		0.32		0.042		0.084		0.012		0.0016

		4		G114		LW2-G114		0.35				0.11		0.088		0.17		0.023		0.033		0.16		0.19		0.12		0.094		0.052		0.073		0.024		0.051		0.33		0.44		0.16		0.23		0.011		0.063		0.16		0.012		0.04		0.091		0.25		0.1		0.19		0.085		0.13		0.1		0.037		0.035		0.009		0.033		0.016		0.022		0.0094		0.021		0.079		0.14		0.044

		4		G115-1		LW2-G115		1				0.29		0.091		0.18		0.045		0.063		0.21		0.26		0.21		0.16		0.099		0.14		0.045		0.099		0.46		0.62		0.22		0.32		0.026		0.22		0.19		0.028		0.096		0.12		0.34		0.15		0.28		0.12		0.19		0.17		0.099		0.093		0.015		0.058		0.034		0.049		0.074		0.17		0.17		0.3		0.083

		4		G115-2		LW2-G115-2		1.1				0.31		0.097		0.19		0.05		0.07		0.2		0.25		0.2		0.15		0.1		0.15		0.047		0.1		0.43		0.59		0.22		0.32		0.021		0.17		0.63		0.063		0.22		0.3		0.81		0.42		0.78		0.46		0.68		0.39		0.1		0.098		0.012		0.044		0.025		0.036		0.045		0.1		0.19		0.33		0.18

		4		G116		LW2-G116		1.1				0.32		0.092		0.18		0.049		0.069		0.25		0.31		0.26		0.19		0.1		0.14		0.058		0.13		0.48		0.64		0.21		0.31		0.2		0.47		0.17		0.09		0.31		0.13		0.36		0.16		0.29		0.16		0.23		0.19		0.18		0.17		0.073		0.27		0.61		0.87		0.21		0.49		0.29		0.5		0.13				0.04		0.097																				0.22		0.73		0.088		0.41						0.054		0.11		0.016		0.002

		4		G117		LW2-G117								0.11		0.22		0.046		0.065		0.26		0.33		0.21		0.16		0.13		0.19		0.053		0.12		0.43		0.58		0.21		0.3		0.1		0.42		0.2		0.054		0.19		0.13		0.36		0.14		0.27		0.17		0.26		0.21		0.31		0.3		0.086		0.32		0.084		0.12		0.39		0.89		0.39		0.69		0.14				0.027		0.065												0.082		0.3						0.13		0.44		0.082		0.38		0.02		0.26		0.056		0.11		0.013		0.0017

		4		G121		LW2-G121		1.5				0.49		0.12		0.23		0.051		0.073		0.31		0.38		0.25		0.19		0.11		0.15		0.1		0.22		0.48		0.65		0.23		0.33		0.085		0.33		0.13		0.044		0.15		0.082		0.22		0.083		0.15		0.11		0.16		0.1		0.13		0.12		0.052		0.19		0.07		0.1		0.14		0.31		0.18		0.32		0.07				0.028		0.069												0.13		0.47						0.97		3.2		0.17		0.81		0.01		0.13		0.12		0.24		0.058		0.0075

		4		G620		LW3-G620		0.71				0.37		0.13		0.26		0.046		0.065		0.32		0.39		0.3		0.23		0.094		0.13		0.058		0.13		0.55		0.74		0.2		0.3		0.014		0.036		0.036		0.011		0.039		0.037		0.1		0.037		0.068		0.04		0.06		0.044		0.035		0.033		0.0058		0.022		0.036		0.051		0.022		0.05		0.058		0.1		0.024				0.052		0.13																				0.068		0.22		0.067		0.31		0.054		0.71		0.068		0.13		0.013		0.0017

		4		G621		LW3-G621		0.2				0.067		0.084		0.16		0.014		0.02		0.14		0.17		0.12		0.091		0.041		0.057		0.023		0.049		0.32		0.43		0.14		0.21		0.036		0.17		0.15		0.026		0.09		0.13		0.36		0.14		0.27		0.12		0.19		0.16		0.094		0.089		0.016		0.059		0.036		0.051		0.078		0.18		0.18		0.31		0.079		0.0056		0.013		0.033																				0.036		0.12		0.016		0.073						0.016		0.033		0.0031		0.0004

		4		G622		LW3-G622		0.94				0.37		0.12		0.23		0.066		0.094		0.24		0.3		0.24		0.18		0.11		0.15		0.054		0.12		0.46		0.62		0.32		0.46		0.045		0.16		0.086		0.033		0.11		0.075		0.21		0.083		0.15		0.085		0.13		0.089		0.081		0.076		0.022		0.083		0.05		0.072		0.085		0.19		0.14		0.25		0.057		0.032		0.034		0.083																				0.11		0.36		0.07		0.33		0.065		0.86		0.068		0.13		0.016		0.0021

		4		GCA04W		LW3-GCA04W								0.094		0.18		0.065		0.091		0.17		0.21		0.18		0.14		0.11		0.15		0.048		0.1		0.39		0.52		0.22		0.32		0.21		0.61		0.68		0.13		0.45		0.55		1.5		0.55		1		0.6		0.9		0.53		0.4		0.38		0.1		0.38		0.2		0.28		0.35		0.8		0.99		1.7		0.33		0.029		0.04		0.097				0.0045		0.042														0.17		0.56		0.073		0.34		2.1		27		0.048		0.094		0.24		0.031

		4		SD017		WR-WSI98SD017												0.04		0.057		0.31		0.39		0.25		0.19		0.12		0.16		0.047		0.1		0.56		0.75		0.2		0.3				0.34				0.043		0.15		0.079		0.22		0.076		0.14		0.1		0.15				0.11		0.1		0.054		0.2		0.05		0.072		0.13		0.29		0.16		0.27		0.061

		4		SD018		WR-WSI98SD018												0.08		0.11		0.35		0.43		0.3		0.23		0.13		0.19		0.057		0.12		0.6		0.81		0.25		0.36		2.1		3				0.083		0.29		0.11		0.31		0.1		0.19		0.12		0.19		0.18		0.17		0.17		0.26		0.97		0.27		0.38		0.38		0.85		0.24		0.41		0.14

		4		WR-PG-12		WLCDRD05PG012		0.75				0.28		0.11		0.21		0.044		0.061		0.24		0.3		0.23		0.17		0.1		0.14		0.063		0.14		0.45		0.61		0.16		0.24		0.024		0.13		0.044		0.014		0.049		0.036		0.099		0.036		0.066		0.039		0.058		0.047		0.044		0.042		0.017		0.062		0.029		0.041		0.036		0.082		0.062		0.11		0.028		0.038		0.046		0.11																				0.14		0.46		0.086		0.4		0.084		1.1		0.068		0.13		0.021		0.0027

		4.1		03R004		LWG0103R004SDS015C10								0.11		0.21		0.071		0.1		0.24		0.29		0.22		0.17		0.19		0.26		0.08		0.17		0.52		0.71		0.32		0.47				0.4				0.056		0.19		0.12		0.34		0.097		0.18		0.12		0.19		0.3		0.12		0.11		0.044		0.16						0.14		0.31		0.18		0.31		0.075		0.23		0.58		1.4

		4.1		03R004		LWG0103R004SDS015C20								0.097		0.19		0.07		0.099		0.18		0.23		0.16		0.12		0.18		0.25						0.39		0.53		0.28		0.4								0.05		0.17		0.074		0.2		0.061		0.11		0.078		0.12		0.19		0.076		0.072										0.094		0.21		0.11		0.19		0.048		0.19		0.4		0.97

		4.1		03R004		LWG0103R004SDS015C30								0.097		0.19		0.05		0.071		0.2		0.24		0.3		0.23		0.17		0.24						0.41		0.56		0.29		0.43								0.026		0.09		0.057		0.16		0.054		0.1		0.072		0.11		0.1		0.054		0.051										0.059		0.13		0.086		0.15		0.038		0.1		0.19		0.47

		4.1		G118		LW2-G118		1				0.3		0.095		0.18		0.059		0.084		0.26		0.32		0.24		0.18		0.13		0.18		0.061		0.13		0.53		0.72		0.3		0.43		0.15		0.62		0.61		0.1		0.35		0.44		1.2		0.54		1		0.44		0.66		0.64		0.24		0.23		0.067		0.25		0.11		0.16		0.21		0.47		0.38		0.66		0.25

		4.1		G119		LW2-G119								0.23		0.44		0.023		0.032		0.17		0.21		0.16		0.12		0.091		0.13		0.0057		0.012		0.39		0.53		0.17		0.24		0.01		0.015		0.016		0.0026		0.009		0.015		0.042		0.019		0.036		0.016		0.023		0.025		0.0099		0.0093		0.0017		0.0064						0.0041		0.0093		0.019		0.033		0.0092																										0.022		0.071		0.0052		0.024		0.0088		0.12						0.0023		0.0003

		4.1		G120		LW2-G120								0.1		0.2		0.052		0.073		0.3		0.37		0.25		0.19		0.1		0.15		0.057		0.12		0.54		0.73		0.22		0.32		0.032		0.09		0.059		0.026		0.09		0.1		0.29		0.1		0.19		0.1		0.15		0.13		0.09		0.085		0.012		0.045		0.025		0.036		0.068		0.16		0.14		0.24		0.061				0.028		0.069																				0.18		0.58		0.075		0.35		0.075		0.99		0.053		0.1		0.021		0.0027

		4.1		G122		LW2-G122		1.1				0.4		0.11		0.21		0.05		0.071		0.28		0.35		0.26		0.2		0.12		0.17		0.061		0.13		0.52		0.71		0.23		0.33		0.14		0.57		0.27		0.11		0.39		0.19		0.52		0.17		0.31		0.21		0.31		0.21		0.22		0.21		0.093		0.35		0.13		0.19		0.27		0.62		0.34		0.58		0.14				0.019		0.047								0.0014		0.0047		0.059		0.21						0.2		0.67		0.17		0.78		0.0032		0.042		0.13		0.26		0.019		0.0025

		4.1		G123		LW2-G123						0.014		0.069		0.13		0.014		0.02		0.36		0.44		0.21		0.16		0.043		0.06		0.13		0.28		0.61		0.82		0.15		0.21		0.0042		0.071				0.00053		0.0018		0.00082		0.0022		0.00059		0.0011						0.0035		0.0016		0.0015		0.00069		0.0026						0.0024		0.0054		0.0036		0.0062		0.0011

		4.1		G124		LW2-G124		1.1				0.29		0.27		0.52		0.019		0.026		0.17		0.21		0.11		0.086		0.22		0.31		0.049		0.11		0.4		0.53		0.19		0.28		0.09		0.26		0.19		0.06		0.21		0.2		0.55		0.21		0.38		0.29		0.43		0.32		0.31		0.3		0.034		0.13		0.07		0.1		0.21		0.49		0.38		0.66		0.16		0.041		0.034		0.083								0.017		0.057										0.12		0.4		0.018		0.086		0.008		0.11						0.0079		0.001

		4.1		G126		LW2-G126		0.36				0.04		0.082		0.16		0.012		0.017		0.11		0.14		0.082		0.062		0.039		0.054		0.016		0.035		0.24		0.33		0.11		0.16		0.006		0.044		0.045		0.0039		0.013		0.013		0.036		0.027		0.05		0.014		0.021		0.03		0.0049		0.0047		0.0022		0.0083						0.0044		0.01		0.022		0.038		0.011														0.004		0.013										0.0043		0.014														0.00037		0.000048

		4.1		KM08APG		KM-08-A-PG		0.25				0.026		0.12		0.22		0.016		0.023		0.1		0.13		0.11		0.081		0.059		0.083		0.013		0.029		0.3		0.41		0.13		0.2		0.015		0.003		0.01		0.0015		0.0053		0.0069		0.019		0.009		0.017		0.01		0.015		0.01		0.0058		0.0055		0.00069		0.0026						0.0032		0.0072		0.012		0.021		0.0057

		4.1		R2KM2PG		R2-KM-2-PG		1.1		0.3		0.43		0.11		0.21		0.056		0.078		0.36		0.44		0.31		0.24		0.12		0.17		0.069		0.15		0.41		0.56		0.27		0.39		0.023		0.093		0.1		0.032		0.11		0.083		0.23		0.1		0.19		0.11		0.16		0.1		0.081		0.076		0.011		0.042		0.029		0.041		0.05		0.11		0.14		0.25		0.061

		4.1		SD016		WR-WSI98SD016								0.21		0.41		0.08		0.11		0.46		0.56		0.37		0.28		0.13		0.18		0.057		0.12		0.7		0.94		0.29		0.42								0.031		0.11		0.12		0.34		0.14		0.26		0.14		0.21		0.33		0.11		0.1						0.05		0.072		0.094		0.21		0.15		0.26		0.079

		4.1		SD019		WR-WSI98SD019												0.08		0.11		0.35		0.44		0.28		0.21		0.11		0.15		0.047		0.1		0.64		0.86		0.22		0.32				0.35				0.051		0.18		0.086		0.23		0.09		0.17		0.093		0.14		0.16		0.1		0.098		0.049		0.18		0.052		0.074		0.13		0.29		0.14		0.25		0.066

		4.1		SD020		WR-WSI98SD020												0.08		0.11		0.33		0.4		0.28		0.21		0.094		0.13		0.057		0.12		0.62		0.83		0.2		0.29				0.22				0.039		0.13		0.054		0.15		0.054		0.1		0.064		0.095				0.043		0.041										0.075		0.17		0.079		0.14		0.038																										0.05		0.16		0.038		0.18		0.03		0.4						0.0079		0.001

		4.1		T4-UP01		WLCT4C04UP01		2.2		0.16		0.45		0.12		0.22		0.068		0.096		0.16		0.2		0.16		0.12		0.26		0.37		0.12		0.26		0.37		0.51		0.21		0.3		0.12		0.96		0.14		0.084		0.29		0.23		0.62		0.24		0.45		0.25		0.37		0.23		0.33		0.31		0.09		0.33		0.15		0.21		0.54		1.2		0.79		1.4		0.22				0.11		0.27																				0.54		1.8						0.076		1						0.037		0.0047

		4.1		T4-VC01		WLCT4C04VC01		1.2				0.35		0.12		0.22		0.092		0.13		0.27		0.34		0.3		0.22		0.18		0.25		0.089		0.19		0.51		0.69		0.24		0.35		0.044		0.29		0.063		0.041		0.14		0.17		0.47		0.16		0.29		0.19		0.28		0.24		0.15		0.14		0.041		0.15		0.039		0.056		0.15		0.33		0.27		0.47		0.11		0.38		0.4		0.97																				0.21		0.68		0.23		1.1		0.27		3.6						0.052		0.0067

		4.1		WR-PG-14		WLCDRD05PG014		1.2				0.52		0.12		0.24		0.053		0.075		0.22		0.27		0.25		0.19		0.11		0.15		0.078		0.17		0.44		0.59		0.2		0.3		0.033		0.22		0.035		0.019		0.065		0.025		0.068		0.028		0.052		0.033		0.05		0.04		0.038		0.036		0.039		0.15		0.032		0.046		0.094		0.21		0.054		0.094		0.027				0.031		0.076																				0.15		0.48		0.099		0.46		0.033		0.44		0.074		0.15		0.016		0.0021

		4.2		BT007		LW2-GBT007		0.14				0.068		0.081		0.16		0.03		0.042		0.14		0.17		0.091		0.069		0.071		0.1		0.016		0.035		0.3		0.41		0.16		0.23		0.007		0.017		0.01		0.008		0.028		0.012		0.034		0.012		0.022		0.017		0.026		0.01		0.013		0.012		0.0035		0.013						0.011		0.025		0.022		0.039		0.0083										0.001		0.0093										0.00023		0.0013		0.068		0.22		0.032		0.15		0.032		0.42		0.025		0.049		0.0086		0.0011

		4.2		G125		LW2-G125								0.11		0.21		0.052		0.073		0.3		0.37		0.29		0.22		0.1		0.14		0.069		0.15		0.54		0.73		0.23		0.34		0.01		0.028		0.03		0.0072		0.025		0.02		0.055		0.026		0.047		0.018		0.027		0.025		0.016		0.015		0.0034		0.013		0.012		0.018		0.014		0.031		0.032		0.056		0.014				0.034		0.083				0.0047		0.043						0.045		0.16						0.053		0.17		0.081		0.37		0.0038		0.049		0.035		0.07		0.0074		0.00095

		4.2		G127		LW2-G127		0.91				0.27		0.1		0.2		0.051		0.072		0.24		0.3		0.25		0.19		0.12		0.17		0.11		0.24		0.47		0.64		0.22		0.32		0.1		0.65		1.2		0.15		0.53		0.88		2.4		0.83		1.5		0.77		1.1		1		0.67		0.64		0.063		0.24		0.14		0.2		0.34		0.78		1.2		2.1		0.48				0.025		0.061												0.12		0.43						0.23		0.76		0.08		0.37		0.2		2.6		0.055		0.11		0.038		0.0049

		4.2		G623		LW3-G623		0.72				0.39		0.11		0.22		0.042		0.059		0.27		0.33		0.26		0.2		0.086		0.12		0.053		0.12		0.47		0.63		0.26		0.37		0.017		0.063		0.05		0.014		0.049		0.037		0.1		0.041		0.077		0.04		0.06		0.049		0.041		0.039		0.0093		0.035		0.023		0.033		0.031		0.07		0.065		0.11		0.027		0.029		0.036		0.087																				0.089		0.29		0.061		0.28		0.04		0.52		0.063		0.12		0.012		0.0015

		4.2		SD024		WR-WSI98SD024												0.06		0.085		0.33		0.41		0.27		0.21		0.11		0.15		0.057		0.12		0.6		0.81		0.21		0.31				0.29				0.033		0.11		0.079		0.22		0.083		0.15		0.093		0.14		0.16		0.094		0.089		0.037		0.14		0.053		0.077		0.1		0.23		0.14		0.25		0.057

		4.2		T4-UP02		WLCT4C04UP02						0.026		0.058		0.11		0.03		0.042		0.065		0.08		0.062		0.047		0.059		0.083		0.016		0.035		0.19		0.26		0.11		0.15		0.0035		0.018		0.013		0.0065		0.022		0.0095		0.026		0.009		0.017		0.012		0.019		0.013		0.01		0.0098		0.0021		0.0076		0.0032		0.0046		0.0084		0.019		0.022		0.038		0.0075				0.031		0.076																								0.013		0.062		0.017		0.23						0.0033		0.00043

		4.2		T4-VC02		WLCT4C04VC02		0.45				0.19		0.1		0.2		0.046		0.065		0.18		0.23		0.19		0.14		0.12		0.17		0.047		0.1		0.4		0.54		0.17		0.25		0.024		0.16		0.052		0.021		0.073		0.066		0.18		0.068		0.13		0.077		0.11		0.096		0.058		0.055		0.021		0.076		0.025		0.036		0.056		0.13		0.099		0.17		0.044				0.049		0.12																				0.24		0.78		0.19		0.87		0.083		1.1						0.031		0.004

		4.2		T4-VC03		WLCT4C04VC03		0.31				0.082		0.1		0.2		0.05		0.071		0.19		0.24		0.21		0.16		0.1		0.14		0.045		0.099		0.42		0.57		0.17		0.25		0.016		0.18		0.034		0.017		0.057		0.041		0.11		0.041		0.075		0.05		0.074		0.05		0.044		0.042		0.021		0.076		0.02		0.028		0.051		0.12		0.086		0.15		0.032				0.04		0.097																				0.1		0.34		0.093		0.43										0.011		0.0014

		4.2		T4-VC04		WLCT4C04VC04		0.52				0.15		0.11		0.22		0.062		0.088		0.22		0.27		0.24		0.18		0.17		0.24		0.091		0.2		0.44		0.59		0.19		0.27		0.046		0.33		0.077		0.04		0.14		0.16		0.44		0.15		0.28		0.19		0.28		0.21		0.17		0.16		0.06		0.22		0.034		0.049		0.18		0.41		0.29		0.5		0.11				0.038		0.094																				0.11		0.35		0.093		0.43		0.01		0.13						0.011		0.0015

		4.2		WR-PG-16		WLCDRD05PG016		6		1.4		0.85		0.12		0.23		0.083		0.12		0.2		0.25		0.22		0.17		0.14		0.19		0.18		0.4		0.43		0.58		0.25		0.36		0.38		5.5		1.2		0.31		1.1		1.5		4.2		1.7		3.2		1.6		2.3		1.9		2.6		2.4		0.84		3.1		0.43		0.61		4.1		9.3		4.9		8.5		1.4				0.061		0.15		2.9						0.0043		0.014										0.22		0.72		0.16		0.74		0.037		0.48		0.19		0.37		0.023		0.0029

		4.3		04B024		LWG0104B024SDS015C00								0.14		0.28		0.018		0.025		0.22		0.27		1.3		0.98		0.094		0.13						0.6		0.81		0.21		0.3						0.4		0.054		0.19		0.17		0.47		0.25		0.46		0.24		0.36		0.17		0.23		0.22						0.045		0.064		0.27		0.62		0.46		0.8		0.16																										0.11		0.38										0.37		0.73		0.0091		0.0012

		4.3		2401		WLCOFJ022401		0.08						0.13		0.24						0.18		0.23		0.38		0.29		0.18		0.25		0.026		0.056		0.38		0.51		0.19		0.27		0.027		0.1		0.14		0.022		0.076		0.061		0.17		0.055		0.1		0.064		0.096		0.12		0.045		0.042		0.012		0.044		0.016		0.024		0.039		0.089		0.078		0.13		0.038

		4.3		2402		WLCOFJ022402		0.48						0.11		0.21						0.19		0.24		0.14		0.11		0.3		0.43		0.05		0.11		0.42		0.56		0.24		0.35		1.1		2.5		3.5		0.27		0.93		1.3		3.6		1.5		2.7		1.2		1.8		1.7		0.75		0.71		0.25		0.92		0.82		1.2		0.93		2.1		1.6		2.8		0.79																										0.94		3.1		0.11		0.49										0.055		0.007

		4.3		2403		WLCOFJ022403		0.26						0.11		0.21						0.27		0.33		0.22		0.16		0.16		0.22		0.065		0.14		0.48		0.65		0.18		0.26		0.22		1		1.6		0.15		0.53		0.47		1.3		0.54		0.99		0.37		0.56		0.64		0.19		0.18		0.097		0.36		0.18		0.25		0.28		0.64		0.46		0.8		0.26																										1.2		3.9		0.19		0.88		2.4		32						0.34		0.043

		4.3		2404		WLCOFJ022404		0.86						0.1		0.2						0.23		0.28		0.21		0.16		0.13		0.18		0.42		0.91		0.41		0.55		0.17		0.25		0.12		0.39		0.8		0.064		0.22		0.21		0.57		0.28		0.51		0.19		0.28		0.36		0.11		0.11		0.034		0.13		0.095		0.14		0.12		0.28		0.25		0.43		0.13																										0.73		2.4		0.12		0.58										0.045		0.0058

		4.3		2405		WLCOFJ022405		0.37						0.12		0.24						0.31		0.39		0.25		0.19		0.18		0.25		0.058		0.13		0.58		0.78		0.22		0.32		0.49		1.9		1.4		0.16		0.54		0.41		1.1		0.53		0.99		0.41		0.61		0.56		0.34		0.32		0.21		0.76		0.39		0.56		0.7		1.6		0.76		1.3		0.33																										2.1		6.8		0.38		1.8										0.13		0.016

		4.3		52C04		WLCOFJ0252C04		0.072						0.088		0.17						0.13		0.16		0.096		0.073		0.11		0.15						0.34		0.46		0.095		0.14		0.02		0.1		0.24		0.098		0.34		0.098		0.27		0.059		0.11		0.088		0.13		0.29		0.096		0.091		0.02		0.073		0.0098		0.014		0.15		0.33		0.2		0.34		0.063

		4.3		B009		LW2-B009								0.066		0.13		0.017		0.024		0.11		0.14		0.059		0.045		0.037		0.052		0.0094		0.021		0.35		0.47		0.13		0.19		0.0043		0.018		0.0057		0.0012		0.0041		0.0075		0.021		0.0068		0.013		0.007		0.01		0.016		0.0063		0.0059		0.0019		0.0069						0.0057		0.013		0.0079		0.014		0.0048																																		0.013		0.18						0.0016		0.00021

		4.3		G128		LW2-G128								0.09		0.17		0.04		0.057		0.23		0.28		0.19		0.14		0.071		0.099		0.042		0.091		0.5		0.68		0.2		0.29		0.025		0.094		0.21		0.02		0.069		0.095		0.26		0.14		0.27		0.1		0.15		0.15		0.076		0.072		0.011		0.041		0.023		0.033		0.039		0.089		0.15		0.26		0.07				0.014		0.035																				0.051		0.17		0.032		0.15		0.0052		0.069		0.012		0.024		0.0049		0.00063

		4.3		G129		LW2-G129								0.11		0.2		0.048		0.068		0.3		0.38		0.28		0.21		0.1		0.14		0.06		0.13		0.52		0.7		0.24		0.35		0.013		0.039		0.058		0.011		0.038		0.033		0.091		0.045		0.083		0.036		0.055		0.05		0.031		0.029		0.0058		0.022						0.024		0.054		0.058		0.1		0.025				0.019		0.047																				0.14		0.45		0.07		0.32		0.025		0.32		0.051		0.1		0.013		0.0017

		4.3		G130		LW2-G130		0.52				0.14		0.076		0.15		0.03		0.042		0.19		0.23		0.16		0.12		0.1		0.14		0.075		0.16		0.43		0.58		0.18		0.26		0.095		0.28		0.28		0.043		0.15		0.18		0.49		0.3		0.55		0.18		0.27		0.33		0.16		0.15		0.034		0.13		0.077		0.11		0.15		0.35		0.27		0.47		0.14				0.053		0.13												0.041		0.15						0.53		1.8		0.086		0.4		0.77		10		0.077		0.15		0.12		0.015

		4.3		G624		LW3-G624		0.68				0.34		0.11		0.22		0.037		0.052		0.29		0.36		0.26		0.19		0.082		0.12		0.052		0.11		0.49		0.67		0.2		0.29		0.018		0.065		0.053		0.021		0.073		0.056		0.15		0.053		0.098		0.057		0.086		0.062		0.043		0.041		0.008		0.03		0.021		0.031		0.037		0.083		0.072		0.13		0.033		0.021		0.027		0.065																				0.05		0.16		0.054		0.25		0.033		0.44		0.063		0.12		0.0091		0.0012

		4.3		G625		LW3-G625		0.71				0.31		0.095		0.19		0.036		0.051		0.22		0.27		0.23		0.17		0.086		0.12		0.053		0.12		0.41		0.55		0.22		0.32		0.055		0.13		0.094		0.044		0.15		0.079		0.22		0.097		0.18		0.1		0.15		0.11		0.085		0.081		0.021		0.076		0.055		0.079		0.082		0.19		0.13		0.23		0.061		0.029		0.033		0.079																				0.1		0.34		0.064		0.3		0.019		0.25		0.063		0.12		0.011		0.0014

		4.3		LPSG-S-030-R-1		WLCASF97S030																																										0.15		0.13		0.033		0.11		0.087		0.24		0.097		0.18		0.092		0.14		0.13		0.076		0.072		0.028		0.1		0.052		0.074		0.082		0.19		0.13		0.23		0.061

		4.3		SD021		WR-WSI98SD021												0.07		0.099		0.34		0.42		0.3		0.23		0.09		0.13		0.057		0.12		0.61		0.82		0.21		0.31				0.34				0.036		0.12		0.17		0.45		0.17		0.32		0.18		0.27		0.46		0.16		0.15		0.041		0.15		0.039		0.056		0.14		0.32		0.19		0.34		0.11																										0.12		0.4		0.077		0.36		0.073		0.96						0.017		0.0022

		4.3		SD022		WR-WSI98SD022												0.12		0.17		0.35		0.43		0.33		0.25		0.27		0.37		0.075		0.16		0.6		0.81		0.36		0.53				1.2				0.14		0.49		0.9		2.5		0.9		1.7		0.85		1.3		2.2		0.54		0.51		0.1		0.39		0.062		0.09		0.5		1.1		0.79		1.4		0.48

		4.3		T4-UP03		WLCT4C04UP03		0.19				0.03		0.07		0.14		0.034		0.048		0.12		0.14		0.11		0.083		0.14		0.19		0.025		0.053		0.31		0.43		0.14		0.21		0.0037		0.024		0.016		0.003		0.01		0.012		0.034		0.011		0.02		0.016		0.024		0.015		0.014		0.014		0.003		0.011		0.012		0.018		0.013		0.029		0.019		0.033		0.0092																																		0.0094		0.12						0.0024		0.00031

		4.3		T4-UP04		WLCT4C04UP04		0.34				0.11		0.1		0.19		0.034		0.048		0.11		0.14		0.093		0.071		0.088		0.12		0.012		0.027		0.3		0.41		0.11		0.17		0.0042		0.043		0.0078		0.0062		0.021		0.025		0.068		0.026		0.049		0.029		0.043		0.037		0.021		0.02		0.0049		0.018		0.0023		0.0033		0.015		0.035		0.03		0.053		0.016				0.036		0.087																				0.021		0.069		0.017		0.077		0.032		0.42						0.0054		0.0007

		4.3		T4-UP05		WLCT4C04UP05						0.0066		0.085		0.16		0.034		0.048		0.094		0.12		0.09		0.068		0.093		0.13		0.034		0.074		0.29		0.39		0.11		0.16		0.005		0.019		0.023		0.0091		0.031		0.02		0.055		0.017		0.032		0.022		0.032		0.021		0.026		0.024		0.0032		0.012		0.0032		0.0046		0.01		0.023		0.03		0.051		0.013																										0.027		0.088		0.011		0.052		0.029		0.38						0.0051		0.00065

		4.3		T4-UP06		WLCT4C04UP06		1.8				0.6		0.17		0.34		0.2		0.29		0.22		0.27		0.25		0.19		0.39		0.54		0.12		0.25		0.39		0.53		0.39		0.57		0.043		0.44		0.3		0.38		1.3		0.84		2.3		0.49		0.91		1.1		1.6		0.89		0.38		0.36		0.15		0.57		0.027		0.038		0.35		0.8		0.6		1		0.36				0.19		0.47																				0.15		0.49		0.12		0.58		0.11		1.5						0.026		0.0034

		4.3		T4-VC05		WLCT4C04VC05		0.76				0.19		0.1		0.2		0.066		0.093		0.22		0.27		0.27		0.2		0.16		0.22		0.098		0.21		0.46		0.62		0.19		0.28		0.08		0.84		0.063		0.071		0.24		0.38		1		0.39		0.72		0.4		0.59		0.74		0.31		0.29		0.095		0.35		0.059		0.084		0.32		0.72		0.49		0.86		0.25				0.078		0.19																				0.19		0.61		0.15		0.71		0.046		0.61						0.023		0.0029

		4.3		T4-VC06		WLCT4C04VC06		1.5		0.16		0.42		0.13		0.25		0.13		0.18		0.23		0.28		0.27		0.2		0.3		0.43		0.071		0.15		0.44		0.6		0.32		0.46		0.1		1.7		0.094		0.15		0.53		0.77		2.1		0.76		1.4		0.74		1.1		1.6		0.54		0.51		0.12		0.43		0.078		0.11		0.5		1.1		0.92		1.6		0.44				0.096		0.23																				0.2		0.66		0.11		0.49		0.11		1.4						0.028		0.0036

		4.3		T4-VC07		WLCT4C04VC07		2.6				0.67		0.16		0.31		0.14		0.2		0.27		0.33		0.31		0.23		0.39		0.55		0.091		0.2		0.5		0.68		0.38		0.55		0.16		3.1		0.17		0.33		1.1		1.5		4.2		1.6		2.9		1.5		2.2		2.5		1.2		1.1		0.24		0.9		0.16		0.23		1.1		2.5		1.8		3.2		0.92				0.11		0.26																				0.16		0.53		0.083		0.39		0.056		0.73						0.019		0.0025

		4.3		T4-VC08		WLCT4C04VC08		1.5				0.34		0.11		0.21		0.19		0.27		0.19		0.23		0.22		0.17		0.52		0.73		0.073		0.16		0.45		0.61		0.42		0.61		0.13		1.8		0.078		0.17		0.57		0.79		2.2		0.76		1.4		0.74		1.1		1.5		0.54		0.51		0.15		0.54		0.1		0.14		0.51		1.2		0.92		1.6		0.48				0.11		0.28																				0.15		0.51		0.083		0.39		0.067		0.88						0.019		0.0025

		4.3		T4-VC09		WLCT4C04VC09		1.4				0.48		0.16		0.31		0.11		0.15		0.29		0.36		0.3		0.22		0.37		0.52		0.083		0.18		0.49		0.66		0.29		0.42		0.14		4		0.14		0.53		1.8		2.8		7.5		2.9		5.4		2.6		3.9		4.8		1.8		1.7		0.37		1.4		0.1		0.14		1.6		3.7		2.9		5		1.6				0.21		0.51																				0.28		0.9		0.16		0.76		0.11		1.4						0.033		0.0043

		4.3		T4-VC10		WLCT4C04VC10								0.1		0.2		0.026		0.037		0.11		0.14		0.1		0.076		0.068		0.095		0.01		0.023		0.34		0.45		0.11		0.16				0.0066		0.0059		0.0025		0.0086		0.0043		0.012		0.0032		0.0059		0.005		0.0074		0.0038		0.0039		0.0037		0.00093		0.0035		0.0008		0.0012		0.0026		0.006		0.0066		0.011		0.0028

		4.3		T4-VC11		WLCT4C04VC11		0.63				0.18		0.14		0.26		0.048		0.067		0.21		0.26		0.21		0.16		0.13		0.18		0.058		0.13		0.41		0.55		0.17		0.25		0.03		0.27		0.044		0.045		0.16		0.18		0.49		0.18		0.33		0.19		0.28		0.28		0.16		0.15		0.037		0.14		0.025		0.036		0.15		0.33		0.26		0.45		0.12				0.061		0.15																				0.13		0.43		0.1		0.47		0.0076		0.1						0.013		0.0017

		4.3		T4-VC12		WLCT4C04VC12		1.4				0.32		0.11		0.22		0.057		0.08		0.17		0.21		0.21		0.16		0.15		0.22		0.07		0.15		0.36		0.48		0.17		0.25		1.6		13		0.17		0.76		2.6		3.8		10		4.3		8.1		3.8		5.7		8.1		4.3		4.1		1.9		6.9		0.64		0.92		4.2		9.5		4.7		8.2		2.7				0.067		0.16																				0.1		0.34		0.099		0.46		0.013		0.17						0.012		0.0015

		4.3		T4-VC13		WLCT4C04VC13		0.14				0.028		0.14		0.28		0.023		0.033		0.09		0.11		0.095		0.072		0.059		0.082		0.013		0.029		0.29		0.39		0.15		0.21		0.11		1.9		0.042		0.33		1.1		0.12		0.34		0.054		0.1		0.15		0.22		0.096		0.63		0.59		0.5		1.9		0.0068		0.0097		1.3		2.9		0.63		1.1		0.23				1.5		3.6																				0.35		1.1						1.1		14						0.14		0.018

		4.3		T4-VC14		WLCT4C04VC14								0.088		0.17		0.04		0.057		0.1		0.12		0.094		0.071		0.076		0.11		0.0085		0.019		0.31		0.42		0.12		0.18		0.0018		0.004		0.0027		0.0011		0.0038		0.0031		0.0086		0.0021		0.0038		0.0042		0.0063		0.0037		0.0026		0.0025		0.00069		0.0026		0.0011		0.0016		0.0026		0.0058		0.0086		0.015		0.0023				0.034		0.083																				0.019		0.062		0.0096		0.044		0.016		0.21						0.0033		0.00043

		4.3		T4-VC17		WLCT4C04VC17		0.32				0.085		0.11		0.21		0.062		0.088		0.23		0.28		0.23		0.18		0.13		0.18		0.084		0.18		0.46		0.62		0.18		0.26		0.036		0.38		0.041		0.028		0.098		0.085		0.23		0.083		0.15		0.1		0.15		0.12		0.085		0.081		0.071		0.26		0.025		0.036		0.17		0.39		0.14		0.25		0.066				0.044		0.11																				0.11		0.38		0.11		0.49		0.011		0.14						0.013		0.0016

		4.3		WR-PG-09		WLCDRD05PG009		0.74				0.31		0.13		0.25		0.06		0.084		0.28		0.35		0.28		0.21		0.15		0.21		0.078		0.17		0.52		0.7		0.2		0.3		0.011		0.053		0.022		0.0096		0.033		0.035		0.096		0.039		0.073		0.039		0.058		0.064		0.032		0.03		0.0076		0.028						0.025		0.056		0.045		0.079		0.024		0.035		0.047		0.12																				0.068		0.22		0.073		0.34		0.041		0.55		0.063		0.12		0.012		0.0015

		4.3		WR-PG-18		WLCDRD05PG018		0.79				0.33		0.097		0.19		0.042		0.059		0.18		0.23		0.2		0.15		0.11		0.15		0.097		0.21		0.39		0.53		0.17		0.25		0.05		0.25		0.25		0.04		0.14		0.15		0.42		0.2		0.37		0.16		0.24		0.32		0.12		0.11		0.034		0.13		0.048		0.069		0.11		0.25		0.19		0.33		0.11				0.03		0.072								0.0012		0.004										0.23		0.75		0.15		0.68		0.16		2.1		0.063		0.12		0.037		0.0047

		4.4		04R003		LWG0104R003SDS015C00								0.14		0.28		0.3		0.42		0.2		0.24		0.21		0.16		0.68		0.95						0.41		0.56		0.66		0.96		0.18		1.7		0.4		0.26		0.9		0.8		2.2		0.9		1.7		0.85		1.3		1.6		0.9		0.85		0.21		0.76		0.13		0.18		0.7		1.6		0.79		1.4		0.53		0.053		0.071		0.17

		4.4		52C01		WLCOFJ0252C01		0.42						0.071		0.14		0.09		0.13		2.1		2.6		0.32		0.24		0.48		0.67		0.046		0.1		0.63		0.85		0.68		0.99				3.3				0.3		1		0.68		1.9		0.7		1.3		0.54		0.82				0.51		0.48										0.64		1.4		1.1		1.9		0.39

		4.4		52C02		WLCOFJ0252C02		0.13						0.09		0.17						1.2		1.5		0.15		0.11		0.21		0.3						0.3		0.41		0.16		0.23		0.012		0.086		0.032		0.017		0.058		0.061		0.17		0.055		0.1		0.064		0.096		0.22		0.053		0.051		0.011		0.041		0.0064		0.0092		0.044		0.1		0.085		0.15		0.038

		4.4		52C03		WLCOFJ0252C03		0.12						0.21		0.4						0.15		0.18		0.12		0.091		0.35		0.49		0.021		0.046		0.31		0.43		0.15		0.22		0.019		0.21		0.23		0.045		0.16		0.13		0.35		0.11		0.2		0.11		0.16		0.47		0.11		0.11		0.023		0.086		0.015		0.021		0.079		0.18		0.17		0.3		0.07

		4.4		52C05		WLCOFJ0252C05		0.96						0.11		0.22		0.039		0.055		0.6		0.73		0.29		0.22		0.59		0.82		0.066		0.14		0.43		0.58		0.31		0.45				2.5				0.28		0.97		0.89		2.4		1.1		2		0.9		1.3				0.69		0.65										0.6		1.4		1		1.8		0.61

		4.4		B010		LW2-B010								0.14		0.27		0.047		0.067		0.19		0.24		0.13		0.096		0.26		0.37		0.078		0.17		0.44		0.59		0.22		0.32		0.06		0.73		0.077		0.085		0.29		0.54		1.5		0.62		1.2		0.51		0.77		1.1		0.34		0.32		0.052		0.19		0.046		0.066		0.33		0.76		0.6		1		0.32				0.046		0.11				0.0034		0.031		0.00064		0.0021										0.02		0.067		0.0085		0.04		0.016		0.21		0.076		0.15		0.0032		0.00042

		4.4		B011		LW2-B011								0.076		0.15		0.027		0.038		0.14		0.17		0.079		0.059		0.08		0.11		0.013		0.029		0.36		0.48		0.13		0.19		0.0026				0.0045						0.00053		0.0015												0.00036		0.00034										0.00045		0.001		0.00038		0.00065		0.00029																																		0.02		0.26						0.0023		0.00029

		4.4		BT008		LW2-GBT008		2.2				0.94		0.2		0.39		0.16		0.22		0.4		0.5		0.4		0.3		0.63		0.89		0.086		0.19		0.59		0.79		0.51		0.74		0.06		0.79		0.048		0.13		0.45		0.82		2.2		0.76		1.4		0.78		1.2		1		0.58		0.55		0.076		0.28		0.037		0.054		0.37		0.83		0.79		1.4		0.42		0.088		0.11		0.27				0.0025		0.023						0.0043		0.016		0.00053		0.0031		0.4		1.3		0.14		0.63		0.056		0.73		0.09		0.18		0.033		0.0043

		4.4		BT009		LW2-GBT009		0.94				0.37		0.14		0.28		0.13		0.19		0.34		0.42		0.32		0.24		0.4		0.56		0.073		0.16		0.61		0.83		0.44		0.64		0.33		0.46		0.72		0.15		0.53		1		2.9		1.2		2.2		1.2		1.7		1.9		0.81		0.76		0.097		0.36		0.3		0.43		0.33		0.76		1.4		2.4		0.61				0.041		0.1				0.0025		0.023						0.011		0.041		0.00066		0.0038		0.19		0.61		0.12		0.54		0.079		1		0.068		0.13		0.024		0.0031

		4.4		G131		LW2-G131								0.1		0.2		0.048		0.067		0.26		0.32		0.26		0.2		0.096		0.13		0.053		0.12		0.48		0.65		0.22		0.32		0.013		0.033				0.0067		0.023		0.022		0.06		0.03		0.056		0.023		0.035		0.035		0.019		0.018		0.0045		0.017						0.016		0.037		0.038		0.066		0.016																										0.19		0.63		0.12		0.55		0.022		0.29		0.044		0.088		0.017		0.0022

		4.4		G132		LW2-G132								0.08		0.15		0.041		0.058		0.2		0.25		0.21		0.16		0.11		0.15		0.068		0.15		0.37		0.5		0.19		0.28		0.13		0.46		0.27		0.046		0.16		0.13		0.36		0.19		0.36		0.13		0.2		0.23		0.14		0.13		0.054		0.2		0.094		0.14		0.18		0.41		0.24		0.41		0.11				0.016		0.04																				0.33		1.1		0.12		0.54		0.11		1.4		0.063		0.12		0.035		0.0045

		4.4		G133		LW2-G133		0.76				0.32		0.092		0.18		0.046		0.065		0.24		0.3		0.24		0.18		0.099		0.14		0.085		0.19		0.45		0.6		0.2		0.3		0.042		0.18		0.15		0.036		0.12		0.12		0.34		0.14		0.26		0.13		0.2		0.19		0.13		0.12		0.026		0.097		0.036		0.051		0.094		0.21		0.19		0.33		0.088				0.018		0.043				0.0025		0.023						0.12		0.42						0.065		0.22		0.096		0.45		0.0075		0.099		0.059		0.12		0.0093		0.0012

		4.4		G626		LW3-G626		1.5				0.32		0.085		0.17		0.034		0.048		0.19		0.23		0.18		0.14		0.13		0.18		0.076		0.17		0.39		0.53		0.21		0.31		0.38		1.8		0.68		0.11		0.39		0.38		1		0.54		1		0.4		0.59		0.59		0.29		0.28		0.15		0.56		0.36		0.51		0.5		1.1		0.51		0.88		0.29				0.074		0.18																				0.75		2.5		0.22		1		1.4		18						0.21		0.027

		4.4		G6271		LW3-G627-1		1				0.47		0.11		0.21		0.042		0.059		0.27		0.34		0.25		0.19		0.086		0.12		0.056		0.12		0.45		0.61		0.21		0.31		0.22		0.63		0.086		0.041		0.14		0.089		0.24		0.09		0.17		0.1		0.15		0.1		0.085		0.081		0.043		0.16		0.057		0.082		0.1		0.23		0.14		0.25		0.066		0.022		0.04		0.097																				0.12		0.4		0.073		0.34		0.07		0.92		0.063		0.12		0.017		0.0022

		4.4		G6272		LW3-G627-2		0.92				0.42		0.12		0.22		0.042		0.059		0.31		0.38		0.26		0.2		0.086		0.12		0.061		0.13		0.48		0.64		0.21		0.3		0.043		0.16		0.078		0.037		0.13		0.073		0.2		0.083		0.15		0.085		0.13		0.089		0.076		0.072		0.021		0.076		0.05		0.072		0.074		0.17		0.13		0.23		0.053		0.021		0.046		0.11																				0.16		0.54		0.07		0.33						0.063		0.12		0.013		0.0017

		4.4		G628		LW3-G628		0.64				0.31		0.091		0.18		0.043		0.06		0.23		0.28		0.24		0.18		0.094		0.13		0.055		0.12		0.43		0.58		0.22		0.33		0.019		0.074		0.038		0.014		0.049		0.035		0.096		0.036		0.066		0.04		0.059		0.047		0.038		0.036		0.01		0.039		0.025		0.036		0.034		0.078		0.061		0.11		0.025		0.0091		0.018		0.043																				0.054		0.18		0.058		0.27		0.013		0.17		0.063		0.12		0.0072		0.00092

		4.4		LPSG-S-029-R-1		WLCASF97S029																																										0.15		0.078		0.03		0.1		0.071		0.19		0.07		0.13		0.078		0.12		0.1		0.081		0.076		0.03		0.11		0.046		0.066		0.096		0.22		0.12		0.21		0.053

		4.4		SD023		WR-WSI98SD023								0.21		0.41		0.44		0.62		0.42		0.51		0.42		0.32		0.73		1		0.1		0.23		0.62		0.83		0.76		1.1				4.7				0.51		1.8		3		8.3		3.4		6.3		2.5		3.7		6.1		1.9		1.8		0.43		1.6		0.18		0.26		1.9		4.3		3		5.3		1.7

		4.4		SD025		WR-WSI98SD025												0.06		0.085		0.33		0.41		0.29		0.22		0.12		0.16		0.047		0.1		0.6		0.81		0.21		0.31				0.28				0.036		0.12		0.16		0.44		0.18		0.33		0.19		0.28				0.13		0.12		0.041		0.15		0.039		0.056		0.14		0.31		0.2		0.34		0.1

		4.4		SD026		WR-WSI98SD026												0.04		0.057		0.33		0.4		0.28		0.21		0.07		0.099		0.057		0.12		0.58		0.78		0.2		0.29				0.35				0.034		0.12		0.077		0.21		0.083		0.15		0.093		0.14				0.072		0.068		0.05		0.19		0.053		0.077		0.11		0.25		0.14		0.25		0.057

		4.4		SD028		WR-WSI98SD028												0.06		0.085		0.32		0.4		0.27		0.21		0.07		0.099		0.047		0.1		0.57		0.78		0.19		0.28				0.56				0.041		0.14		0.07		0.19		0.054		0.1		0.093		0.14				0.094		0.089		0.095		0.35		0.041		0.059		0.19		0.43		0.14		0.24		0.057

		4.4		T4-UP07		WLCT4C04UP07		2.1				0.71		0.21		0.41		1.2		1.6		0.21		0.26		0.33		0.25		15		21		0.063		0.14		0.39		0.52		2.2		3.2		0.1		1.5		0.36		3		10		1.6		4.4		0.69		1.3		1.9		2.9		1.5		1.3		1.2		0.39		1.5		0.05		0.072		0.82		1.9		1.8		3.1		0.83				0.12		0.29																				0.26		0.85		0.096		0.44		0.06		0.8						0.024		0.0031

		4.4		T4-UP08		WLCT4C04UP08						0.038		0.073		0.14		0.1		0.14		0.16		0.2		0.13		0.096		0.32		0.45		0.02		0.043		0.41		0.55		0.25		0.36		0.0049		0.055		0.011		0.008		0.028		0.044		0.12		0.028		0.052		0.053		0.079		0.037		0.067		0.064		0.0082		0.031		0.0052		0.0074		0.016		0.037		0.15		0.26		0.032		0.022		0.038		0.094																												0.0091		0.12						0.0024		0.00031

		4.4		T4-VC15		WLCT4C04VC15		3.2				0.77		0.18		0.36		0.3		0.42		0.29		0.36		0.36		0.27		0.97		1.4		0.12		0.27		0.51		0.69		0.59		0.86		0.17		3.3		0.16		0.32		1.1		1.5		4.2		1.6		2.9		1.6		2.3		2.7		1.1		1.1		0.3		1.1		0.12		0.18		1		2.3		1.8		3.1		0.92				0.19		0.47																				0.27		0.88		0.16		0.74		0.13		1.7						0.037		0.0047

		4.4		T4-VC16		WLCT4C04VC16		2				0.5		0.15		0.29		0.31		0.43		0.21		0.26		0.25		0.19		0.98		1.4		0.092		0.2		0.36		0.48		0.63		0.91		0.31		8.3		0.23		0.75		2.6		4.1		11		4.1		7.5		4		5.9		7.1		3		2.8		1.1		4.2		0.21		0.31		3.4		7.8		4.7		8.1		2.5				0.21		0.51																				0.25		0.82		0.11		0.49		0.17		2.3						0.038		0.0049

		4.4		T4-VC18		WLCT4C04VC18		0.51						0.1		0.2		0.21		0.29		0.22		0.27		0.22		0.16		1		1.4		0.075		0.16		0.43		0.58		0.31		0.46		0.13		0.58		0.086		0.039		0.13		0.15		0.42		0.17		0.32		0.17		0.26		0.27		0.13		0.13		0.073		0.27		0.064		0.092		0.14		0.31		0.26		0.45		0.11				0.095		0.23																				0.18		0.6		0.16		0.76		0.084		1.1						0.028		0.0036

		4.4		T4-VC20		WLCT4C04VC20		0.52				0.14		0.085		0.16		0.052		0.074		0.2		0.25		0.2		0.15		0.12		0.17		0.057		0.12		0.39		0.53		0.15		0.21		0.03		0.19		0.045		0.034		0.12		0.11		0.31		0.12		0.22		0.12		0.19		0.19		0.1		0.098		0.026		0.097		0.025		0.036		0.094		0.21		0.18		0.32		0.079				0.049		0.12																				0.089		0.29		0.089		0.41		0.081		1.1						0.017		0.0022

		4.4		WR-PG-11		WLCDRD05PG011		0.97				0.43		0.13		0.25		0.057		0.081		0.26		0.32		0.26		0.2		0.16		0.22		0.073		0.16		0.49		0.66		0.21		0.3		0.034		0.17		0.056		0.027		0.094		0.095		0.26		0.1		0.19		0.1		0.15		0.2		0.085		0.081		0.022		0.083		0.039		0.056		0.073		0.17		0.13		0.22		0.061		0.16		0.14		0.34																				0.089		0.29		0.093		0.43		0.091		1.2						0.019		0.0025

		4.5		G134		LW2-G134								0.11		0.22		0.049		0.069		0.32		0.4		0.29		0.22		0.093		0.13		0.053		0.12		0.52		0.71		0.24		0.36		0.045		0.13		0.13		0.036		0.12		0.083		0.23		0.1		0.19		0.085		0.13		0.13		0.067		0.064		0.016		0.059		0.046		0.066		0.062		0.14		0.11		0.19		0.057				0.021		0.051												0.088		0.32						0.17		0.55		0.14		0.64		0.067		0.89		0.091		0.18		0.023		0.0029

		4.5		G135		LW2-G135		1.1				0.49		0.086		0.17		0.05		0.071		0.26		0.32		0.25		0.19		0.1		0.15		0.052		0.11		0.46		0.63		0.23		0.33		0.036		0.094		0.066		0.15		0.53		0.055		0.15		0.056		0.1		0.085		0.13		0.074		0.072		0.068		0.026		0.097						0.085		0.19		0.11		0.18		0.048				0.022		0.054

		4.5		G136		LW2-G136		2.8				1.4		0.11		0.22		0.05		0.071		0.27		0.34		0.24		0.18		0.15		0.21		0.075		0.16		0.47		0.63		0.22		0.32		0.042		0.33		0.12		0.036		0.12		0.14		0.39		0.13		0.24		0.18		0.27		0.16		0.29		0.27		0.056		0.21		0.029		0.041		0.19		0.43		0.55		0.95		0.14		0.079		0.075		0.18				0.0055		0.051														0.14		0.46		0.081		0.38		0.0045		0.059		0.09		0.18		0.012		0.0015

		4.5		G629		LW3-G629		1.9				0.43		0.11		0.21		0.068		0.095		0.28		0.34		0.25		0.19		0.22		0.31		0.1		0.23		0.47		0.63		0.32		0.46		0.4		2.7		0.13		0.1		0.35		0.13		0.36		0.1		0.19		0.13		0.2		0.13		0.21		0.2		0.34		1.3		0.27		0.38		0.58		1.3		0.28		0.49		0.14		0.14		0.15		0.36				0.0039		0.036														0.25		0.81		0.16		0.76		0.12		1.5		0.2		0.4		0.033		0.0043

		4.5		G630		LW3-G630		1.3				0.68		0.13		0.25		0.048		0.067		0.28		0.35		0.26		0.2		0.1		0.14		0.053		0.12		0.46		0.62		0.24		0.35		0.065		0.24		0.69		0.091		0.31		0.73		2		0.83		1.5		0.71		1.1		0.74		0.49		0.47		0.028		0.1		0.093		0.13		0.21		0.49		0.92		1.6		0.39		0.019		0.055		0.13																				0.12		0.4		0.073		0.34		0.032		0.42						0.014		0.0018

		4.5		GSP04W		LW3-GSP04W								0.052		0.1		0.025		0.035		0.12		0.14		0.095		0.072		0.12		0.17		0.065		0.14		0.25		0.34		0.16		0.24		0.049		0.65		0.086		0.089		0.31		0.28		0.75		0.12		0.23		0.39		0.58		0.19		0.76		0.72		0.18		0.69		0.029		0.041		0.66		1.5		0.72		1.3		0.25																		0.18		0.67						0.068		0.22		0.035		0.16		0.01		0.14						0.0063		0.00081

		4.5		SD027		WR-WSI98SD027												0.06		0.085		0.35		0.43		0.3		0.22		0.1		0.14		0.047		0.1		0.6		0.81		0.21		0.3				0.4				0.059		0.2		0.36		0.99		0.45		0.83		0.33		0.49		0.89		0.23		0.22		0.05		0.19						0.26		0.58		0.41		0.72		0.22

		4.5		SD030		WR-WSI98SD030								0.15		0.29		0.06		0.085		0.32		0.4		0.28		0.21		0.07		0.099		0.057		0.12		0.55		0.75		0.2		0.29		0.23		1.9				0.15		0.53		0.27		0.73		0.12		0.23		0.31		0.46				0.63		0.59		0.32		1.2		0.1		0.15		0.94		2.1		0.86		1.5		0.26

		4.5		T4-UP10		WLCT4C04UP10		0.64				0.22		0.1		0.19		0.068		0.096		0.19		0.23		0.26		0.2		0.21		0.3		0.08		0.17		0.45		0.61		0.21		0.31		0.14		0.97		0.16		0.13		0.45		0.49		1.3		0.5		0.92		0.47		0.7		0.89		0.35		0.33		0.14		0.51		0.1		0.15		0.36		0.82		0.6		1		0.3				0.05		0.12																				0.12		0.39		0.051		0.24										0.0094		0.0012

		4.5		T4-VC19		WLCT4C04VC19		0.76				0.23		0.088		0.17		0.1		0.14		0.2		0.25		0.21		0.16		0.34		0.47		0.067		0.15		0.38		0.52		0.2		0.29		0.25		3.9		0.094		0.44		1.5		2.8		7.5		2.6		4.9		2.7		4.1		5.9		2		1.9		0.41		1.5		0.12		0.18		1.6		3.7		2.8		4.9		1.6				0.092		0.22																				0.13		0.42		0.11		0.49										0.013		0.0017

		4.5		T4-VC21		WLCT4C04VC21		0.65				0.2		0.13		0.25		0.07		0.099		0.25		0.3		0.26		0.2		0.17		0.23		0.061		0.13		0.47		0.63		0.21		0.31		0.029		0.39		0.059		0.044		0.15		0.18		0.49		0.19		0.35		0.19		0.28		0.31		0.15		0.14		0.052		0.19		0.027		0.038		0.11		0.25		0.26		0.46		0.12				0.067		0.16																				0.11		0.35		0.086		0.4		0.49		6.5						0.065		0.0083

		4.5		T4-VC22		WLCT4C04VC22						0.0074		0.036		0.071		0.018		0.025		0.087		0.11		0.089		0.068		0.021		0.03		0.0085		0.019		0.3		0.4		0.084		0.12		0.003		0.029		0.0057		0.0038		0.013		0.017		0.047		0.017		0.032		0.017		0.026		0.019		0.013		0.013		0.0021		0.0076		0.0027		0.0038		0.0094		0.021		0.029		0.05		0.011

		4.5		T4-VC25		WLCT4C04VC25								0.085		0.16		0.018		0.025		0.11		0.14		0.11		0.083		0.021		0.029		0.022		0.047		0.35		0.47		0.1		0.15				0.0037								0.0015		0.0042		0.0011		0.002		0.0016		0.0024		0.0016		0.00094		0.00089						0.00048		0.00069		0.00064		0.0015		0.0018		0.0032		0.0012

		4.5		WR-PG-22		WLCDRD05PG022		1.4				0.62		0.13		0.25		0.057		0.081		0.24		0.3		0.25		0.19		0.12		0.17		0.07		0.15		0.46		0.62		0.2		0.29		0.01		0.046		0.029		0.011		0.04		0.031		0.086		0.03		0.055		0.054		0.081		0.044		0.039		0.037		0.0076		0.028						0.026		0.058		0.053		0.093		0.023				0.037		0.09																				0.2		0.66		0.17		0.77		0.33		4.4		0.08		0.16		0.056		0.0072

		4.6		04R004		LWG0104R004SDS015C00								0.11		0.22		0.046		0.065		0.25		0.3		0.48		0.36		0.48		0.68						0.47		0.64		0.3		0.43		0.17		0.53		0.5		0.089		0.31		0.18		0.49		0.18		0.33		0.22		0.32		0.16		0.3		0.28		0.1		0.39		0.21		0.31		0.32		0.72		0.41		0.72		0.15		0.047		0.047		0.12																				0.15		0.48														0.015		0.002

		4.6		B012		LW2-B012								0.095		0.18		0.023		0.033		0.11		0.13		0.11		0.082		0.13		0.19		0.01		0.023		0.29		0.39		0.16		0.23		0.011		0.016		0.086		0.011		0.036		0.047		0.13		0.076		0.14		0.06		0.089		0.1		0.038		0.036		0.0047		0.017		0.012		0.017		0.032		0.074		0.086		0.15		0.04																										0.075		0.25		0.0089		0.041		0.013		0.17						0.0056		0.00072

		4.6		BT011		LW2-GBT011		3.9				1.3		0.13		0.25		0.052		0.074		0.27		0.33		0.28		0.21		0.13		0.19		0.069		0.15		0.44		0.6		0.25		0.36		0.047		0.18		0.094		0.059		0.2		0.13		0.36		0.13		0.24		0.18		0.27		0.16		0.17		0.16		0.028		0.1		0.041		0.059		0.11		0.25		0.27		0.47		0.096										0.0022		0.021										0.00043		0.0025		0.38		1.3		0.14		0.66		0.79		10		0.057		0.11		0.11		0.015

		4.6		C138		LW2-C138																																																																																																														0.22		0.72		0.093		0.43										0.019		0.0025

		4.6		G137		LW2-G137								0.1		0.2		0.052		0.073		0.27		0.34		0.27		0.2		0.094		0.13		0.054		0.12		0.51		0.68		0.23		0.34		0.03		0.078		0.078		0.022		0.078		0.053		0.15		0.068		0.13		0.059		0.088		0.081		0.044		0.042		0.01		0.038						0.041		0.093		0.072		0.13		0.037				0.022		0.054												0.062		0.23						0.15		0.49		0.1		0.47		0.0076		0.1		0.07		0.14		0.014		0.0018

		4.6		G138		LW2-G138		2				1.4		0.13		0.25		0.022		0.031		0.12		0.14		0.092		0.07		0.13		0.19		0.015		0.033		0.28		0.38		0.15		0.22		0.027		0.3		0.052		0.054		0.19		0.19		0.52		0.076		0.14		0.1		0.15		0.081		0.67		0.64		0.073		0.27		0.021		0.031		0.65		1.5		0.72		1.3		0.19

		4.6		G139		LW2-G139		4				2		0.13		0.25		0.076		0.11		0.27		0.33		0.27		0.2		0.29		0.4		0.1		0.23		0.5		0.67		0.41		0.6		0.24		4.4		0.55		1.1		3.6		2.2		6		1.4		2.6		2.3		3.5		4.4		2.5		2.3		0.58		2.2		0.16		0.23		3.2		7.2		3.4		5.9		1.3		0.062		0.047		0.12				0.0024		0.022														0.14		0.46		0.32		1.5		0.0032		0.042		0.1		0.21		0.024		0.0031

		4.6		G140-1		LW2-G140								0.076		0.15		0.043		0.06		0.16		0.2		0.14		0.1		0.1		0.14		0.053		0.12		0.29		0.39		0.28		0.41		0.18		2.6		0.23		0.082		0.28		0.19		0.51		0.21		0.39		0.18		0.27		0.24		0.25		0.24		0.23		0.85		0.15		0.22		0.41		0.94		0.45		0.79		0.18				0.075		0.18				0.0063		0.059														1.7		5.4		0.12		0.55		0.045		0.6		0.11		0.23		0.092		0.012

		4.6		G140-2		LW2-G140-2								0.073		0.14		0.023		0.032		0.13		0.16		0.091		0.069		0.042		0.059		0.024		0.051		0.22		0.29		0.12		0.17		0.039		0.17		0.078		0.018		0.061		0.051		0.14		0.069		0.13		0.054		0.081		0.089		0.049		0.047		0.022		0.083		0.034		0.049		0.061		0.14		0.12		0.21		0.042																										0.092		0.3		0.028		0.13		0.0019		0.025		0.035		0.07		0.0063		0.00081

		4.6		G631		LW3-G631		0.83				0.44		0.1		0.2		0.036		0.051		0.24		0.29		0.25		0.19		0.086		0.12		0.059		0.13		0.44		0.59		0.21		0.3		0.024		0.075		0.042		0.017		0.057		0.047		0.13		0.052		0.096		0.05		0.074		0.061		0.045		0.042		0.011		0.042		0.03		0.043		0.045		0.1		0.072		0.13		0.032		0.022		0.049		0.12																				0.071		0.24		0.054		0.25						0.074		0.15		0.0073		0.00094

		4.6		G632		LW3-G632		1.1				0.43		0.11		0.22		0.035		0.049		0.26		0.32		0.23		0.17		0.078		0.11		0.055		0.12		0.42		0.56		0.2		0.3		0.06		0.66		0.094		0.041		0.14		0.09		0.24		0.1		0.19		0.1		0.15		0.12		0.094		0.089		0.03		0.11		0.055		0.079		0.12		0.27		0.16		0.27		0.07		0.022		0.046		0.11				0.01		0.094										0.014		0.084		0.13		0.43		0.067		0.31						0.063		0.12		0.011		0.0015

		4.6		SD031		WR-WSI98SD031												0.26		0.37		0.39		0.48		0.43		0.32		0.66		0.93		0.066		0.14		0.7		0.94		0.54		0.79				5.3		1.3		0.75		2.6		3		8.3		3.4		6.3		2.6		3.8		7.4		2.1		2		0.65		2.4		0.36		0.51		2.4		5.4		3.6		6.3		1.8

		4.6		T4-IM-01		WLCT4L08T4IM01																								0.0086		0.012										0.008		0.012

		4.6		T4-IM-02		WLCT4L08T4IM02		0.031				0.0071						0.06		0.085										0.45		0.64										0.13		0.19								0.013		0.047		0.053		0.14		0.051		0.095		0.046		0.069		0.17		0.047		0.044														0.071		0.12		0.031

		4.6		T4-IM-03		WLCT4L08T4IM03		0.42				0.11						0.31		0.43										1.5		2.1										0.61		0.89				2.4				0.39		1.4		1.7		4.6		1.7		3.2		1.5		2.3		2.9		1.2		1.2		0.18		0.66		0.13		0.19		0.93		2.1		1.8		3.1		0.95

		4.6		T4-IM-04		WLCT4L08T4IM04		0.76				0.2						0.28		0.4										1.6		2.3										0.58		0.84		0.38		11				1.7		6		8.7		24		8.2		15		7.7		12		14		5.7		5.4		0.79		3		0.3		0.42		4.1		9.4		7.4		13		4.4

		4.6		T4-IM-05		WLCT4L08T4IM05		1				0.29						1		1.5										5.6		7.9										1.7		2.5		0.61		14				1.7		5.8		6.7		18		6.5		12		6		8.9		11		4.9		4.7		0.99		3.7		0.46		0.66		4.2		9.6		6.4		11		3.7

		4.6		T4-IM-06		WLCT4L08T4IM06		0.85				0.23						0.32		0.46										1.1		1.6										0.68		1		1.3		60				7.4		25		29		80		28		53		24		36		44		19		18		2.9		11		0.96		1.4		16		37		26		44		15

		4.6		T4-IM-07		WLCT4L08T4IM07		0.75				0.17						0.51		0.72										3.7		5.2										1		1.5		0.53		6.8				0.79		2.7		5.8		16		5.5		10		6.2		9.2		11		5.3		5		0.59		2.2		0.39		0.55		3.1		7.1		6.2		11		3.4

		4.6		T4-IM-08		WLCT4L08T4IM08		0.029				0.0081						0.11		0.16										0.29		0.4										0.26		0.37				0.2				0.024		0.083		0.13		0.36		0.12		0.22		0.13		0.19		0.27		0.1		0.098		0.027		0.1						0.097		0.22		0.15		0.26		0.075

		4.6		T4-IM-09		WLCT4L08T4IM09		6.2				1.9						1.7		2.4										14		20										2.8		4.1		1.8		49				7.6		26		30		82		27		51		26		40		48		22		20		3.9		14		0.92		1.3		19		44		27		46		16

		4.6		T4-IM-10		WLCT4L08T4IM10		0.76				0.25						0.34		0.48										1.7		2.3										0.67		0.98				1.5				0.21		0.71		1.2		3.2		1.2		2.2		1.2		1.8		2.1		0.95		0.9		0.12		0.45		0.15		0.21		0.62		1.4		1.3		2.3		0.7

		4.6		T4-IM-11		WLCT4L08T4IM11		0.25				0.059						0.23		0.32										0.43		0.6										0.41		0.6		0.14		0.45		0.46		0.17		0.58		0.54		1.5		0.55		1		0.55		0.82		0.6		0.61		0.57		0.091		0.34		0.23		0.33		0.36		0.81		1.1		1.8		0.37

		4.6		T4-IM-12		WLCT4L08T4IM12		0.8				0.2						0.16		0.23										0.28		0.39										0.31		0.45		0.52		1.4		2.5		1.1		3.7		3.4		9.2		3.2		6		3		4.5		3.5		3.6		3.4		0.35		1.3		0.94		1.3		2.2		5		6.4		11		2.1

		4.6		T4-IM-13		WLCT4L08T4IM13		0.034				0.01						0.11		0.15										0.12		0.17										0.23		0.34												0.023		0.062		0.028		0.052		0.016		0.024				0.017		0.016														0.022		0.039		0.017

		4.6		T4-IM-14		WLCT4L08T4IM14		0.022				0.0071						0.099		0.14										0.15		0.21										0.24		0.36												0.082		0.22		0.071		0.13		0.095		0.14		0.26		0.073		0.069										0.068		0.15		0.089		0.15		0.051

		4.6		T4-IM-Comp01		WLCT4L08T4IMC01																																																																																						0.042		0.062		0.15																				0.099		0.32		0.12		0.55		0.03		0.39						0.015		0.0019

		4.6		T4-IM-Comp03		WLCT4L08T4IMC03																																																																																						0.039		0.068		0.17																				0.14		0.48		0.087		0.4		0.036		0.47						0.016		0.002

		4.6		T4-IM-Comp04		WLCT4L08T4IMC04																																																																																						0.02		0.034		0.084																				0.38		1.2		0.11		0.52		0.18		2.3						0.044		0.0056

		4.6		T4-UP12		WLCT4C04UP12		0.25				0.063		0.19		0.36		1.4		2		0.11		0.14		0.29		0.22		7.2		10		0.041		0.088		0.31		0.42		2.5		3.6		0.43		28		0.094		2.7		9.4		12		34		12		23		8.5		13		18		7.6		7.2		1.4		5.1		0.23		0.33		6.5		15		9.9		17		6.1				0.041		0.1																				0.033		0.11		0.015		0.07										0.0031		0.0004

		4.6		T4-UP13		WLCT4C04UP13		4		0.12		1		0.37		0.72		2		2.9		0.14		0.17		0.37		0.28		13		18		0.085		0.19		0.38		0.51		4.5		6.5		4.7		120		0.2		10		36		39		110		33		61		34		51		48		29		27		6.3		24		3		4.3		27		62		49		85		21				0.075		0.18																												0.1		1.3						0.026		0.0034

		4.6		T4-VC23		WLCT4C04VC23		0.54				0.12		0.13		0.25		0.12		0.17		0.13		0.15		0.19		0.15		0.54		0.76		0.031		0.068		0.4		0.54		0.25		0.37		0.095		2.2		0.048		0.25		0.86		1		2.9		1.1		2		1		1.5		2		0.72		0.68		0.17		0.65		0.07		0.1		0.7		1.6		1.2		2.1		0.61				0.043		0.1																				0.11		0.36		0.073		0.34		0.046		0.61						0.015		0.0019

		4.6		T4-VC26		WLCT4C04VC26		0.97				0.22		0.097		0.19		0.098		0.14		0.23		0.28		0.22		0.17		0.25		0.34		0.07		0.15		0.42		0.57		0.21		0.31		0.095		1.1		0.16		0.17		0.57		0.71		1.9		0.76		1.4		0.72		1.1		1.2		0.58		0.55		0.12		0.44		0.086		0.12		0.51		1.2		1.1		1.8		0.44				0.062		0.15																				0.13		0.43		0.12		0.55		0.043		0.57						0.017		0.0022

		4.6		T4-VC27		WLCT4C04VC27		0.51						0.055		0.11		0.02		0.028		0.083		0.1		0.088		0.066		0.031		0.044		0.018		0.039		0.29		0.39		0.085		0.12		0.22		0.3		0.1		0.056		0.19		0.21		0.57		0.19		0.36		0.24		0.36		0.21		0.19		0.18		0.054		0.2		0.17		0.24		0.14		0.31		0.53		0.91		0.14				0.036		0.087																				0.11		0.38		0.03		0.14		0.014		0.18						0.0087		0.0011

		4.6		T4-VC28		WLCT4C04VC28		0.1				0.017		0.085		0.16		0.036		0.051		0.11		0.13		0.1		0.079		0.025		0.035		0.01		0.023		0.35		0.47		0.09		0.13		0.085		0.53		0.2		0.17		0.57		0.23		0.62		0.22		0.41		0.22		0.34		0.21		0.25		0.24		0.082		0.31		0.11		0.15		0.25		0.56		0.55		0.95		0.16																										0.018		0.06		0.015		0.068										0.0024		0.00031

		4.6		T4-VC29		WLCT4C04VC29		2.8				0.38		0.19		0.38		0.38		0.54		0.2		0.24		0.3		0.23		2.6		3.7		0.083		0.18		0.39		0.53		0.61		0.89		0.41		6.7		0.45		0.85		2.9		3.6		9.9		3.9		7.2		3.3		5		6.5		2.7		2.5		0.58		2.2		0.34		0.49		2.3		5.2		4.6		8		2.2				0.096		0.23																				0.21		0.68		0.096		0.44		0.049		0.65						0.021		0.0027

		4.6		T4-VC30		WLCT4C04VC30		0.71				0.17		0.079		0.15		0.052		0.074		0.18		0.22		0.19		0.15		0.12		0.17		0.065		0.14		0.35		0.47		0.14		0.21		0.018		0.17		0.019		0.019		0.065		0.083		0.23		0.083		0.15		0.085		0.13		0.16		0.067		0.064		0.017		0.065		0.017		0.025		0.065		0.15		0.11		0.18		0.053				0.058		0.14																				0.15		0.51		0.13		0.59		0.029		0.38						0.017		0.0022

		4.6		T4-VC32		WLCT4C04VC32		2.3				0.37		0.15		0.3		0.34		0.48		0.21		0.26		0.3		0.22		1.4		1.9		0.078		0.17		0.47		0.63		0.55		0.8		0.42		3.8		1		0.78		2.7		2.4		6.5		2.4		4.5		2.6		3.9		4.7		2.3		2.2		0.62		2.3		0.52		0.74		2.2		5		5		8.7		1.7				0.12		0.3																				0.29		0.96		0.11		0.5		0.17		2.3						0.04		0.0052

		4.6		WR-PG-24		WLCDRD05PG024		2.8				0.59		0.11		0.22		0.067		0.094		0.19		0.23		0.24		0.18		0.2		0.28		0.089		0.19		0.37		0.5		0.31		0.45		0.75		16		0.17		0.25		0.86		0.19		0.52		0.13		0.24		0.22		0.32		0.16		0.45		0.42		1.6		5.9		0.11		0.16		1.7		3.9		0.62		1.1		0.35		0.22		0.19		0.47																				0.64		2.1		0.32		1.5		0.16		2.1		0.19		0.37		0.066		0.0085

		4.7		04B023		LWG0104B023SDS015C00								0.082		0.16		0.012		0.017		0.14		0.18		0.22		0.17		0.11		0.15						0.29		0.39		0.25		0.37												0.025		0.068		0.029		0.054		0.032		0.048		0.1		0.026		0.024										0.028		0.064		0.047		0.081		0.021				0.022		0.054																				0.096		0.32						0.015		0.2						0.0075		0.00097

		4.7		AR02APG		AR-02-A-PG		0.77		0.23		0.21		0.062		0.12		0.034		0.048		0.15		0.19		0.29		0.22		0.12		0.17		0.095		0.21		0.31		0.42		0.2		0.3		0.055		0.49		0.086		0.033		0.11		0.082		0.22		0.09		0.17		0.085		0.13		0.11		0.099		0.093		0.034		0.13		0.045		0.064		0.15		0.33		0.18		0.32		0.066

		4.7		BT010		LW2-GBT010		3				1		0.1		0.2		0.057		0.081		0.22		0.27		0.2		0.15		0.17		0.24		0.043		0.095		0.45		0.61		0.29		0.42		0.37		0.33		0.016		0.039		0.13		0.1		0.29		0.1		0.19		0.14		0.21		0.21		0.09		0.085		0.047		0.17		0.25		0.36		0.12		0.27		0.14		0.24		0.079				0.024		0.058				0.0014		0.013						0.0028		0.01						0.4		1.3		0.076		0.35		0.041		0.54		0.18		0.35		0.028		0.0036

		4.7		C144		LW2-C144																																																																																								0.028		0.069																				0.22		0.72		0.14		0.64		0.027		0.36		0.057		0.11		0.021		0.0027

		4.7		G141		LW2-G141								0.084		0.16		0.041		0.058		0.17		0.21		0.16		0.12		0.06		0.085		0.033		0.072		0.31		0.41		0.16		0.23		0.022		0.062		0.058		0.014		0.049		0.032		0.088		0.042		0.078		0.033		0.05		0.054		0.028		0.026		0.0082		0.031						0.028		0.064		0.045		0.079		0.023				0.014		0.034				0.0031		0.028														0.082		0.27		0.047		0.22		0.028		0.37		0.03		0.058		0.0098		0.0013

		4.7		G142		LW2-G142		0.42				0.21		0.083		0.16		0.034		0.048		0.15		0.19		0.13		0.1		0.16		0.22		0.047		0.1		0.28		0.38		0.16		0.23		0.03		0.16		0.2		0.036		0.12		0.15		0.42		0.22		0.41		0.17		0.26		0.33		0.15		0.14		0.028		0.1		0.029		0.041		0.14		0.31		0.26		0.45		0.12		0.038		0.028		0.069				0.0013		0.012						0.11		0.39						0.29		0.94		0.073		0.34		0.019		0.25		0.11		0.22		0.019		0.0025

		4.7		G143		LW2-G143								0.088		0.17		0.046		0.065		0.27		0.33		0.24		0.18		0.1		0.14		0.074		0.16		0.48		0.65		0.23		0.33		0.09		0.17		0.32		0.053		0.18		0.17		0.47		0.25		0.46		0.19		0.28		0.33		0.12		0.11		0.024		0.09		0.075		0.11		0.1		0.23		0.2		0.35		0.12		0.085		0.061		0.15				0.002		0.018														0.15		0.51		0.12		0.57		0.025		0.33		0.041		0.082		0.017		0.0022

		4.7		G144		LW2-G144		0.91				0.42		0.1		0.2		0.052		0.073		0.33		0.4		0.29		0.22		0.11		0.15		0.06		0.13		0.62		0.83		0.25		0.37		0.07		0.17		0.17		0.044		0.15		0.11		0.31		0.15		0.28		0.14		0.21		0.21		0.14		0.13		0.022		0.083		0.053		0.077		0.12		0.27		0.19		0.33		0.092

		4.7		G145		LW2-G145		1.3				0.54		0.11		0.22		0.053		0.075		0.31		0.38		0.27		0.21		0.1		0.14		0.061		0.13		0.53		0.72		0.25		0.36		0.06		0.26		0.23		0.057		0.2		0.13		0.36		0.18		0.33		0.14		0.21		0.24		0.11		0.11		0.032		0.12		0.053		0.077		0.13		0.29		0.18		0.31		0.096

		4.7		G147		LW2-G147		0.24				0.12		0.094		0.18		0.032		0.045		0.19		0.24		0.13		0.098		0.15		0.21		0.066		0.14		0.42		0.57		0.19		0.28		0.026		0.092		0.14		0.021		0.073		0.1		0.29		0.16		0.29		0.11		0.16		0.23		0.076		0.072		0.011		0.04		0.021		0.031		0.065		0.15		0.14		0.25		0.079		0.029		0.028		0.069				0.0026		0.024														0.32		1.1		0.06		0.28		0.025		0.33		0.091		0.18		0.022		0.0028

		4.7		G633		LW3-G633		0.97				0.44		0.11		0.21		0.042		0.059		0.22		0.27		0.27		0.2		0.1		0.14		0.065		0.14		0.47		0.63		0.21		0.31		0.026		0.063		0.041		0.014		0.049		0.043		0.12		0.042		0.078		0.043		0.065		0.05		0.042		0.04		0.01		0.038		0.027		0.038		0.034		0.078		0.066		0.11		0.029		0.022		0.046		0.11																				0.064		0.21		0.067		0.31		0.038		0.5		0.08		0.16		0.011		0.0014

		4.7		SD033		WR-WSI98SD033								0.21		0.41		0.32		0.45		0.36		0.44		0.4		0.31		1.1		1.6		0.094		0.21		0.62		0.83		0.68		0.98		0.49		11		0.27		1.3		4.5		7.8		21		8.3		15		7.4		11		27		5.4		5.1		0.99		3.7		0.29		0.41		4.1		9.3		7.9		14		4.4

		4.7		SD034		WR-WSI98SD034												0.08		0.11		0.34		0.42		0.28		0.21		0.11		0.15		0.066		0.14		0.6		0.81		0.21		0.3		0.13		1.2				0.14		0.49		0.69		1.9		0.69		1.3		0.72		1.1		2		0.63		0.59		0.14		0.51		0.052		0.074		0.61		1.4		0.66		1.1		0.41																														0.038		0.18										0.0054		0.0007

		4.7		SD035		WR-WSI98SD035												0.06		0.085		0.34		0.42		0.29		0.22		0.07		0.099		0.057		0.12		0.6		0.81		0.2		0.29				0.33				0.03		0.1		0.07		0.19		0.076		0.14		0.071		0.11				0.054		0.051		0.049		0.18		0.036		0.051		0.11		0.25		0.13		0.23		0.053																										0.039		0.13		0.045		0.21		0.022		0.29						0.0068		0.00088

		4.7		T4-UP14		WLCT4C04UP14		3.6		0.19		0.31		0.19		0.38		0.6		0.85		0.2		0.24		0.25		0.19		1.5		2.2		0.11		0.24		0.41		0.56		1		1.5		0.6		2.5		0.94		0.49		1.7		2.3		6.2		2.3		4.2		2.3		3.5		3.2		2.2		2.1		0.39		1.5		0.57		0.82		1.6		3.7		3.2		5.6		1.4																										0.64		2.1		0.17		0.8		0.25		3.4						0.068		0.0088

		4.7		T4-VC31		WLCT4C04VC31		0.64				0.16		0.088		0.17		0.056		0.079		0.22		0.27		0.2		0.15		0.14		0.19		0.069		0.15		0.4		0.54		0.16		0.23		0.085		0.98		0.012		0.1		0.36		0.54		1.5		0.51		0.95		0.57		0.86		1.1		0.42		0.4		0.11		0.41		0.02		0.028		0.46		1		0.59		1		0.33				0.065		0.16																				0.18		0.58		0.12		0.58		0.043		0.57						0.021		0.0027

		4.7		WR-PG-13		WLCDRD05PG013		1				0.38		0.13		0.24		0.063		0.088		0.26		0.32		0.25		0.19		0.18		0.26		0.075		0.16		0.49		0.67		0.21		0.3		0.11		0.78		0.094		0.11		0.36		0.57		1.6		0.57		1		0.61		0.92		1.4		0.54		0.51		0.093		0.35		0.061		0.087		0.5		1.1		0.61		1.1		0.36		0.024		0.062		0.15																				0.14		0.46		0.064		0.3		0.1		1.3		0.08		0.16		0.021		0.0027

		4.7		WR-PG-26		WLCDRD05PG026						0.0071		0.047		0.091		0.023		0.032		0.037		0.045		0.042		0.031		0.021		0.03		0.0075		0.016		0.13		0.17		0.072		0.1		0.0024		0.0047		0.0029		0.00065		0.0022		0.0018		0.0049		0.0019		0.0036		0.0022		0.0034		0.004		0.0019		0.0018		0.00065		0.0024						0.0016		0.0037		0.0032		0.0055		0.0015																										0.022		0.073														0.0017		0.00021

		4.8		BT012		LW2-GBT012		4.1		0.17		0.58		0.1		0.2		0.064		0.091		0.24		0.3		0.28		0.21		0.2		0.29		0.13		0.28		0.47		0.63		0.31		0.44		0.28		2.5		0.69		0.18		0.61		0.95		2.6		0.83		1.5		0.61		0.92		0.96		0.81		0.76		0.28		1		0.36		0.51		1.3		2.9		1.4		2.4		0.57				0.053		0.13				0.0011		0.0098										0.0002		0.0012		0.41		1.3		0.11		0.5		0.017		0.23		0.031		0.061		0.028		0.0036

		4.8		G146		LW2-G146								0.07		0.14		0.019		0.027		0.14		0.18		0.091		0.069		0.034		0.048		0.042		0.091		0.35		0.48		0.12		0.18		0.045		0.83		0.66		0.15		0.53		0.56		1.5		0.5		0.92		0.49		0.73		0.58		0.42		0.4		0.082		0.31		0.041		0.059		0.22		0.5		0.79		1.4		0.29																		0.39		1.4						0.068		0.22		0.014		0.067		0.015		0.2		0.03		0.059		0.0058		0.00074

		4.8		G148		LW2-G148		1.1				0.37		0.1		0.2		0.051		0.071		0.29		0.36		0.25		0.19		0.1		0.15		0.052		0.11		0.54		0.73		0.21		0.31		0.085		0.38		0.19		0.067		0.23		0.14		0.39		0.17		0.32		0.16		0.23		0.21		0.18		0.17		0.047		0.17		0.1		0.15		0.21		0.49		0.28		0.48		0.12

		4.8		G150		LW2-G150		8.3		0.7		0.85		0.11		0.22		0.093		0.13		0.31		0.39		0.3		0.23		0.22		0.31		0.26		0.58		0.6		0.82		0.32		0.47		2.5		42		2.7		1.4		4.9		2.5		6.8		2.1		4		2.5		3.7		2.1		1.9		1.8		3.7		14		1.8		2.6		5.6		13		3.2		5.5		1.9		0.044		0.033		0.079				0.0028		0.026						0.5		1.8						0.2		0.65		0.12		0.53		0.018		0.24		0.063		0.12		0.018		0.0023

		4.8		G152		LW2-G152		1.2				0.45		0.099		0.19		0.059		0.084		0.27		0.34		0.28		0.21		0.12		0.17		0.066		0.14		0.5		0.68		0.23		0.33		0.075		0.34		0.17		0.05		0.17		0.14		0.39		0.17		0.32		0.15		0.22		0.24		0.15		0.14		0.037		0.14		0.068		0.097		0.15		0.33		0.24		0.42		0.11

		4.8		G153		LW2-G153								0.096		0.19		0.051		0.072		0.26		0.33		0.27		0.2		0.39		0.55		0.7		1.5		0.52		0.7		0.24		0.35		0.19		1.1		0.53		0.14		0.49		0.43		1.2		0.57		1.1		0.42		0.63		0.63		0.35		0.33		0.12		0.45		0.2		0.28		0.75		1.7		0.54		0.94		0.33		0.028		0.037		0.09				0.0031		0.029						0.43		1.6						0.16		0.52		0.076		0.35		0.019		0.25		0.044		0.088		0.014		0.0018

		4.8		G155		LW2-G155		3.3				0.6		0.088		0.17		0.17		0.24		0.32		0.4		0.31		0.23		0.56		0.79		0.18		0.39		0.59		0.8		0.28		0.4		0.24		1.3		0.51		0.17		0.57		0.41		1.1		0.62		1.2		0.42		0.63		0.62		0.67		0.64		0.16		0.58		0.45		0.64		0.85		1.9		1.3		2.3		0.44

		4.8		G156		LW2-G156		0.77				0.26		0.11		0.21		0.054		0.076		0.26		0.33		0.26		0.2		0.11		0.15		0.047		0.1		0.51		0.69		0.21		0.3		0.085		0.44		0.23		0.14		0.49		0.19		0.52		0.25		0.46		0.22		0.34		0.31		0.22		0.21		0.058		0.22		0.08		0.12		0.21		0.47		0.36		0.62		0.16

		4.8		G634		LW3-G634		1.1				0.31		0.11		0.22		0.045		0.063		0.24		0.29		0.27		0.2		0.1		0.14		0.074		0.16		0.53		0.72		0.21		0.31		0.01		0.35		0.061		0.033		0.11		0.08		0.22		0.06		0.11		0.068		0.1		0.072		0.085		0.081		0.045		0.17		0.0029		0.0041		0.15		0.35		0.13		0.23		0.053		0.035		0.05		0.12				0.0045		0.042						0.068		0.25						0.16		0.53		0.14		0.64		0.038		0.5		0.12		0.24		0.019		0.0025

		4.8		LPSG-S-028-R-1		WLCASF97S028																																										0.34		0.13		0.04		0.14		0.086		0.23		0.097		0.18		0.088		0.13		0.14		0.082		0.077		0.043		0.16		0.057		0.082		0.12		0.26		0.14		0.24		0.066

		4.8		R2AR01G2		R2-AR-01-PG-2		0.17				0.041		0.093		0.18		0.012		0.017		0.06		0.074		0.17		0.13		0.13		0.18		0.024		0.051		0.19		0.26		0.19		0.28		0.0075		0.04		0.014		0.012		0.041		0.071		0.19		0.052		0.097		0.085		0.13		0.074		0.12		0.11		0.0091		0.034						0.084		0.19		0.15		0.26		0.053

		4.8		R2AR01PG		R2-AR-01-PG		0.092				0.037		0.16		0.3		0.016		0.023		0.071		0.087		0.14		0.11		0.48		0.68		0.017		0.036		0.21		0.29		0.2		0.29		0.011		0.019		0.052		0.014		0.049		0.075		0.21		0.09		0.17		0.075		0.11		0.12		0.054		0.051		0.0052		0.019						0.03		0.068		0.11		0.18		0.044

		4.8		R2AR02PG		R2-AR-02-PG		1.2		0.12		0.25		0.13		0.25		0.024		0.034		0.079		0.097		0.94		0.71		2.6		3.6		0.029		0.064		0.19		0.25		0.64		0.93		0.1		0.26		0.15		0.053		0.18		0.15		0.42		0.16		0.29		0.16		0.24		0.19		0.18		0.17		0.043		0.16		0.096		0.14		0.21		0.47		0.34		0.58		0.12

		4.8		SD036		WR-WSI98SD036												0.04		0.057		0.32		0.4		0.28		0.21		0.11		0.15		0.057		0.12		0.6		0.81		0.21		0.31		0.13		0.91				0.072		0.25		0.15		0.42		0.097		0.18		0.15		0.22		0.19		0.25		0.24		0.15		0.57		0.053		0.077		0.46		1		0.31		0.54		0.12

		4.8		SD037		WR-WSI98SD037												0.06		0.085		0.34		0.42		0.28		0.21		0.13		0.18		0.066		0.14		0.64		0.86		0.21		0.3				0.33				0.037		0.13		0.087		0.24		0.097		0.18		0.093		0.14		0.21		0.099		0.093		0.039		0.15		0.089		0.13		0.12		0.27		0.14		0.25		0.066

		4.8		SD038		WR-WSI98SD038								0.21		0.41		0.06		0.085		0.34		0.42		0.32		0.24		0.13		0.19		0.066		0.14		0.64		0.86		0.22		0.32				0.29				0.036		0.12		0.095		0.26		0.11		0.2		0.11		0.16		0.21		0.1		0.098		0.039		0.15		0.052		0.074		0.11		0.25		0.15		0.26		0.07

		4.8		SD039		WR-WSI98SD039												0.06		0.085		0.34		0.41		0.29		0.22		0.16		0.22		0.057		0.12		0.62		0.83		0.22		0.32		0.27		1.3		0.17		0.14		0.49		0.32		0.88		0.34		0.64		0.36		0.53		0.49		0.54		0.51		0.18		0.66		0.23		0.33		0.79		1.8		0.72		1.3		0.28

		4.9		C158		LW2-C158																																																																																						0.044		0.043		0.1																				0.22		0.72		0.08		0.37		0.021		0.27		0.045		0.09		0.017		0.0022

		4.9		C162		LW2-C162																																																																																						0.024		0.034		0.083				0.01		0.096										0.022		0.13		0.18		0.59		0.077		0.36		0.092		1.2		0.036		0.071		0.023		0.0029

		4.9		C167		LW2-C167		2.3				0.71		0.14		0.28		0.059		0.084		0.32		0.4		0.34		0.26		0.16		0.22		0.092		0.2		0.62		0.84		0.3		0.44		0.045		0.34		0.17		0.053		0.18		0.13		0.36		0.17		0.31		0.14		0.21		0.17		0.12		0.11		0.035		0.13		0.059		0.084		0.11		0.25		0.2		0.35		0.096				0.018		0.043																				0.1		0.33		0.032		0.15		0.049		0.65		0.026		0.052		0.012		0.0016

		4.9		EM02APG		EM-02-A-PG		0.15				0.019		0.07		0.14		0.024		0.034		0.25		0.31		0.18		0.14		0.045		0.063		0.031		0.068		0.42		0.56		0.14		0.2		0.0036		0.015		0.007		0.0051		0.018		0.0063		0.017		0.0063		0.012		0.0077		0.011		0.0046		0.0081		0.0076		0.0016		0.0061						0.0085		0.019		0.016		0.027		0.0048

		4.9		G149		LW2-G149								0.11		0.2		0.034		0.048		0.25		0.31		0.22		0.16		0.084		0.12		0.045		0.099		0.51		0.68		0.19		0.28		0.016		0.19		0.073		0.013		0.045		0.056		0.15		0.063		0.12		0.053		0.079		0.089		0.039		0.037		0.011		0.041						0.034		0.078		0.065		0.11		0.034		0.025		0.025		0.061																				0.13		0.43		0.11		0.49		0.11		1.4		0.074		0.15		0.024		0.0031

		4.9		G158		LW2-G158		0.85				0.32		0.11		0.21		0.054		0.076		0.35		0.44		0.28		0.21		0.11		0.15		0.057		0.12		0.6		0.81		0.23		0.34		0.095		0.4		0.26		0.067		0.23		0.22		0.6		0.28		0.52		0.29		0.43		0.36		0.36		0.34		0.058		0.22		0.096		0.14		0.34		0.78		0.55		0.96		0.2

		4.9		G162		LW2-G162		0.91				0.41		0.11		0.21		0.055		0.077		0.3		0.37		0.27		0.2		0.11		0.15		0.057		0.12		0.56		0.75		0.23		0.33		0.065		0.28		0.3		0.11		0.39		0.2		0.55		0.25		0.46		0.22		0.34		0.29		0.2		0.19		0.032		0.12		0.059		0.084		0.18		0.41		0.33		0.57		0.15

		4.9		G163		LW2-G163						0.012		0.047		0.091		0.0086		0.012		0.1		0.12		0.068		0.052		0.025		0.035						0.27		0.36		0.093		0.13		0.013		0.065		0.034		0.0071		0.024		0.036		0.099		0.032		0.059		0.03		0.045		0.04		0.022		0.021		0.005		0.019						0.013		0.029		0.043		0.075		0.018																										0.005		0.016														0.0004		0.000052

		4.9		G166		LW2-G166		0.22				0.062		0.38		0.74		0.023		0.032		0.26		0.32		0.17		0.13		0.12		0.17		0.023		0.049		0.46		0.62		0.18		0.26		0.07		0.64		0.086		0.028		0.098		0.066		0.18		0.076		0.14		0.071		0.11		0.074		0.076		0.072		0.028		0.1		0.093		0.13		0.094		0.21		0.21		0.37		0.061																										0.03		0.099		0.017		0.078						0.0063		0.012		0.0024		0.00031

		4.9		G635		LW3-G635		0.83				0.32		0.11		0.22		0.032		0.045		0.17		0.22		0.21		0.16		0.074		0.1		0.053		0.12		0.41		0.55		0.19		0.28		0.031		0.17		0.16		0.03		0.1		0.14		0.39		0.15		0.28		0.15		0.22		0.15		0.094		0.089		0.013		0.047		0.034		0.049		0.044		0.1		0.18		0.32		0.079		0.013		0.027		0.065				0.0094		0.087										0.034		0.2		0.079		0.26		0.048		0.22						0.032		0.063		0.0077		0.00099

		4.9		SD040		WR-WSI98SD040												0.04		0.057		0.32		0.39		0.28		0.21		0.13		0.18		0.094		0.21		0.59		0.8		0.21		0.31				0.34				0.034		0.12		0.15		0.42		0.15		0.28		0.17		0.26		0.38		0.14		0.13		0.047		0.17						0.17		0.39		0.2		0.35		0.096

		4.9		SD041		WR-WSI98SD041												0.08		0.11		0.33		0.41		0.29		0.22		0.14		0.2		0.066		0.14		0.63		0.85		0.23		0.33		2		56		1.2		3.2		11		2.5		6.8		2.6		4.7		2.7		4.1		4.1		4.5		4.2		3.9		15		1.8		2.6		14		31		7.9		14		3

		4.9		WR-PG-30		WLCDRD05PG030		1.5				0.55		0.11		0.22		0.05		0.071		0.19		0.23		0.24		0.18		0.12		0.17		0.089		0.19		0.41		0.55		0.19		0.28		0.095		0.33		0.14		0.051		0.18		0.11		0.31		0.13		0.24		0.13		0.2		0.16		0.15		0.14		0.052		0.19		0.091		0.13		0.19		0.43		0.24		0.41		0.096				0.034		0.083																								0.12		0.56		0.092		1.2						0.023		0.0029

		5		05R041		LWG0105R041SDS015C00								0.088		0.17		0.032		0.045		0.25		0.31		0.23		0.17		0.09		0.13						0.45		0.61		0.19		0.28												0.095		0.26		0.097		0.18		0.11		0.16		0.19		0.014		0.014														0.016		0.027		0.038				0.028		0.069																				0.071		0.24		0.064		0.3										0.0086		0.0011

		5		C169		LW2-C169																																																																																								0.021		0.051				0.0078		0.072										0.03		0.18		0.11		0.38		0.067		0.31		0.07		0.92		0.026		0.052		0.017		0.0022

		5		C171		LW2-C171																																																																																								0.025		0.061																0.033		0.19		0.14		0.46		0.07		0.33		0.019		0.25		0.036		0.071		0.013		0.0016

		5		EM03APG		EM-03-A-PG		1.1				0.094		0.18		0.36		0.017		0.024		0.15		0.19		0.087		0.066		0.07		0.098		0.017		0.037		0.29		0.39		0.14		0.21		0.008		0.027		0.014		0.01		0.035		0.013		0.036		0.012		0.023		0.019		0.029		0.012		0.018		0.017		0.0037		0.014						0.013		0.029		0.039		0.069		0.011

		5		G154		LW2-G154								0.12		0.23		0.053		0.075		0.31		0.38		0.31		0.24		0.11		0.16		0.07		0.15		0.56		0.76		0.24		0.36		0.038		0.094		0.078		0.024		0.082		0.055		0.15		0.061		0.11		0.057		0.086		0.096		0.049		0.047		0.013		0.047						0.039		0.089		0.072		0.13		0.036										0.0038		0.036						0.53		1.9						0.054		0.18		0.077		0.36		0.01		0.14		0.02		0.04		0.008		0.001

		5		G159		LW2-G159								0.07		0.14		0.023		0.032		0.14		0.17		0.11		0.087		0.067		0.093		0.025		0.056		0.36		0.48		0.15		0.22		0.033		0.29		0.07		0.015		0.053		0.045		0.12		0.05		0.092		0.044		0.066		0.068		0.029		0.027		0.028		0.1		0.03		0.043		0.028		0.064		0.051		0.088		0.029		0.091		0.067		0.16																				0.073		0.24		0.042		0.19		0.015		0.2		0.012		0.024		0.0075		0.00097

		5		G169		LW2-G169		1				0.38		0.1		0.2		0.043		0.061		0.26		0.32		0.27		0.21		0.1		0.14		0.052		0.11		0.43		0.58		0.22		0.32		0.034		0.087		0.11		0.027		0.094		0.082		0.22		0.09		0.17		0.085		0.13		0.1		0.058		0.055		0.012		0.046		0.034		0.049		0.048		0.11		0.12		0.21		0.053

		5		G170		LW2-G170		0.97				0.2		0.088		0.17		0.029		0.04		0.16		0.2		0.14		0.11		0.087		0.12		0.038		0.082		0.35		0.47		0.16		0.24		0.036		0.38		0.094		0.032		0.11		0.095		0.26		0.09		0.17		0.12		0.17		0.12		0.18		0.17		0.034		0.13		0.03		0.043		0.18		0.41		0.22		0.39		0.083				0.012		0.029																				0.036		0.12		0.054		0.25		0.017		0.23		0.043		0.084		0.0066		0.00085

		5		G171		LW2-G171		1.1				0.47		0.12		0.23		0.05		0.071		0.32		0.39		0.28		0.21		0.11		0.15		0.067		0.15		0.45		0.61		0.24		0.35		0.04		0.12		0.18		0.033		0.11		0.14		0.39		0.22		0.41		0.2		0.3		0.21		0.085		0.081		0.016		0.06		0.039		0.056		0.066		0.15		0.14		0.25		0.1

		5		G172		LW2-G172		1.5				0.54		0.13		0.25		0.05		0.071		0.33		0.41		0.28		0.22		0.11		0.15		0.054		0.12		0.61		0.82		0.25		0.37		0.09		0.38		0.14		0.051		0.18		0.14		0.39		0.13		0.24		0.16		0.23		0.16		0.18		0.17		0.05		0.19		0.05		0.072		0.22		0.5		0.26		0.45		0.11		0.017		0.025		0.061				0.0052		0.048		0.0017		0.0055										0.13		0.44		0.21		0.97		0.029		0.38		0.029		0.056		0.021		0.0027

		5		G173		LW2-G173		1.2				0.53		0.12		0.23		0.05		0.071		0.33		0.4		0.3		0.23		0.12		0.16		0.055		0.12		0.54		0.73		0.25		0.37		0.016		0.037		0.052		0.0099		0.034		0.032		0.088		0.043		0.079		0.036		0.053		0.047		0.027		0.026		0.0056		0.021						0.024		0.054		0.053		0.091		0.023

		5		G174		LW2-G174		0.78				0.22		0.12		0.23		0.035		0.049		0.24		0.3		0.22		0.17		0.11		0.15		0.042		0.093		0.45		0.6		0.2		0.29		0.029		0.21		0.065		0.019		0.065		0.052		0.14		0.063		0.12		0.058		0.087		0.089		0.054		0.051		0.017		0.065		0.025		0.036		0.058		0.13		0.11		0.18		0.041

		5		G176		LW2-G176		3.9				0.13		0.16		0.31		0.02		0.029		0.11		0.14		0.096		0.073		0.1		0.14		0.038		0.082		0.22		0.3		0.18		0.26		0.031		0.38		0.038		0.031		0.11		0.086		0.23		0.065		0.12		0.1		0.15		0.12		0.15		0.14		0.058		0.22						0.21		0.49		0.23		0.4		0.075										0.013		0.12		0.00021		0.00069										0.019		0.061		0.021		0.095		0.0016		0.021		0.038		0.075		0.0023		0.00029

		5		LPSG-S-025-R-1		WLCASF97S025																																										0.58		0.36		0.18		0.64		0.33		0.89		0.25		0.47		0.4		0.6		0.39		0.28		0.27		0.11		0.4		0.14		0.21		0.29		0.67		0.47		0.81		0.2

		5		LPSG-S-026-R-1		WLCASF97S026																																										0.27		0.13		0.06		0.21		0.13		0.36		0.12		0.23		0.14		0.21		0.19		0.13		0.12		0.052		0.19		0.075		0.11		0.15		0.35		0.2		0.35		0.088

		5		LPSG-S-027-R-1		WLCASF97S027																																										0.38		0.18		0.063		0.22		0.16		0.44		0.17		0.32		0.16		0.24		0.24		0.16		0.15		0.049		0.18		0.048		0.069		0.17		0.39		0.25		0.43		0.11

		5		SD042		WR-WSI98SD042												0.06		0.085		0.34		0.42		0.3		0.23		0.13		0.18		0.047		0.1		0.64		0.86		0.22		0.32												0.061		0.17		0.056		0.1		0.075		0.11		0.16		0.063		0.059						0.064		0.092		0.068		0.15		0.092		0.16		0.042

		5		SD043		WR-WSI98SD043												0.08		0.11		0.34		0.42		0.28		0.21		0.12		0.16		0.047		0.1		0.62		0.83		0.21		0.3				0.48				0.057		0.2		0.12		0.34		0.1		0.19		0.14		0.21		0.17		0.31		0.3		0.063		0.24		0.066		0.095		0.18		0.41		0.32		0.56		0.11

		5		SD044		WR-WSI98SD044												0.06		0.085		0.34		0.42		0.27		0.2		0.13		0.18		0.047		0.1		0.61		0.82		0.22		0.32		0.16		0.63				0.14		0.49		0.2		0.55		0.18		0.33		0.24		0.36		0.33		0.32		0.31		0.1		0.38		0.089		0.13		0.35		0.8		0.39		0.69		0.16

		5		WR-PG-15		WLCDRD05PG015		0.84				0.31		0.11		0.21		0.049		0.069		0.21		0.26		0.25		0.19		0.13		0.18		0.058		0.13		0.42		0.57		0.18		0.26		0.018		0.11		0.053		0.021		0.073		0.072		0.2		0.064		0.12		0.085		0.13		0.13		0.054		0.051		0.018		0.069						0.044		0.099		0.072		0.13		0.042				0.034		0.083																				0.096		0.32		0.12		0.53		0.046		0.61		0.063		0.12		0.016		0.0021

		5.1		5301		WLCOFJ025301		0.53						0.078		0.15						0.21		0.26		0.24		0.18		0.3		0.42		0.14		0.31		0.42		0.56		0.41		0.59								0.031		0.11		0.16		0.44		0.14		0.25		0.12		0.18		0.35		0.1		0.097										0.085		0.19		0.16		0.28		0.088																																						0.65		1.3

		5.1		5302		WLCOFJ025302		0.059						0.06		0.12						0.1		0.13		0.09		0.068		0.069		0.097		0.015		0.034		0.27		0.36		0.093		0.13		0.017		0.048				0.0034		0.012		0.012		0.033		0.011		0.021		0.0097		0.015				0.0086		0.0081		0.005		0.018		0.0058		0.0083		0.0083		0.019		0.015		0.026		0.0081

		5.1		5303		WLCOFJ025303		0.12						0.067		0.13						0.12		0.15		0.095		0.072		0.074		0.1		0.029		0.063		0.26		0.35		0.12		0.17		0.012		0.083		0.04		0.0081		0.028		0.035		0.097		0.036		0.067		0.04		0.06		0.099		0.036		0.034		0.01		0.038		0.0065		0.0094		0.032		0.072		0.054		0.093		0.024

		5.1		5304		WLCOFJ025304		0.083						0.08		0.16						0.15		0.18		0.11		0.081		0.12		0.17		0.024		0.052		0.33		0.44		0.14		0.2		0.028		0.15		0.095		0.037		0.13		0.086		0.23		0.074		0.14		0.088		0.13		0.22		0.061		0.058		0.02		0.075		0.016		0.022		0.063		0.14		0.089		0.15		0.053

		5.1		5305		WLCOFJ025305		0.1						0.06		0.12						0.13		0.16		0.089		0.067		0.044		0.062		0.02		0.044		0.31		0.42		0.093		0.14						0.045		0.0073		0.025		0.029		0.079		0.024		0.044		0.035		0.052		0.05		0.019		0.018		0.005		0.019		0.0068		0.0098		0.0091		0.021		0.034		0.059		0.017

		5.1		G164		LW2-G164		0.21				0.085		0.099		0.19		0.021		0.029		0.16		0.2		0.12		0.091		0.062		0.087		0.035		0.076						0.17		0.24		0.009		0.075		0.013		0.0088		0.03		0.048		0.13		0.053		0.098		0.049		0.073		0.11		0.031		0.029		0.0069		0.026						0.026		0.06		0.049		0.086		0.029				0.0078		0.019												0.12		0.42						0.023		0.076		0.021		0.1						0.046		0.091		0.0023		0.00029

		5.1		G165		LW2-G165								0.099		0.19		0.045		0.063		0.3		0.37		0.27		0.2		0.098		0.14		0.055		0.12		0.56		0.76		0.22		0.32		0.046		0.17		0.068		0.028		0.098		0.073		0.2		0.069		0.13		0.073		0.11		0.12		0.058		0.055		0.017		0.063		0.032		0.046		0.045		0.1		0.079		0.14		0.043		0.025		0.03		0.072				0.0042		0.039						0.27		0.96						0.091		0.3		0.089		0.41		0.0093		0.12		0.086		0.17		0.01		0.0013

		5.1		G168		LW2-G168								0.077		0.15		0.04		0.056		0.22		0.27		0.22		0.17		0.093		0.13		0.05		0.11		0.37		0.5		0.22		0.32		0.09		0.6		0.32		0.082		0.28		0.29		0.78		0.27		0.5		0.33		0.49		0.42		0.22		0.2		0.13		0.47		0.061		0.087		0.21		0.47		0.27		0.47		0.17		0.038		0.037		0.09				0.013		0.12														0.1		0.33		0.088		0.41						0.11		0.21		0.01		0.0013

		5.1		G177		LW2-G177		1.2				0.51		0.12		0.22		0.05		0.071		0.27		0.34		0.27		0.2		0.11		0.16		0.05		0.11		0.5		0.67		0.23		0.33		0.038		0.079		0.094		0.021		0.073		0.056		0.15		0.083		0.15		0.064		0.096		0.096		0.049		0.047		0.01		0.039		0.032		0.046		0.042		0.095		0.092		0.16		0.043

		5.1		G178		LW2-G178		3.9				0.47		0.091		0.18		0.022		0.032		0.18		0.22		0.13		0.099		0.09		0.13		0.078		0.17						0.16		0.23		1.2		92		19		17		57		30		83		28		52		27		41		29		37		35		9.1		34		0.73		1		38		87		64		110		21				0.012		0.029																				0.15		0.5		0.063		0.29		0.036		0.47		0.097		0.19		0.015		0.0019

		5.1		G179		LW2-G179		26		3.3		2.5		0.078		0.15		0.042		0.059		0.17		0.21		0.17		0.13		0.11		0.16		0.063		0.14		0.41		0.56		0.17		0.25		1.7		48		2		3.9		13		5.5		15		5.6		10		5.4		8.1		4.9		9.4		8.9		5		19		1.7		2.4		25		56		18		31		5.7														0.021		0.071										4.4		14		0.29		1.3		0.21		2.8		0.51		1		0.24		0.031

		5.1		G182		LW2-G182		1.5				0.21		0.079		0.15		0.019		0.027		0.18		0.22		0.12		0.092		0.065		0.091		0.051		0.11		0.38		0.52		0.16		0.23		0.055		0.87		0.1		0.082		0.28		0.14		0.39		0.12		0.23		0.18		0.27		0.29		0.2		0.19		0.14		0.53		0.037		0.054		0.3		0.68		0.45		0.79		0.12										0.0017		0.015														0.11		0.35		0.039		0.18		0.005		0.066		0.025		0.049		0.0079		0.001

		5.1		G184		LW2-G184		0.63				0.14		0.079		0.15		0.023		0.032		0.21		0.26		0.13		0.099		0.064		0.09		0.026		0.058		0.43		0.58		0.19		0.28		0.023		0.28		0.075		0.014		0.049		0.056		0.15		0.061		0.11		0.058		0.087		0.081		0.045		0.042		0.015		0.054		0.02		0.028		0.04		0.091		0.086		0.15		0.037		0.027		0.075		0.18				0.002		0.018														0.17		0.57		0.027		0.13		0.011		0.14		0.015		0.029		0.011		0.0014

		5.1		LPSG-S-045-R-1		WLCASF97S045																																										15		1.3		0.94		3.2		0.94		2.6		0.9		1.7		0.94		1.4		1.2		1.4		1.3		1.4		5.4		0.67		0.96		3.4		7.7		2.6		4.5		0.96

		5.1		LPSG-S-046-R-1		WLCASF97S046																																										0.35		0.13		0.076		0.26		0.16		0.43		0.15		0.27		0.15		0.23		0.21		0.14		0.13		0.056		0.21		0.064		0.092		0.18		0.42		0.22		0.38		0.1

		5.1		LPSG-S-047-R-1		WLCASF97S047																																										0.48		0.3		0.099		0.34		0.23		0.62		0.22		0.4		0.22		0.34		0.32		0.19		0.18		0.08		0.3		0.15		0.21		0.25		0.56		0.36		0.62		0.15

		5.1		SD045		WR-WSI98SD045												0.06		0.085		0.3		0.37		0.23		0.18		0.11		0.15		0.047		0.1		0.58		0.79		0.19		0.28		0.14		0.69				0.058		0.2		0.078		0.21		0.039		0.072		0.093		0.14				0.11		0.11		0.095		0.35		0.089		0.13		0.22		0.5		0.16		0.29		0.066

		5.1		SD046		WR-WSI98SD046												0.06		0.085		0.31		0.38		0.24		0.18		0.1		0.14		0.038		0.082		0.59		0.8		0.19		0.28				0.45				0.04		0.14		0.082		0.22		0.057		0.11		0.093		0.14		0.16		0.094		0.089		0.058		0.22		0.059		0.084		0.13		0.29		0.13		0.22		0.057

		5.1		SD047		WR-WSI98SD047																0.25		0.31		0.2		0.15		0.094		0.13		0.038		0.082		0.5		0.68		0.18		0.26				0.34				0.046		0.16		0.075		0.21		0.083		0.15		0.093		0.14				0.09		0.085		0.047		0.17		0.05		0.072		0.12		0.27		0.17		0.3		0.057

		5.1		SD048		WR-WSI98SD048								0.15		0.29		0.06		0.085		0.28		0.35		0.22		0.17		0.078		0.11		0.047		0.1		0.53		0.72		0.2		0.29		0.11		0.54				0.069		0.24		0.15		0.42		0.18		0.34		0.18		0.27		0.31		0.16		0.15		0.069		0.26		0.094		0.13		0.19		0.43		0.24		0.41		0.11																										0.11		0.36						0.083		1.1						0.016		0.0021

		5.1		WR-PG-34		WLCDRD05PG034		1.3				0.61		0.12		0.23		0.053		0.075		0.22		0.27		0.24		0.19		0.12		0.17		0.076		0.17		0.42		0.57		0.2		0.29		0.028		0.12		0.086		0.03		0.1		0.079		0.22		0.09		0.17		0.1		0.15		0.16		0.076		0.072		0.016		0.058		0.043		0.061		0.062		0.14		0.11		0.19		0.057				0.037		0.09																				0.19		0.62		0.14		0.65		0.27		3.6		0.068		0.13		0.045		0.0058

		5.1		WR-PG-36		WLCDRD05PG036		1.2				0.36		0.11		0.2		0.042		0.059		0.18		0.22		0.18		0.14		0.11		0.15		0.13		0.29		0.38		0.52		0.18		0.26		0.038		0.2		0.12		0.031		0.11		0.1		0.29		0.14		0.27		0.12		0.17		0.23		0.09		0.085		0.022		0.083		0.043		0.061		0.074		0.17		0.14		0.25		0.079				0.03		0.072								0.00058		0.0019										0.2		0.67		0.11		0.52		0.057		0.75		0.057		0.11		0.023		0.0029

		5.2		05R001		LWG0105R001SDS015C00								0.14		0.27		0.008		0.011		0.14		0.17		0.11		0.084		0.037		0.051						0.35		0.47		0.12		0.17												0.023		0.062		0.023		0.043		0.022		0.034		0.053		0.011		0.01														0.026		0.046		0.016																										0.02		0.065		0.021		0.099										0.0028		0.00036

		5.2		C187		LW2-C187		2.3				0.28																																		0.75		7.9		0.67		0.27		0.94		0.82		2.2		0.76		1.4		0.85		1.3		0.71		1.3		1.2		0.9		3.3		0.52		0.74		2.6		6		2		3.5		0.75																						0.026		0.15		1.4		4.5		0.54		2.5		0.21		2.7						0.12		0.015

		5.2		G175		LW2-G175								0.093		0.18		0.041		0.057		0.25		0.31		0.22		0.17		0.095		0.13		0.047		0.1		0.53		0.71		0.2		0.29		0.07		0.13		0.061		0.018		0.061		0.043		0.12		0.043		0.081		0.043		0.065		0.081		0.037		0.035		0.021		0.076		0.029		0.041		0.041		0.093		0.045		0.079		0.029				0.021		0.051				0.0048		0.045						0.29		1.1						0.077		0.25		0.086		0.4		0.0062		0.082		0.11		0.21		0.0093		0.0012

		5.2		G180		LW2-G180		6.1				0.6		0.084		0.16		0.017		0.024		0.14		0.17		0.082		0.062		0.13		0.19										0.13		0.19		0.085		1.9		2.3		0.51		1.8		1.8		4.9		1.9		3.6		1.8		2.7		1.9		1.7		1.7		0.17		0.65		0.1		0.15		0.58		1.3		4		7		1.2																										0.18		0.58		0.014		0.063		0.014		0.18		0.055		0.11		0.011		0.0014

		5.2		G183		LW2-G183								0.073		0.14		0.011		0.015		0.1		0.13		0.066		0.05		0.034		0.048		0.016		0.035		0.25		0.33		0.11		0.16		0.005		0.015		0.11		0.011		0.039		0.035		0.096		0.054		0.1		0.04		0.06		0.056		0.018		0.017		0.0012		0.0046						0.0031		0.007		0.054		0.094		0.024																										0.0098		0.032		0.0067		0.031		0.0045		0.059						0.0013		0.00017

		5.2		G185		LW2-G185		0.94				0.25		0.09		0.17		0.03		0.042		0.18		0.23		0.16		0.12		0.091		0.13		0.028		0.062		0.4		0.54		0.19		0.27		0.045		0.19		0.33		0.065		0.22		0.26		0.7		0.28		0.51		0.26		0.39		0.29		0.33		0.31		0.018		0.066		0.061		0.087		0.13		0.29		0.59		1		0.18

		5.2		G187		LW2-G187						0.02		0.066		0.13		0.017		0.024		0.25		0.3		0.16		0.12		0.045		0.063		0.03		0.066		0.4		0.54		0.12		0.18		0.006		0.024		0.01		0.0014		0.0049		0.0038		0.01		0.0055		0.01		0.0032		0.0048		0.01		0.0032		0.003		0.0032		0.012						0.0045		0.01		0.0072		0.013		0.0034

		5.2		G636		LW3-G636		0.81				0.31		0.12		0.22		0.041		0.058		0.17		0.21		0.23		0.17		0.094		0.13		0.062		0.14		0.41		0.55		0.21		0.31		0.07		0.36		0.12		0.038		0.13		0.084		0.23		0.1		0.19		0.085		0.13		0.13		0.081		0.076		0.026		0.097		0.071		0.1		0.094		0.21		0.13		0.22		0.066		0.023		0.049		0.12				0.0068		0.063						0.1		0.38		0.019		0.11		0.11		0.38		0.048		0.22		0.084		1.1		0.038		0.074		0.017		0.0022

		5.2		G6371		LW3-G637-1		0.75				0.28		0.13		0.24		0.044		0.062		0.25		0.31		0.28		0.21		0.1		0.14		0.064		0.14		0.52		0.7		0.25		0.37		0.17		1		0.086		0.096		0.33		0.25		0.68		0.19		0.36		0.31		0.46		0.27		0.35		0.33		0.21		0.76		0.13		0.19		0.56		1.3		0.39		0.67		0.19		0.032		0.044		0.11																				0.13		0.41		0.099		0.46		0.1		1.4		0.068		0.13		0.023		0.0029

		5.2		G6372		LW3-G637-2		0.77				0.31		0.12		0.23		0.041		0.058		0.23		0.28		0.29		0.22		0.1		0.14		0.065		0.14		0.48		0.64		0.26		0.38		0.12		0.34		0.12		0.073		0.25		0.21		0.57		0.17		0.32		0.45		0.67		0.29		0.37		0.35		0.075		0.28		0.11		0.15		0.21		0.47		0.39		0.67		0.18		0.028		0.038		0.094																				0.1		0.33		0.067		0.31		0.052		0.69		0.068		0.13		0.015		0.0019

		5.2		SD049		WR-WSI98SD049												0.06		0.085		0.32		0.39		0.29		0.22		0.11		0.15		0.057		0.12		0.6		0.81		0.21		0.3		0.23		0.9				0.064		0.22		0.13		0.36		0.083		0.15		0.12		0.19		0.17		0.25		0.24		0.14		0.51		0.11		0.16		0.36		0.82		0.25		0.43		0.11																										0.057		0.19						0.027		0.36						0.0075		0.00097

		5.2		WR-PG-17		WLCDRD05PG017		1				0.38		0.11		0.21		0.047		0.067		0.2		0.25		0.25		0.19		0.12		0.17		0.16		0.34		0.4		0.54		0.19		0.28		0.038		0.11		0.073		0.046		0.16		0.13		0.36		0.097		0.18		0.14		0.21		0.17		0.13		0.12		0.022		0.083		0.039		0.056		0.08		0.18		0.18		0.32		0.07				0.038		0.094																				0.12		0.4		0.096		0.44		0.029		0.38		0.074		0.15		0.014		0.0018

		5.3		G181		LW2-G181								0.11		0.22		0.052		0.073		0.3		0.37		0.33		0.25		0.12		0.17		0.073		0.16		0.56		0.76		0.24		0.35		0.18		1.1		0.86		0.38		1.3		0.66		1.8		0.69		1.3		0.62		0.93		0.73		0.81		0.76		0.12		0.43		0.2		0.28		0.64		1.5		1.3		2.3		0.48				0.022		0.054												0.42		1.5						0.071		0.24		0.074		0.34		0.011		0.14		0.068		0.13		0.0086		0.0011

		5.3		G186		LW2-G186								0.098		0.19		0.019		0.027		0.13		0.16		0.093		0.071		0.039		0.055		0.029		0.064		0.32		0.43		0.14		0.2		0.34		0.74		1.5		0.19		0.65		0.94		2.6		1.3		2.4		1		1.5		1.5		0.49		0.47		0.073		0.27		0.41		0.59		0.22		0.5		0.99		1.7		0.57				0.013		0.032								0.00066		0.0022		0.4		1.4						0.041		0.13		0.0073		0.034		0.0057		0.075						0.003		0.00038

		5.3		G189		LW2-G189								0.1		0.2		0.049		0.069		0.31		0.38		0.29		0.22		0.1		0.14		0.047		0.1		0.54		0.73		0.24		0.35		0.06		0.46		0.25		0.095		0.33		0.3		0.81		0.36		0.66		0.29		0.43		0.39		0.39		0.37		0.052		0.19		0.059		0.084		0.3		0.68		0.6		1		0.22		0.029		0.037		0.09												1.3		4.8						0.31		1		0.12		0.58		1.8		24		0.023		0.046		0.23		0.029

		5.3		G191		LW2-G191								0.079		0.15		0.022		0.031		0.16		0.19		0.1		0.077		0.051		0.071		0.08		0.17		0.36		0.49		0.15		0.23		0.19		0.85		0.2		0.12		0.41		0.23		0.62		0.19		0.36		0.23		0.35		0.23		0.35		0.33		0.14		0.51		0.1		0.15		0.58		1.3		0.43		0.74		0.18		0.021		0.027		0.065												0.9		3.3						0.16		0.53		0.043		0.2		0.03		0.39						0.014		0.0017

		5.3		G638		LW3-G638		0.77				0.31		0.11		0.21		0.043		0.061		0.26		0.32		0.26		0.2		0.11		0.15		0.071		0.15		0.44		0.6		0.23		0.34		0.07		0.17		0.13		0.036		0.12		0.12		0.34		0.12		0.23		0.12		0.19		0.15		0.11		0.1		0.03		0.11		0.096		0.14		0.085		0.19		0.18		0.31		0.079		0.024		0.034		0.083																				0.1		0.33		0.083		0.39		0.049		0.65		0.063		0.12		0.015		0.0019

		5.3		LPSG-S-023-R-1		WLCASF97S023																																										0.6		0.27		0.089		0.31		0.25		0.68		0.27		0.5		0.24		0.36		0.41		0.19		0.18		0.082		0.31		0.066		0.095		0.24		0.54		0.35		0.6		0.16

		5.3		LPSG-S-024-R-1		WLCASF97S024																																										0.69		0.32		0.11		0.39		0.24		0.64		0.26		0.49		0.24		0.36		0.39		0.21		0.2		0.1		0.39		0.11		0.15		0.29		0.67		0.35		0.62		0.17

		5.3		SD050		WR-WSI98SD050												0.06		0.085		0.29		0.35		0.24		0.18		0.1		0.14		0.047		0.1		0.54		0.73		0.19		0.27		0.16		0.79		0.16		0.093		0.32		0.18		0.49		0.097		0.18		0.2		0.3		0.31		0.19		0.18		0.093		0.35		0.15		0.22		0.25		0.56		0.25		0.43		0.11

		5.3		WR-PG-19		WLCDRD05PG019		0.98				0.37		0.11		0.22		0.051		0.073		0.22		0.27		0.28		0.21		0.13		0.18		0.078		0.17		0.41		0.56		0.19		0.28		0.044		0.13		0.067		0.025		0.086		0.077		0.21		0.083		0.15		0.085		0.13		0.15		0.081		0.076		0.024		0.09		0.037		0.054		0.068		0.15		0.11		0.19		0.057				0.038		0.094																				0.11		0.36		0.11		0.49		0.046		0.61						0.016		0.0021

		5.4		05B019		LWG0105B019SDS015C00								0.079		0.15		0.006		0.0085		0.12		0.14		0.16		0.12		0.044		0.061						0.29		0.39		0.23		0.33												0.0061		0.017		0.0029		0.0054		0.0061		0.0092																								0.0057

		5.4		G188		LW2-G188								0.11		0.22		0.053		0.075		0.32		0.4		0.36		0.27		0.12		0.17		0.093		0.2		0.56		0.76		0.26		0.38		0.09		0.25		0.14		0.058		0.2		0.15		0.42		0.14		0.26		0.14		0.21		0.24		0.1		0.098		0.035		0.13		0.052		0.074		0.094		0.21		0.14		0.24		0.083		0.032		0.043		0.1				0.0043		0.039						0.86		3.1						0.091		0.3		0.093		0.43		0.0097		0.13		0.045		0.089		0.011		0.0014

		5.4		G190		LW2-G190								0.13		0.25		0.064		0.091		0.27		0.33		0.49		0.37		0.19		0.26		0.19		0.41		0.48		0.65		0.3		0.44		0.07		0.7		0.61		0.21		0.73		0.7		1.9		0.67		1.2		0.71		1.1		1.3		0.45		0.42		0.1		0.38		0.073		0.1		0.38		0.87		0.61		1.1		0.38																										0.11		0.36		0.063		0.29						0.065		0.13		0.0094		0.0012

		5.4		G194		LW2-G194								0.075		0.14		0.014		0.02		0.14		0.17		0.091		0.069		0.051		0.071		0.015		0.033		0.25		0.34		0.12		0.18		0.2		1.6		3.8		0.54		1.9		2.5		6.8		2.6		4.7		2.5		3.7		2.3		2.8		2.7		0.14		0.53		0.25		0.36		0.5		1.1		5.7		9.8		1.6										0.0049		0.045														0.12		0.4		0.034		0.16		0.026		0.34						0.011		0.0014

		5.4		G195		LW2-G195								0.098		0.19		0.051		0.073		0.24		0.3		0.22		0.16		0.11		0.16		0.047		0.1		0.46		0.63		0.22		0.32		0.11		1.9		0.31		0.1		0.36		0.29		0.78		0.4		0.74		0.27		0.41		0.43		0.39		0.37		0.15		0.54		0.1		0.15		0.48		1.1		0.66		1.1		0.26		0.032		0.038		0.094												0.56		2						0.27		0.89		0.079		0.36		0.053		0.7		0.15		0.3		0.023		0.003

		5.4		G200		LW2-G200								0.086		0.17		0.033		0.047		0.22		0.27		0.17		0.13		0.089		0.12		0.035		0.076		0.45		0.6		0.2		0.3		0.055		0.42		0.14		0.047		0.16		0.12		0.34		0.16		0.29		0.14		0.21		0.21		0.14		0.13		0.052		0.19		0.057		0.082		0.16		0.37		0.24		0.41		0.1		0.029		0.031		0.076																				0.29		0.94		0.094		0.44		0.079		1		0.083		0.16		0.028		0.0036

		5.4		G205		LW2-G205								0.12		0.24						0.16		0.19		0.16		0.12		0.12		0.16		0.024		0.051		0.37		0.5		0.17		0.25		0.028		0.12		0.13		0.026		0.09		0.084		0.23		0.097		0.18		0.085		0.13		0.096		0.09		0.085		0.018		0.065		0.027		0.038		0.072		0.16		0.17		0.3		0.061				0.0088		0.022												0.7		2.5						0.15		0.5		0.054		0.25		0.019		0.25		0.029		0.057		0.012		0.0016

		5.4		G639		LW3-G639		39				2.9		0.16		0.31		0.06		0.085		0.21		0.25		0.27		0.2		0.19		0.26		0.27		0.59		0.44		0.6		0.21		0.31		7		210		31		33		110		30		83		28		52		30		45		26		45		42		18		68		3.2		4.6		81		180		79		140		26				0.046		0.11								0.012		0.04		0.94		3.4						0.64		2.1						0.17		2.3						0.051		0.0065

		5.4		LPSG-S-020-R-1		WLCASF97S020																																										0.66		0.17		0.083		0.29		0.19		0.53		0.21		0.39		0.18		0.27		0.29		0.2		0.19		0.071		0.26		0.052		0.074		0.22		0.5		0.31		0.55		0.14

		5.4		LPSG-S-021-R-1		WLCASF97S021																																										140		5.7		12		40		9.7		26		9		17		9.8		15		9.2		15		14		14		53		4.5		6.4		42		95		27		47		10

		5.4		LPSG-S-022-R-1		WLCASF97S022																																										0.64		0.37		0.16		0.54		0.35		0.96		0.33		0.6		0.34		0.51		0.45		0.35		0.33		0.13		0.48		0.19		0.28		0.43		0.97		0.54		0.94		0.23

		5.4		SD051		WR-WSI98SD051								0.18		0.35		0.1		0.14		0.33		0.41		0.39		0.29		0.2		0.28		0.085		0.19		0.58		0.78		0.31		0.45		2.6		8.5				0.18		0.61		0.36		0.99		0.27		0.5		0.36		0.55		0.54		0.58		0.55		0.71		2.6		0.64		0.92		1		2.3		0.59		1		0.36

		5.4		SD052		WR-WSI98SD052												0.08		0.11		0.33		0.4		0.25		0.19		0.13		0.18		0.047		0.1		0.57		0.77		0.21		0.31		0.25		0.74		0.2		0.12		0.41		0.26		0.7		0.3		0.56		0.3		0.45		0.5		0.35		0.33		0.12		0.44		0.17		0.25		0.38		0.87		0.51		0.88		0.21

		5.4		WR-PG-21		WLCDRD05PG021		0.85				0.31		0.1		0.2		0.049		0.069		0.16		0.19		0.3		0.23		0.13		0.18		0.12		0.25		0.36		0.49		0.2		0.29		0.09		0.39		0.13		0.036		0.12		0.12		0.34		0.13		0.24		0.13		0.2		0.21		0.13		0.13		0.058		0.22		0.12		0.18		0.15		0.35		0.2		0.35		0.092				0.05		0.12																				0.34		1.1		0.11		0.49						0.091		0.18		0.026		0.0034

		5.5		52A05		WLCOFJ0252A05		2						0.17		0.32						0.3		0.37		2.1		1.6		0.19		0.27		0.094		0.21		0.47		0.63		0.52		0.76		0.72		3		1.1		0.5		1.7		2.5		6.8		1.7		3.2		2		2.9		3.4		1.6		1.5		0.4		1.5		0.57		0.81		1.6		3.5		2.7		4.6		1.2										0.059		0.55														0.75		2.5		0.16		0.75		0.078		1		0.75		1.5		0.054		0.007

		5.5		C196		LW2-C196																																																																																						0.053		0.095		0.23																0.021		0.12		0.28		0.9		0.089		0.41						0.074		0.15		0.021		0.0027

		5.5		G192		LW2-G192		1				0.37		0.14		0.26		0.062		0.087		0.32		0.39		0.56		0.42		0.21		0.29		0.14		0.3		0.53		0.71		0.34		0.5		0.07		0.45		0.13		0.058		0.2		0.25		0.68		0.21		0.4		0.23		0.35		0.36		0.22		0.21		0.065		0.24		0.052		0.074		0.17		0.39		0.28		0.49		0.14		0.074		0.083		0.2																				0.13		0.42		0.097		0.45		0.011		0.15		0.071		0.14		0.013		0.0016

		5.5		G193		LW2-G193								0.18		0.35		0.044		0.062		0.23		0.29		0.52		0.4		0.15		0.21		0.054		0.12		0.42		0.56		0.28		0.4		0.15		0.96		0.16		0.19		0.65		0.47		1.3		0.32		0.6		0.47		0.71		0.64		0.58		0.55		0.21		0.76		0.077		0.11		0.83		1.9		0.53		0.93		0.29				0.04		0.097												0.7		2.5						0.24		0.78		0.042		0.2						0.11		0.23		0.015		0.0019

		5.5		G196		LW2-G196		1.9				0.34		0.14		0.27		0.085		0.12						0.81		0.61		0.46		0.64		0.077		0.17						0.35		0.5		0.13		3.6		0.27		0.43		1.5		1		2.9		0.63		1.2		1		1.5		0.96		0.99		0.93		0.54		2		0.11		0.16		1.7		3.9		1.3		2.3		0.57

		5.5		G197-1		LW2-G197		1.7				0.43		0.2		0.39		0.07		0.099		0.37		0.46		1.2		0.93		0.47		0.66		0.16		0.36		0.6		0.81		0.47		0.69		0.44		1.5		0.3		0.18		0.61		0.49		1.3		0.44		0.82		0.46		0.68		0.64		0.54		0.51		0.21		0.76		0.37		0.54		0.83		1.9		0.72		1.3		0.34				0.081		0.2																				0.13		0.44		0.11		0.52		0.029		0.38		0.17		0.34		0.016		0.002

		5.5		G197-2		LW2-G197-2		1.2				0.35		0.15		0.28		0.064		0.09		0.32		0.39		1.2		0.9		0.39		0.55		0.12		0.26		0.51		0.69		0.31		0.46		0.39		0.84		0.38		0.12		0.4		0.54		1.5		0.54		1		0.57		0.86		0.81		0.39		0.37		0.15		0.54		0.3		0.43		0.41		0.93		0.63		1.1		0.34				0.095		0.23																				0.39		1.3		0.12		0.56		0.095		1.3		0.1		0.2		0.036		0.0046

		5.5		G208		LW2-G208								0.11		0.22		0.037		0.053		0.2		0.25		0.21		0.16		0.13		0.19		0.094		0.21		0.42		0.57		0.34		0.5		0.1		1.1		0.23		0.091		0.31		0.21		0.57		0.25		0.46		0.21		0.31		0.37		0.36		0.34		0.16		0.6		0.11		0.16		0.38		0.87		0.53		0.93		0.2		0.038		0.033		0.079																				0.27		0.9		0.034		0.16		0.012		0.16		0.034		0.067		0.016		0.0021

		5.5		G210		LW2-G210		15		1.9		1.6		0.084		0.16		0.055		0.077		0.24		0.3		0.23		0.18		0.17		0.24		0.12		0.26		0.51		0.68		0.21		0.31		1.3		54		3.1		9.7		33		16		44		16		29		15		22		11		27		25		9.1		34		1.7		2.4		56		130		51		88		15				0.013		0.031								0.0089		0.03										0.14		0.45						0.068		0.9						0.015		0.002

		5.5		G212-1		LW2-G212								0.092		0.18		0.037		0.052		0.21		0.26		0.18		0.14		0.082		0.12		0.049		0.11		0.41		0.55		0.2		0.3		0.01		0.089		0.035		0.013		0.045		0.026		0.07		0.025		0.046		0.026		0.039		0.036		0.024		0.023		0.011		0.04		0.0075		0.011		0.029		0.066		0.042		0.073		0.018		0.08		0.061		0.15																				0.015		0.048						0.0043		0.057						0.0013		0.00016

		5.5		G212-2		LW2-G212-2								0.082		0.16		0.034		0.048		0.22		0.27		0.18		0.14		0.08		0.11		0.034		0.074		0.44		0.6		0.16		0.23		0.037		0.35		0.055		0.015		0.053		0.044		0.12		0.041		0.075		0.044		0.066		0.049		0.058		0.055		0.039		0.15		0.03		0.043		0.11		0.25		0.099		0.17		0.037		0.0076		0.012		0.028												0.34		1.2						0.065		0.22		0.023		0.11		0.0069		0.09		0.025		0.05		0.0052		0.00067

		5.5		G213		LW2-G213		2				0.38		0.085		0.17		0.033		0.047		0.18		0.23		0.17		0.13		0.13		0.18		0.086		0.19		0.39		0.53		0.17		0.25		0.3		3.1		1.3		0.27		0.94		0.93		2.5		1.2		2.3		1		1.5		1		2.1		2		0.16		0.6		0.57		0.82		2.7		6.2		2.9		5		1														0.042		0.14										0.057		0.19		0.018		0.085		0.06		0.79						0.01		0.0013

		5.5		G217		LW2-G217								0.065		0.13		0.016		0.023		0.095		0.12		0.084		0.063		0.05		0.07		0.082		0.18		0.23		0.31		0.12		0.17		0.037		0.11		0.13		0.026		0.09		0.11		0.31		0.069		0.13		0.12		0.19		0.12		0.16		0.15		0.017		0.063		0.048		0.069		0.18		0.41		0.34		0.58		0.088																										0.075		0.25		0.013		0.061		0.003		0.04		0.0098		0.019		0.0047		0.00061

		5.5		G6411		LW3-G641-1		1.4				0.5		0.11		0.21		0.042		0.059		0.24		0.3		0.3		0.23		0.1		0.14		0.072		0.16		0.48		0.65		0.23		0.34		0.05		0.26		0.12		0.057		0.2		0.13		0.36		0.14		0.27		0.16		0.23		0.16		0.12		0.11		0.028		0.1		0.053		0.077		0.12		0.27		0.21		0.37		0.092		0.032		0.037		0.09				0.0076		0.07						0.3		1.1						0.23		0.74		0.099		0.46		0.19		2.5		0.046		0.091		0.038		0.0049

		5.5		G6412		LW3-G641-2		10				0.94		0.095		0.19		0.024		0.034		0.17		0.21		0.22		0.16		0.078		0.11		0.034		0.074		0.32		0.43		0.19		0.28		0.28		18		1.6		1.2		4.1		2.3		6.2		2.2		4.1		1.9		2.9		2.1		2.7		2.6		1.1		4.2		0.23		0.33		3.4		7.8		4.3		7.5		1.6		0.027		0.027		0.065				0.0089		0.082														0.14		0.46		0.067		0.31						0.038		0.075		0.011		0.0014

		5.5		G642		LW3-G642						0.018		0.062		0.12						0.084		0.1		0.074		0.056		0.026		0.036		0.02		0.043		0.23		0.32		0.12		0.17		0.0024		0.0064		0.0078		0.0015		0.0053		0.0052		0.014		0.0063		0.012		0.006		0.009		0.0089		0.0049		0.0047		0.0012		0.0043		0.0027		0.0038		0.0028		0.0064		0.0099		0.017		0.0039										0.0013		0.012										0.0063		0.036		0.016		0.053		0.0099		0.046						0.0091		0.018		0.0015		0.0002

		5.5		G643		LW3-G643		1.2				0.36		0.11		0.21		0.051		0.072		0.24		0.3		0.54		0.41		0.15		0.21		0.11		0.23		0.49		0.66		0.31		0.45		0.18		0.55		0.2		0.14		0.49		0.35		0.96		0.27		0.5		0.34		0.51		0.39		0.36		0.34		0.11		0.41		0.2		0.28		0.37		0.83		0.46		0.8		0.21		0.038		0.049		0.12																				0.12		0.39		0.061		0.28		0.033		0.44		0.091		0.18		0.013		0.0016

		5.5		GCA05E		LW3-GCA05E								0.11		0.21		0.047		0.066		0.17		0.21		0.31		0.24		0.11		0.16		0.065		0.14		0.35		0.48		0.23		0.34		0.046		0.3		0.1		0.052		0.18		0.15		0.42		0.1		0.19		0.25		0.37		0.16		0.16		0.15		0.05		0.19		0.041		0.059		0.12		0.27		0.21		0.37		0.092		0.047		0.065		0.16				0.0023		0.021														0.096		0.32		0.064		0.3		0.048		0.63		0.097		0.19		0.013		0.0017

		5.5		GSP05E		LW3-GSP05E								0.067		0.13		0.036		0.05		0.13		0.16		0.2		0.15		0.27		0.38		0.058		0.13		0.26		0.35		0.2		0.29		0.14		0.53		0.14		0.11		0.38		0.21		0.57		0.16		0.29		0.21		0.31		0.27		0.27		0.25		0.093		0.35		0.12		0.17		0.3		0.68		0.32		0.55		0.14		0.041		0.046		0.11												0.42		1.5						0.43		1.4		0.083		0.39		1.1		15		0.15		0.29		0.15		0.019

		5.5		LPSG-S-018-R-1		WLCASF97S018																																										1.5		2		0.82		2.8		1.2		3.3		1.4		2.5		1.2		1.7		1.1		1.7		1.6		0.24		0.88		0.17		0.25		1.8		4.2		3.4		5.8		1

		5.5		WR-PG-23		WLCDRD05PG023		3.2				0.6		0.16		0.31		0.1		0.14		0.24		0.3		0.85		0.64		0.42		0.59		0.3		0.66		0.43		0.58		0.48		0.7		0.21		1.3		0.38		0.088		0.3		0.33		0.91		0.34		0.64		0.36		0.53		0.56		0.32		0.31		0.17		0.65		0.18		0.26		0.38		0.87		0.43		0.75		0.23		0.29		0.28		0.69																				0.33		1.1		0.32		1.5		0.15		1.9						0.049		0.0063

		5.5		WR-PG-42		WLCDRD05PG042		7.3		1.2		0.94		0.21		0.4		0.05		0.07		0.16		0.19		0.21		0.16		0.16		0.22		0.14		0.3		0.43		0.58		0.17		0.25		0.55		19		1.6		2.5		8.6		4.1		11		4.8		9		4.5		6.7		4.9		9		8.5		2.6		9.7						17		39		16		29		4.8																										0.086		0.28										0.21		0.42		0.008		0.001

		5.6		05R003		LWG0105R003SDS015C00								0.11		0.21		0.048		0.068		0.36		0.45		0.65		0.49		1.2		1.7		0.11		0.25		0.56		0.75		0.29		0.43		0.48		2.8		0.55		0.47		1.6		1.2		3.4		0.97		1.8		1.2		1.7		1.6		1.2		1.1		0.47		1.7		0.36		0.51		1.1		2.5		1.4		2.4		0.66		0.74		0.61		1.5

		5.6		05R040		LWG0105R040SDS015C00								0.073		0.14		0.032		0.045		0.27		0.33		0.24		0.18		0.084		0.12						0.49		0.67		0.2		0.29		7		190		44		30		100		23		62		21		38		33		49		19		42		39		15		56		2.5		3.6		50		110		62		110		20

		5.6		52A01		WLCOFJ0252A01		0.28						0.11		0.21						0.25		0.31		0.26		0.2		0.14		0.19		0.025		0.055		0.44		0.59		0.38		0.56												0.017		0.046		0.026		0.049		0.028		0.042				0.014		0.014										0.015		0.033		0.026		0.045		0.018

		5.6		52A02		WLCOFJ0252A02		0.91						0.16		0.31						0.26		0.32		0.82		0.62		0.37		0.52		0.046		0.099		0.41		0.56		0.47		0.68				0.36				0.054		0.19		0.23		0.63		0.17		0.31		0.19		0.28		0.54		0.19		0.18		0.048		0.18		0.043		0.062		0.17		0.39		0.3		0.52		0.13																										0.17		0.55						0.065		0.86						0.018		0.0023

		5.6		52A03		WLCOFJ0252A03		0.81						0.27		0.53						0.39		0.49		1.2		0.88		0.69		0.96		0.079		0.17		0.54		0.73		0.78		1.1		0.2		0.71		0.25		0.18		0.62		0.3		0.82		0.28		0.53		0.29		0.43		0.56		0.34		0.32		0.12		0.46		0.12		0.18		0.47		1.1		0.48		0.83		0.21																																		0.17		2.2		1.1		2.1		0.038		0.0049

		5.6		52A04		WLCOFJ0252A04		0.84						0.15		0.29						0.42		0.52		0.85		0.64		0.5		0.7		0.12		0.26		0.63		0.86		0.33		0.49		0.17		2.2		0.33		0.29		1		0.82		2.2		0.67		1.2		0.72		1.1		1		0.89		0.84		0.32		1.2		0.075		0.11		1.4		3.1		1.2		2.1		0.53																										0.19		0.63		0.14		0.65		0.13		1.7		1.3		2.5		0.032		0.0041

		5.6		G198		LW2-G198		2.2				0.69		0.17		0.32		0.061		0.086		0.5		0.62		1.9		1.5		0.7		0.99		0.15		0.32		0.58		0.78		0.59		0.86		0.11		0.71		0.22		0.12		0.41		0.49		1.3		0.45		0.83		0.45		0.67		0.96		0.43		0.41		0.11		0.4		0.093		0.13		0.44		1		0.63		1.1		0.3		0.15		0.18		0.43												0.2		0.73						0.19		0.62		0.072		0.33		0.012		0.15		0.16		0.32		0.014		0.0018

		5.6		G199		LW2-G199		1.8				0.54		0.16		0.3		0.052		0.073		0.45		0.56		2.7		2		0.68		0.95		0.16		0.36		0.51		0.69		0.59		0.86		1.3		3		0.15		0.15		0.53		0.35		0.96		0.3		0.55		0.33		0.49		0.65		0.34		0.32		0.43		1.6		4.1		5.9		0.76		1.7		0.47		0.82		0.36		0.14		0.14		0.35												1.2		4.4						0.15		0.48		0.037		0.17		0.028		0.37		0.22		0.44		0.012		0.0016

		5.6		G202		LW2-G202		1.2				0.39		0.12		0.23		0.06		0.085		0.27		0.34		0.81		0.61		0.22		0.3		0.14		0.3		0.46		0.62		0.61		0.89		0.049		0.49		0.067		0.05		0.17		0.15		0.42		0.12		0.23		0.16		0.23		0.24		0.17		0.17		0.075		0.28		0.034		0.049		0.15		0.33		0.2		0.34		0.096		0.11		0.099		0.24																				0.22		0.74		0.076		0.35		0.0096		0.13		0.082		0.16		0.016		0.0021

		5.6		G203-1		LW2-G203		2.3				0.66		0.12		0.24		0.059		0.084		0.52		0.64		3.3		2.5		0.46		0.64		0.15		0.34		0.89		1.2		0.53		0.77		0.075		0.47		0.11		0.075		0.26		0.24		0.66		0.19		0.36		0.22		0.34		0.34		0.28		0.27		0.074		0.27		0.053		0.077		0.25		0.57		0.38		0.65		0.15				0.1		0.25				0.0025		0.023														0.076		0.25		0.075		0.35		0.0088		0.12		0.052		0.1		0.0088		0.0011

		5.6		G203-2		LW2-G203-2		2.5				0.63		0.23		0.45		0.11		0.15		0.67		0.82		3.5		2.6		0.68		0.95		0.11		0.24		0.82		1.1		1.5		2.2		0.11		0.52		0.15		0.1		0.36		0.31		0.86		0.27		0.5		0.29		0.44		0.51		0.41		0.39		0.093		0.35		0.094		0.14		0.34		0.78		0.47		0.81		0.21				0.09		0.22				0.0027		0.025														0.11		0.35		0.062		0.29		0.014		0.18		0.039		0.078		0.01		0.0013

		5.6		G204		LW2-G204		2.2				0.32		0.09		0.17		0.033		0.046		0.35		0.44		0.41		0.31		0.41		0.58		0.076		0.17		0.42		0.57		0.25		0.36		0.2		3.7		1.3		0.19		0.65		0.9		2.4		0.97		1.8		0.93		1.4		1.2		0.54		0.51		0.39		1.5		0.2		0.28		0.81		1.8		0.86		1.5		0.53		0.07		0.089		0.22												1.1		3.9						0.094		0.31		0.026		0.12		0.007		0.092		0.031		0.061		0.0068		0.00088

		5.6		G206		LW2-G206		2.5				0.63		0.14		0.28		0.076		0.11		0.34		0.42		1.1		0.84		0.74		1		0.14		0.31		0.53		0.71		0.49		0.72		0.15		0.92		0.19		0.096		0.33		0.32		0.88		0.29		0.54		0.35		0.52		0.56		0.3		0.29		0.15		0.56		0.094		0.14		0.38		0.85		0.49		0.85		0.21		0.16		0.18		0.43																				4.9		16		0.16		0.75		1.5		20		0.07		0.14		0.41		0.053

		5.6		G207		LW2-G207		3.3				0.61		0.13		0.26		0.079		0.11		0.34		0.42		0.52		0.39		0.65		0.91		0.14		0.3		0.42		0.57		0.5		0.73		0.21		4.5		0.23		0.14		0.49		0.47		1.3		0.48		0.88		0.41		0.61		0.81		0.54		0.51		0.63		2.4		0.17		0.24		0.72		1.6		0.72		1.3		0.36		0.3		0.31		0.77												1.2		4.5						0.79		2.6		0.18		0.84		0.21		2.8		0.26		0.51		0.072		0.0092

		5.6		G209		LW2-G209		0.92				0.22		0.12		0.24		0.041		0.058		0.31		0.38		0.6		0.45		1.1		1.6		0.19		0.41		0.39		0.53		0.37		0.54		0.35		1.8		0.29		0.34		1.2		0.8		2.2		0.68		1.3		0.7		1		1.1		0.72		0.68		0.41		1.5		0.25		0.36		1		2.3		0.92		1.6		0.48		0.33		0.3		0.72												1.7		6.2						0.26		0.87		0.052		0.24		0.03		0.4		0.29		0.57		0.019		0.0025

		5.6		G216		LW2-G216								0.073		0.14		0.014		0.02		0.11		0.14		0.087		0.066		0.028		0.039		0.0085		0.019		0.31		0.42		0.12		0.18		0.026		0.15		0.74		0.11		0.38		0.48		1.3		0.59		1.1		0.53		0.79		0.56		0.44		0.42		0.016		0.061		0.037		0.054		0.046		0.1		0.99		1.7		0.31										0.0017		0.016		0.00019		0.00063										0.06		0.2		0.047		0.22		0.012		0.16						0.0069		0.00088

		5.6		G219		LW2-G219		8.1				0.61		0.13		0.26		0.03		0.042		0.15		0.18		0.1		0.078		0.071		0.099		0.016		0.035		0.39		0.53		0.15		0.22		55		1000		74		79		270		57		160		48		88		53		80		36		85		81		60		220		4.5		6.4		150		350		110		190		48

		5.6		G220		LW2-G220		1.5		0.17		0.3		0.24		0.47		0.045		0.063		0.2		0.24		0.27		0.21		0.13		0.19		0.039		0.084		0.42		0.56		0.26		0.38		0.11		4.3		0.77		0.24		0.82		0.76		2.1		0.68		1.3		0.71		1.1		0.81		1.2		1.1		0.26		0.97		0.12		0.17		0.46		1		2.2		3.9		0.57										0.015		0.14		0.0078		0.026										0.41		1.3		0.061		0.28		0.043		0.57						0.028		0.0036

		5.6		G221		LW2-G221		15		0.4		1		0.063		0.12		0.024		0.034		0.2		0.24		0.14		0.1		0.06		0.084		0.033		0.072		0.42		0.57		0.16		0.23		2.9		120		11		10		36		7.7		21		6.9		13		7.5		11		5.6		15		14		9.1		34		0.93		1.3		36		82		24		41		8.3				0.013		0.032				0.011		0.099		0.0025		0.0084		0.14		0.49						0.22		0.72		0.026		0.12		0.064		0.84						0.019		0.0025

		5.6		G222		LW2-G222								0.096		0.19		0.048		0.068		0.23		0.28		0.19		0.15		0.16		0.22		0.18		0.39		0.45		0.61		0.24		0.34		0.07		1.3		0.3		0.076		0.26		0.26		0.7		0.32		0.6		0.26		0.38		0.38		0.29		0.28		0.13		0.47		0.061		0.087		0.21		0.47		0.47		0.82		0.19		0.026		0.031		0.076				0.0085		0.079														0.31		1		0.064		0.3		0.041		0.55		0.065		0.13		0.023		0.0029

		5.6		G223		LW2-G223		1.4				0.27		0.097		0.19		0.044		0.061		0.25		0.3		0.22		0.17		0.093		0.13		0.047		0.1		0.48		0.64		0.2		0.29		7		370		61		44		150		39		110		32		59		37		56		33		63		59		41		150		2.1		3.1		120		270		92		160		35

		5.6		G227		LW2-G227		0.41		0.16		0.28		0.38		0.74		0.036		0.051		0.15		0.18		0.13		0.095		0.21		0.3		0.012		0.027		0.26		0.35		0.22		0.33		0.0075		0.037		0.027		0.0088		0.03		0.027		0.073		0.034		0.064		0.023		0.035		0.07		0.025		0.024		0.0039		0.015						0.021		0.049		0.043		0.075		0.02		0.0076		0.012		0.029																				0.039		0.13		0.015		0.071		0.013		0.17		0.02		0.04		0.0042		0.00054

		5.6		G228		LW2-G228		1.8				0.5		0.15		0.29		0.056		0.079		0.3		0.37		0.68		0.51		0.29		0.4		0.084		0.18		0.53		0.71		0.32		0.47		0.12		0.84		0.37		0.17		0.57		0.44		1.2		0.47		0.87		0.62		0.93		0.71		0.85		0.81		0.15		0.58		0.091		0.13		0.83		1.9		0.99		1.7		0.4				0.034		0.083				0.023		0.22														0.36		1.2		0.22		1		0.054		0.71		0.15		0.29		0.036		0.0046

		5.6		G520		LW2-G520								0.12		0.24		0.055		0.078		0.27		0.33		0.29		0.22		0.12		0.17		0.058		0.13		0.55		0.74		0.25		0.37		0.07		0.25		0.18		0.059		0.2		0.17		0.47		0.21		0.4		0.18		0.27		0.27		0.15		0.14		0.032		0.12		0.075		0.11		0.11		0.25		0.25		0.43		0.12		0.035		0.038		0.094				0.0034		0.032														0.31		1		0.15		0.68		0.13		1.7		0.15		0.3		0.038		0.0048

		5.6		G644		LW3-G644		0.93				0.31		0.14		0.28		0.04		0.056		0.25		0.31		0.29		0.22		0.1		0.14		0.088		0.19		0.43		0.59		0.25		0.36		0.085		0.63		0.078		0.041		0.14		0.13		0.36		0.12		0.23		0.12		0.19		0.17		0.12		0.11		0.091		0.34		0.071		0.1		0.12		0.27		0.19		0.33		0.088		0.027		0.049		0.12				0.004		0.037														0.13		0.42		0.086		0.4		0.033		0.44		0.074		0.15		0.015		0.0019

		5.6		GCA05W		LW3-GCA05W								0.1		0.2		0.053		0.075		0.31		0.38		0.37		0.28		0.14		0.2		0.052		0.11		0.46		0.62		0.31		0.44		0.13		0.78		0.22		0.096		0.33		0.27		0.73		0.28		0.51		0.26		0.39		0.31		0.26		0.24		0.1		0.38		0.12		0.17		0.23		0.52		0.38		0.66		0.18		0.059		0.07		0.17																0.015		0.088		0.36		1.2		0.12		0.53		0.16		2.1		0.097		0.19		0.042		0.0054

		5.6		GCR05W		LW3-GCR05W								0.07		0.14		0.029		0.041		0.13		0.16		0.14		0.1		0.081		0.11		0.031		0.068		0.31		0.42		0.2		0.29		0.09		0.65		0.17		0.14		0.49		0.3		0.81		0.34		0.63		0.29		0.44		0.49		0.32		0.3		0.069		0.26		0.093		0.13		0.26		0.6		0.45		0.79		0.21		0.047		0.049		0.12												0.22		0.8						0.36		1.2		0.089		0.41		0.038		0.5		0.042		0.083		0.026		0.0034

		5.6		LPSG-S-019-R-1		WLCASF97S019																																										1.4		1.2		0.21		0.71		0.69		1.9		0.97		1.8		0.71		1.1		1.3		0.44		0.42		0.22		0.81		0.38		0.54		0.42		0.95		0.83		1.4		0.48

		5.6		SD053		WR-WSI98SD053												0.08		0.11		0.31		0.38		0.47		0.36		0.95		1.3		0.085		0.19		0.58		0.78		0.26		0.38		0.33		0.96		0.16		0.11		0.39		0.29		0.78		0.27		0.5		0.3		0.45		0.59		0.36		0.34		0.15		0.58		0.37		0.54		0.44		1		0.47		0.81		0.21

		5.6		SD055		WR-WSI98SD055												0.04		0.057		0.17		0.21		0.13		0.095		0.07		0.099		0.019		0.041		0.36		0.48		0.15		0.21				0.31				0.032		0.11		0.13		0.36		0.16		0.29		0.14		0.21		0.3		0.11		0.11		0.037		0.14		0.048		0.069		0.094		0.21		0.18		0.31		0.088																										0.093		0.31						0.062		0.82						0.013		0.0017

		5.6		WR-PG-48		WLCDRD05PG048		1.3				0.46		0.19		0.36		0.057		0.081		0.25		0.31		0.59		0.45		0.19		0.27		0.089		0.19		0.44		0.6		0.32		0.46		0.12		3.1		0.35		0.92		3.2		1.5		4.2		1.5		2.8		1.4		2.1		2.3		2.1		2		0.35		1.3		0.12		0.17		1.8		4.1		2.8		4.8		1.1				0.053		0.13																				0.46		1.5		0.21		0.98		0.22		2.9						0.056		0.0072

		5.7		05R020		LWG0105R020SDS015C00								0.15		0.29		0.04		0.057		0.4		0.5		0.32		0.24		0.22		0.31						0.51		0.69		0.25		0.37		0.16		7.8		1.6		1.2		4		1.3		3.6		0.66		1.2		1.6		2.4		0.27		5.4		5.1		1.1		4.2		0.12		0.17		6.7		15		4.9		8.5		1.6																										0.32		1.1						0.54		7.1						0.082		0.011

		5.7		5201		WLCOFJ025201		0.52						0.058		0.11						0.46		0.56		0.38		0.29		0.13		0.18		0.028		0.061		0.44		0.59		0.36		0.53		0.014		0.12		0.03		0.0064		0.022		0.041		0.11		0.032		0.059		0.028		0.041		0.1		0.023		0.022		0.0082		0.03		0.0065		0.0093		0.011		0.024		0.044		0.076		0.021										0.027		0.25						0.4		1.4																		0.61		1.2

		5.7		5202		WLCOFJ025202		0.45						0.091		0.18						0.23		0.28		0.22		0.17		0.13		0.18		0.078		0.17		0.43		0.58		0.18		0.26		0.29		1.4		0.53		0.18		0.62		0.47		1.3		0.38		0.7		0.46		0.68		0.66		0.63		0.6		0.17		0.63		0.32		0.47		0.62		1.4		1.2		2.1		0.36																										0.39		1.3		0.11		0.52						0.45		0.9		0.028		0.0036

		5.7		5203		WLCOFJ025203		0.22						0.12		0.23						0.3		0.37		0.31		0.24		0.14		0.19		0.57		1.2		0.55		0.74		0.19		0.28		0.07		0.37		0.39		0.083		0.29		0.23		0.63		0.2		0.36		0.24		0.36		0.31		0.2		0.19		0.043		0.16		0.052		0.075		0.2		0.44		0.37		0.64		0.14																														0.12		0.55										0.013		0.0017

		5.7		BT013		LW2-GBT013		0.55		0.15		0.18		0.098		0.19		0.025		0.036		0.26		0.33		0.23		0.17		0.18		0.25		0.11		0.24		0.49		0.67		0.24		0.35		0.085		0.38		0.074		0.034		0.12		0.074		0.2		0.083		0.15		0.093		0.14		0.096		0.09		0.085		0.06		0.22		0.075		0.11		0.1		0.23		0.14		0.25		0.061				0.05		0.12				0.00061		0.0057										0.00012		0.00069		0.11		0.35		0.025		0.12		0.012		0.16		0.014		0.028		0.008		0.001

		5.7		G214-1		LW2-G214								0.096		0.19		0.054		0.076						0.28		0.21		0.28		0.4		0.11		0.25						0.24		0.35		0.17		0.62		0.19		0.095		0.33		0.26		0.7		0.26		0.49		0.26		0.38		0.37		0.32		0.3		0.084		0.31		0.15		0.22		0.33		0.76		0.43		0.74		0.19				0.075		0.18				0.0054		0.05														0.15		0.48		0.072		0.33		0.0093		0.12		0.053		0.1		0.012		0.0016

		5.7		G215		LW2-G215		4				0.78		0.11		0.21		0.064		0.09		0.26		0.32		0.32		0.24		0.24		0.33		0.32		0.69		0.48		0.65		0.29		0.42		0.27		3.5		0.57		0.24		0.82		1		2.9		1.1		2		1.1		1.6		1.5		0.85		0.81		0.3		1.1		0.29		0.41		0.72		1.6		1.4		2.5		0.66				0.086		0.21																				0.47		1.6		0.16		0.76		0.64		8.4		0.12		0.23		0.1		0.013

		5.7		G218		LW2-G218								0.064		0.12		0.033		0.046		0.18		0.22		0.16		0.12		0.063		0.088		0.09		0.2		0.33		0.44		0.15		0.22		0.13		1.1		0.078		0.09		0.31		0.36		0.99		0.36		0.66		0.32		0.48		0.58		0.39		0.37		0.11		0.42		0.098		0.14		0.37		0.83		0.46		0.8		0.23				0.43		1												0.03		0.11						0.081		0.27		0.024		0.11		0.032		0.42		0.024		0.047		0.0088		0.0011

		5.7		G225		LW2-G225								0.07		0.14		0.025		0.035		0.12		0.14		0.12		0.089		0.11		0.16		0.038		0.082		0.32		0.43		0.12		0.18		230		4800		420		460		1600		300		830		230		430		290		430		190		540		510		410		1500		130		190		1500		3300		860		1500		320										0.1		0.96						0.55		2						3		9.7		0.72		3.3		0.68		9						0.26		0.033

		5.7		G229		LW2-G229								0.087		0.17		0.047		0.067		0.25		0.31		0.35		0.26		0.16		0.22		0.047		0.1		0.58		0.78		0.23		0.34		0.09		0.53		0.27		0.079		0.27		0.28		0.75		0.34		0.64		0.27		0.41		0.43		0.27		0.26		0.052		0.19		0.07		0.1		0.21		0.47		0.41		0.72		0.19																		0.51		1.8						0.28		0.93		0.066		0.31		0.12		1.5						0.03		0.0038

		5.7		G230		LW2-G230		0.89				0.31		0.12		0.23		0.05		0.071		0.31		0.38		0.37		0.28		0.23		0.32		0.058		0.13		0.54		0.73		0.29		0.42		0.034		0.75		0.25		0.14		0.49		0.61		1.7		0.44		0.82		0.6		0.9		0.64		0.45		0.42		0.11		0.42						0.32		0.72		0.62		1.1		0.3		0.65		0.36		0.87				0.022		0.2														0.54		1.8		0.27		1.2		0.43		5.7		0.15		0.3		0.089		0.011

		5.7		G231		LW2-G231		0.44				0.19		0.27		0.52		0.031		0.044		0.19		0.24		2.3		1.8		0.19		0.27		0.029		0.064		0.58		0.78		0.29		0.43		0.03		0.31		0.11		0.047		0.16		0.2		0.55		0.22		0.41		0.2		0.3		0.33		0.17		0.17		0.039		0.15		0.03		0.043		0.12		0.27		0.25		0.43		0.13				0.0099		0.024												1.1		4.1						0.2		0.66		0.065		0.3		0.022		0.3						0.016		0.002

		5.7		G234		LW2-G234		0.33				0.058		0.14		0.28		0.021		0.029		0.15		0.18		0.17		0.13		0.19		0.27		0.015		0.033		0.27		0.37		0.28		0.41		0.0085		0.62		0.024		0.019		0.065		0.038		0.1		0.039		0.072		0.046		0.068		0.06		0.072		0.068		0.056		0.21						0.27		0.62		0.086		0.15		0.048																										0.29		0.96		0.019		0.089		0.061		0.8						0.022		0.0028

		5.7		G646		LW3-G646		0.55				0.08		0.063		0.12						0.11		0.14		0.093		0.071		0.023		0.033		0.021		0.045		0.29		0.39		0.12		0.17		0.012		0.012		0.032		0.0039		0.013		0.035		0.096		0.043		0.081		0.037		0.056		0.044		0.01		0.0098		0.0018		0.0065		0.017		0.024		0.0041		0.0093		0.025		0.043		0.018										0.0016		0.015										0.0054		0.031		0.071		0.24		0.0083		0.039		0.0067		0.088		0.02		0.04		0.0047		0.00061

		5.7		G647		LW3-G647		0.92				0.25		0.1		0.2		0.033		0.046		0.2		0.24		0.2		0.15		0.11		0.15		0.048		0.1		0.37		0.5		0.24		0.35		0.18		1.6		0.74		0.14		0.49		0.77		2.1		0.83		1.5		0.61		0.92		0.81		0.67		0.64		0.18		0.67		0.27		0.38		0.64		1.5		1.3		2.2		0.48		0.044		0.056		0.14																0.024		0.14		0.31		1		0.13		0.59		0.057		0.75		0.074		0.15		0.028		0.0036

		5.7		SD056		WR-WSI98SD056												0.1		0.14		0.38		0.47		0.48		0.36		0.7		0.97		0.11		0.25		0.53		0.71		0.32		0.47		1.2		3.8		0.86		0.8		2.8		1.3		3.6		1.2		2.2		1.3		2		2.2		1.7		1.7		0.76		2.8		1.2		1.7		1.9		4.3		2.6		4.5		0.96

		5.7		WR-PG-27		WLCDRD05PG027		0.84				0.45		0.087		0.17		0.074		0.1		0.16		0.2		0.93		0.7		0.23		0.33		4.6		10		0.32		0.43		0.35		0.5		0.024		0.26		0.048		0.024		0.082		0.06		0.16		0.057		0.11		0.075		0.11		0.096		0.067		0.064		0.035		0.13		0.03		0.043		0.062		0.14		0.092		0.16		0.043				0.38		0.94																				0.23		0.74		0.11		0.52		0.33		4.4		0.041		0.081		0.052		0.0067

		5.8		05B018		LWG0105B018SDS015C00								0.073		0.14		0.018		0.025		0.25		0.31		0.72		0.55		0.48		0.68						0.47		0.64		0.18		0.26												0.069		0.19		0.059		0.11		0.075		0.11		0.19		0.054		0.051										0.042		0.095		0.086		0.15		0.039		0.026		0.043		0.1

		5.8		G224		LW2-G224								0.078		0.15		0.043		0.06		0.2		0.25		0.19		0.15		0.098		0.14		0.075		0.16		0.41		0.56		0.2		0.29		0.08		0.3		0.13		0.04		0.14		0.1		0.29		0.11		0.2		0.12		0.17		0.13		0.11		0.1		0.043		0.16		0.061		0.087		0.15		0.33		0.16		0.27		0.075				0.022		0.054																				0.15		0.48		0.024		0.11		0.027		0.35		0.036		0.072		0.011		0.0015

		5.8		G226		LW2-G226								0.18		0.35		0.039		0.056		0.21		0.25		0.17		0.13		0.1		0.15		0.14		0.31		0.49		0.66		0.26		0.38		0.044		0.45		0.2		0.17		0.57		0.42		1.1		0.16		0.29		0.71		1.1		0.3		0.54		0.51		0.075		0.28		0.03		0.043		0.26		0.58		0.6		1		0.24				0.047		0.12																				0.12		0.38		0.12		0.58		0.12		1.6		0.091		0.18		0.026		0.0034

		5.8		G235		LW2-G235								0.073		0.14		0.013		0.018		0.12		0.14		0.065		0.049		0.054		0.075		0.11		0.25		0.24		0.33		0.11		0.17		0.12		0.25		2.2		0.2		0.69		1.8		4.9		2		3.7		1.6		2.4		1.9		1.6		1.5		0.037		0.14		0.17		0.25		0.059		0.13		3		5.3		1																										0.017		0.056		0.025		0.12		0.0021		0.027		0.027		0.054		0.0024		0.00031

		5.8		G237		LW2-G237								0.11		0.21		0.058		0.082		0.31		0.39		0.32		0.24		0.13		0.18		0.057		0.12		0.55		0.75		0.26		0.38		0.13		0.88		0.45		0.18		0.61		0.51		1.4		0.6		1.1		0.53		0.8		0.72		0.41		0.39		0.11		0.4		0.12		0.17		0.44		1		0.59		1		0.33		0.035		0.031		0.076												0.98		3.5						0.75		2.5		0.09		0.42		0.25		3.2		0.15		0.3		0.068		0.0088

		5.8		G240		LW2-G240		3.9				1		0.097		0.19		0.052		0.073		0.3		0.37		0.34		0.26		0.14		0.2		0.065		0.14		0.58		0.79		0.25		0.37		0.13		0.75		0.44		0.15		0.53		0.47		1.3		0.59		1.1		0.49		0.73		0.72		0.45		0.42		0.11		0.4		0.12		0.17		0.38		0.87		0.72		1.3		0.33										0.0072		0.067														0.84		2.8		0.11		0.52		0.65		8.6		0.15		0.3		0.12		0.015

		5.8		G241		LW2-G241								0.091		0.18		0.042		0.059		0.31		0.39		0.25		0.19		0.13		0.18		0.058		0.13		0.58		0.79		0.23		0.34		0.09		0.53		0.23		0.066		0.23		0.21		0.57		0.26		0.47		0.22		0.32		0.35		0.17		0.16		0.067		0.25		0.08		0.12		0.16		0.37		0.25		0.43		0.14		0.23		0.15		0.36												0.61		2.2						0.32		1		0.15		0.68		0.21		2.7		0.8		1.6		0.045		0.0058

		5.8		G242		LW2-G242		0.87				0.3		0.095		0.18		0.049		0.069		0.31		0.38		0.38		0.29		0.15		0.21		0.054		0.12		0.47		0.64		0.27		0.39		0.1		0.74		0.44		0.18		0.61		0.52		1.4		0.59		1.1		0.52		0.78		0.74		0.49		0.47		0.097		0.36		0.087		0.13		0.47		1.1		0.72		1.3		0.35														0.0037		0.012										2		6.7		0.32		1.5		4.4		58		0.064		0.13		0.6		0.077

		5.8		G245		LW2-G245		1.2				0.35		0.15		0.29		0.18		0.25		0.29		0.36		3.8		2.9		0.27		0.38		0.061		0.13		0.54		0.73		0.29		0.42		0.18		1.2		0.33		0.19		0.65		0.51		1.4		0.58		1.1		0.49		0.73		0.96		0.45		0.42		0.18		0.65		0.16		0.23		0.77		1.7		0.72		1.3		0.36				0.03		0.072				0.0058		0.053														0.65		2.1		0.12		0.56		0.18		2.3		0.14		0.27		0.058		0.0074

		5.8		G648		LW3-G648		1				0.26		0.091		0.18		0.029		0.041		0.18		0.23		0.19		0.14		0.083		0.12		0.05		0.11		0.43		0.58		0.21		0.31		0.29		8.1		1.1		1.4		4.9		2.4		6.5		2.5		4.6		2.4		3.6		2.7		2.5		2.4		0.65		2.4		0.3		0.43		3.3		7.6		4.1		7.2		1.7		0.047		0.046		0.11																				0.29		0.96		0.12		0.53		0.067		0.88		0.054		0.11		0.028		0.0036

		5.8		SD057		WR-WSI98SD057												0.06		0.085		0.32		0.39		0.25		0.19		0.07		0.099		0.038		0.082		0.58		0.78		0.2		0.28		0.22		1.2				0.25		0.86		0.15		0.42		0.16		0.29		0.17		0.26		0.33		0.18		0.17		0.21		0.76		0.11		0.16		0.38		0.85		0.24		0.42		0.14																										0.15		0.48		0.077		0.36		0.17		2.3						0.031		0.004

		5.9		5001		WLCOFJ025001		0.25						0.67		1.3						1.3		1.6		4.1		3.1		0.62		0.87		0.008		0.017		2.2		3		0.69		1				0.35		0.031		0.015		0.051		0.2		0.53		0.11		0.2		0.16		0.23		0.13		0.055		0.052						0.008		0.011		0.022		0.05		0.12		0.21		0.061

		5.9		5002		WLCOFJ025002		0.12						0.51		0.99						1.9		2.4		3.2		2.4		1		1.4		0.0094		0.021		2.2		3		0.72		1		0.012		0.19		0.05		0.048		0.17		0.33		0.91		0.23		0.42		0.31		0.46		0.33		0.2		0.19		0.026		0.097		0.007		0.01		0.19		0.43		0.29		0.5		0.15

		5.9		5003		WLCOFJ025003		0.65						0.65		1.3						1.7		2.1		2.6		1.9		2.6		3.6		0.18		0.4		2.4		3.3		1.4		2.1		0.17		1.5		0.38		0.17		0.57		0.66		1.8		0.59		1.1		0.54		0.81		1.1		0.49		0.46		0.16		0.61		0.17		0.25		0.51		1.2		0.78		1.3		0.37																										0.25		0.83		0.21		0.96		0.072		0.96						0.032		0.0041

		5.9		5004		WLCOFJ025004		0.054						0.46		0.89						1.2		1.5		1.7		1.3		0.85		1.2		0.047		0.1		2.4		3.2		0.73		1.1				0.34		0.17		0.038		0.13		0.15		0.41		0.13		0.25		0.16		0.24		0.36		0.14		0.13						0.05		0.072		0.14		0.31		0.21		0.37		0.1																										0.18		0.58						0.082		1.1						0.02		0.0026

		5.9		5005		WLCOFJ025005		0.08						0.4		0.78						1.5		1.8		1.9		1.4		0.84		1.2						1.7		2.3		0.56		0.81								0.023		0.08		0.096		0.26		0.08		0.15		0.15		0.23		0.17		0.22		0.21										0.14		0.32		0.26		0.45		0.085

		5.9		5006		WLCOFJ025006		0.29						0.44		0.86						1.2		1.4		1.7		1.3		0.86		1.2		0.075		0.16		2		2.7		0.74		1.1		0.14		0.47		0.25		0.081		0.28		0.24		0.65		0.21		0.4		0.24		0.36		0.38		0.21		0.2		0.049		0.18		0.14		0.2		0.2		0.45		0.33		0.57		0.15																										0.27		0.88		0.17		0.77										0.025		0.0033

		5.9		BT014		LW2-GBT014		3		0.24		0.67		0.11		0.22		0.056		0.079		0.26		0.33		0.25		0.19		0.16		0.22		0.16		0.35		0.56		0.76		0.25		0.37		0.5		4		1.4		1		3.5		2.3		6.2		2.3		4.2		1.6		2.4		2.2		2.1		2		0.47		1.7		0.61		0.87		2.1		4.9		3.2		5.6		1.4										0.0017		0.015						0.0021		0.0075						1.2		3.8		0.12		0.55		0.02		0.26		0.041		0.081		0.065		0.0084

		5.9		C531		LW2-C531		2.3				0.54		0.096		0.19		0.057		0.08		0.29		0.35		0.36		0.27		0.26		0.36		0.088		0.19		0.55		0.74		0.32		0.47		0.75		7		1.1		0.86		3		2		5.5		2.1		4		1.9		2.9		2.3		2.1		2		0.76		2.8		0.53		0.77		2.7		6.2		3.2		5.6		1.4		0.068		0.1		0.25												0.5		1.8						0.54		1.8		0.19		0.87		0.14		1.8		0.18		0.36		0.051		0.0065

		5.9		CS005		WLCMRI02CS005		0.57														0.32		0.39		0.32		0.24		0.1		0.14		0.075		0.16						0.23		0.33		0.07		0.64		0.16		0.13		0.45		0.26		0.7		0.24		0.45		0.26		0.38		0.3		0.26		0.25		0.08		0.3		0.045		0.064		0.34		0.78		0.41		0.71		0.18																										0.2		0.67		0.083		0.39		0.054		0.71						0.021		0.0027

		5.9		G232		LW2-G232		1.1				0.46		0.11		0.22		0.054		0.076		0.26		0.32		0.42		0.32		0.22		0.31		0.14		0.31		0.52		0.7		0.28		0.41		0.07		0.88		0.29		0.12		0.41		0.53		1.5		0.56		1		0.53		0.79		1.2		0.44		0.42		0.13		0.47		0.043		0.061		0.5		1.1		0.66		1.1		0.36				0.077		0.19																				0.46		1.5		0.1		0.47		0.072		0.95		0.28		0.56		0.037		0.0047

		5.9		G233		LW2-G233								0.1		0.2		0.058		0.081		0.21		0.26		0.23		0.18		0.13		0.18		0.11		0.24		0.47		0.63		0.31		0.44		0.13		0.75		0.86		0.12		0.41		0.88		2.4		1		1.9		0.85		1.3		1		0.58		0.55		0.082		0.31		0.12		0.17		0.25		0.56		1.1		1.8		0.48		0.053		0.046		0.11																				0.53		1.7		0.089		0.41		0.01		0.13		0.11		0.21		0.032		0.0041

		5.9		G236		LW2-G236								0.13		0.24		0.047		0.067		0.31		0.38		0.47		0.35		0.25		0.35		0.14		0.3		0.5		0.68		0.27		0.39		0.11		0.34		0.29		0.082		0.28		0.38		1		0.46		0.86		0.4		0.6		0.7		0.35		0.34		0.056		0.21		0.1		0.15		0.32		0.74		0.64		1.1		0.28				0.27		0.65																				0.31		1		0.16		0.74		0.021		0.28		0.14		0.28		0.026		0.0034

		5.9		G246		LW2-G246								0.1		0.2		0.049		0.069		0.3		0.37		0.27		0.21		0.11		0.15		0.061		0.13		0.51		0.69		0.24		0.35		0.075		0.29		0.24		0.072		0.25		0.23		0.62		0.32		0.59		0.22		0.34		0.38		0.19		0.18		0.037		0.14		0.078		0.11		0.16		0.37		0.35		0.61		0.16										0.007		0.065														0.32		1		0.086		0.4		0.022		0.29		0.097		0.19		0.023		0.0029

		5.9		G649		LW3-G649		1.2				0.28		0.099		0.19		0.026		0.036		0.19		0.24		0.17		0.13		0.062		0.087		0.036		0.078		0.38		0.52		0.19		0.28		0.075		2.4		0.33		0.17		0.57		0.3		0.83		0.32		0.6		0.28		0.42		0.31		0.37		0.35		0.18		0.69		0.064		0.092		0.65		1.5		0.65		1.1		0.25		0.038		0.052		0.13																				0.28		0.92		0.077		0.36		0.056		0.73		0.41		0.81		0.024		0.0031

		5.9		G650		LW3-G650		1				0.12		0.062		0.12						0.079		0.097		0.071		0.054		0.019		0.026		0.026		0.058		0.21		0.29		0.095		0.14		0.01		0.058		0.16		0.025		0.086		0.13		0.36		0.14		0.27		0.13		0.2		0.12		0.13		0.12		0.0067		0.025		0.017		0.024		0.014		0.031		0.26		0.45		0.083										0.0018		0.016																		0.0024		0.011										0.00061		0.000079

		5.9		G651		LW3-G651		0.94				0.43		0.14		0.28		0.037		0.052		0.23		0.28		0.3		0.22		0.21		0.3		0.13		0.28		0.43		0.58		0.27		0.4		0.14		1.1		0.12		0.1		0.35		0.38		1		0.36		0.66		0.35		0.52		0.53		0.33		0.31		0.15		0.56		0.12		0.18		0.33		0.76		0.45		0.78		0.23				0.18		0.43				0.086		0.79														0.13		0.43		0.064		0.3		0.19		2.5		0.11		0.21		0.031		0.004

		5.9		G652		LW3-G652		1.8				0.14		0.068		0.13						0.099		0.12		0.08		0.06		0.022		0.031		0.018		0.039		0.26		0.35		0.12		0.17		0.021		0.8		0.34		0.19		0.65		0.54		1.5		0.45		0.83		0.44		0.66		0.43		0.85		0.81		0.063		0.24		0.029		0.041		0.44		1		1.4		2.4		0.37		0.015		0.016		0.04				0.0034		0.031														0.035		0.12		0.0077		0.036						0.044		0.087		0.0028		0.00036

		5.9		G653		LW3-G653		0.6				0.3		0.11		0.21		0.037		0.052		0.25		0.31		0.25		0.19		0.076		0.11		0.05		0.11		0.52		0.71		0.23		0.33		0.11		0.51		0.19		0.095		0.33		0.22		0.6		0.26		0.47		0.22		0.34		0.28		0.22		0.21		0.058		0.22		0.11		0.16		0.23		0.52		0.37		0.64		0.16		0.019		0.024		0.058																				0.22		0.73		0.13		0.62		0.27		3.6		0.085		0.17		0.049		0.0063

		5.9		G654		LW3-G654		3.1				0.52		0.12		0.23		0.061		0.087		0.23		0.28		0.24		0.18		0.25		0.35		0.12		0.26		0.55		0.74		0.41		0.6		1.2		13		1.7		2.7		9.4		3.4		9.4		3.4		6.4		3.5		5.2		3.8		3.9		3.7		1.9		6.9		0.82		1.2		5.9		13		6.2		11		2.5				0.19		0.47																0.069		0.4		5		16						0.38		5						0.3		0.038

		5.9		SD058		WR-WSI98SD058												0.06		0.085		0.22		0.27		0.2		0.15		0.1		0.14		0.094		0.21		0.49		0.66		0.19		0.28		0.18		0.51		0.16		0.049		0.17		0.18		0.49		0.21		0.4		0.18		0.27		0.39		0.15		0.14		0.062		0.23		0.16		0.23		0.13		0.29		0.25		0.43		0.12																										0.061		0.2						0.038		0.5						0.0089		0.0011

		5.9		SD059		WR-WSI98SD059												0.06		0.085		0.34		0.42		0.27		0.21		0.086		0.12		0.038		0.082		0.6		0.81		0.2		0.3		0.13		0.82				0.065		0.22		0.095		0.26		0.083		0.15		0.11		0.16		0.19		0.13		0.12		0.11		0.42		0.096		0.14		0.23		0.52		0.16		0.29		0.079

		6		06R001		LWG0106R001SDS015C00								0.076		0.15		0.054		0.076		0.35		0.43		0.31		0.24		0.43		0.6						0.62		0.83		0.26		0.37		0.55		3.1		0.3		0.28		0.98		1.3		3.6		1.3		2.4		1.2		1.9		2.2		1.3		1.2		0.3		1.1		0.17		0.25		0.85		1.9		1.4		2.4		0.75		0.041		0.055		0.13																				0.22		0.73		0.18		0.81		0.15		2						0.037		0.0047

		6		C528		LW2-C528		1.5				0.56		0.094		0.18		0.057		0.081		0.29		0.36		0.4		0.3		0.17		0.24		0.076		0.17		0.48		0.65		0.24		0.35		0.23		0.91		0.5		0.25		0.86		0.6		1.6		0.57		1.1		0.66		0.99		0.65		0.58		0.55		0.14		0.53		0.2		0.28		0.47		1.1		1.1		1.8		0.39		0.068		0.068		0.17																0.031		0.18		0.33		1.1		0.099		0.46		0.11		1.5						0.033		0.0043

		6		C529		LW2-C529		0.64				0.24		0.085		0.17		0.039		0.055		0.3		0.37		0.35		0.27		0.11		0.15		0.062		0.14		0.51		0.68		0.2		0.29		0.085		0.37		0.16		0.13		0.45		0.21		0.57		0.23		0.42		0.26		0.38		0.27		0.18		0.17		0.043		0.16		0.075		0.11		0.16		0.37		0.38		0.65		0.14										0.016		0.15														0.28		0.9		0.083		0.39		0.052		0.69		0.048		0.096		0.024		0.0031

		6		C530		LW2-C530		1.3				0.36		0.089		0.17		0.049		0.069		0.35		0.43		0.39		0.3		0.13		0.19		0.07		0.15		0.52		0.71		0.22		0.33		0.37		2.7		1		0.39		1.3		0.95		2.6		1		1.9		1.2		1.9		0.89		0.76		0.72		0.3		1.1		0.32		0.46		0.85		1.9		1.6		2.7		0.66														0.0018		0.0061						0.042		0.24		0.43		1.4		0.12		0.55		0.16		2.1						0.044		0.0056

		6		CS004		WLCMRI02CS004		0.61										0.08		0.11		0.31		0.38		0.3		0.23		0.098		0.14										0.22		0.32		0.11		1.2		0.4		0.17		0.57		0.34		0.94		0.31		0.58		0.36		0.53		0.38		0.37		0.35		0.11		0.42		0.064		0.092		0.44		1		0.57		0.99		0.24																										0.17		0.56		0.069		0.32		0.13		1.7						0.026		0.0034

		6		G238		LW2-G238								0.31		0.6		0.062		0.087		0.27		0.33		0.25		0.19		0.15		0.22		0.15		0.32		0.59		0.79		0.32		0.46		0.39		0.69		0.16		0.069		0.24		0.17		0.47		0.13		0.24		0.16		0.24		0.19		0.28		0.26		0.1		0.38		0.3		0.43		0.15		0.35		0.41		0.72		0.14		0.22		0.22		0.54																				0.16		0.53		0.27		1.2		0.016		0.21		0.091		0.18		0.024		0.0031

		6		G239		LW2-G239								0.09		0.17		0.055		0.077		0.24		0.3		0.24		0.18		0.11		0.15		0.33		0.73		0.46		0.62		0.25		0.36		0.055		0.16		0.12		0.038		0.13		0.16		0.44		0.16		0.29		0.16		0.23		0.24		0.12		0.11		0.022		0.083		0.046		0.066		0.094		0.21		0.2		0.34		0.096				0.36		0.87												0.09		0.33						0.17		0.57		0.093		0.43		0.12		1.6		0.1		0.2		0.027		0.0035

		6		G248		LW2-G248								0.092		0.18		0.021		0.03		0.15		0.19		0.11		0.087		0.033		0.046		0.017		0.037		0.36		0.49		0.13		0.19		0.023		0.097		0.07		0.022		0.078		0.041		0.11		0.055		0.1		0.052		0.078		0.055		0.034		0.032		0.01		0.038		0.02		0.028		0.031		0.07		0.064		0.11		0.03																										0.027		0.087		0.014		0.064		0.0039		0.051						0.0025		0.00032

		6		G251-1		LW2-G251								0.11		0.21		0.053		0.075		0.43		0.53		0.3		0.22		0.21		0.29		0.13		0.28		0.76		1		0.61		0.89		0.48		4.5		1.1		0.51		1.8		1.2		3.4		1.5		2.8		1.2		1.9		1.6		1.4		1.3		0.3		1.1		0.3		0.43		1.9		4.3		2.4		4.1		0.96				0.025		0.061				0.01		0.093						0.099		0.36						1.2		3.9		0.21		0.96		3.7		48		0.18		0.36		0.47		0.061

		6		G251-2		LW2-G251-2								0.11		0.21		0.051		0.072		0.32		0.39		0.28		0.21		0.13		0.18		0.057		0.12		0.58		0.78		0.27		0.39		0.15		1.5		0.78		0.19		0.65		1		2.9		1		1.9		0.93		1.4		1.1		2		1.9		0.15		0.55		0.17		0.24		2.1		4.7		3.7		6.4		0.92				0.027		0.065				0.0093		0.086														0.81		2.7		0.17		0.79		0.3		3.9		0.17		0.33		0.081		0.01

		6		G655		LW3-G655		5.3				0.39		0.073		0.14						0.14		0.18		0.12		0.093		0.039		0.055		0.021		0.045		0.34		0.46		0.14		0.2		0.085		11		0.78		0.9		3.1		0.93		2.5		0.9		1.7		1		1.5		0.81		1.6		1.5		1		3.8		0.089		0.13		4.2		9.5		2.6		4.6		0.96		0.025		0.031		0.076																				0.46		1.5						0.027		0.36		0.1		0.2		0.03		0.0038

		6		G656		LW3-G656		0.92				0.46		0.1		0.2		0.046		0.064		0.27		0.34		0.27		0.2		0.086		0.12		0.057		0.12		0.51		0.69		0.23		0.33		0.2		0.98		0.33		0.21		0.73		0.47		1.3		0.49		0.91		0.48		0.72		0.53		0.45		0.42		0.11		0.42		0.2		0.28		0.44		0.99		0.72		1.3		0.31		0.068		0.077		0.19				0.0034		0.031						0.1		0.37						0.26		0.86		0.11		0.52		0.059		0.78		0.11		0.22		0.024		0.0031

		6.1		06B030		LWG0106B030SDS015C00								0.3		0.58		0.026		0.037		0.69		0.86		4.1		3.1		0.22		0.31						0.84		1.1		0.23		0.34												0.043		0.12		0.046		0.084		0.055		0.082		0.037		0.049		0.047										0.049		0.11		0.055		0.096		0.032				0.044		0.11

		6.1		C525		LW2-C525		20		0.39		3.7		0.21		0.41		0.076		0.11		0.35		0.43		0.48		0.36		0.33		0.46		0.12		0.26		0.86		1.2		0.37		0.55		7.5		180		13		24		82		59		160		59		110		52		78		54		63		59		11		42		5.7		8.2		65		150		110		180		38				0.31		0.76																0.56		3.2		2		6.5		0.24		1.1		0.41		5.5		3.1		6.1		0.15		0.02

		6.1		C527		LW2-C527		3				0.85		0.12		0.23		0.046		0.065		0.36		0.44		0.41		0.31		0.31		0.44		0.082		0.18		0.52		0.7		0.26		0.38		0.85		4.5		2		0.84		2.9		2.7		7.3		2.7		5		2.7		4.1		2.9		2.6		2.5		0.65		2.4		0.87		1.3		2.6		6		4.5		7.9		1.8																						0.28		1.6		0.96		3.2		0.35		1.6		3		40						0.4		0.052

		6.1		G243		LW2-G243								0.11		0.21		0.04		0.057		0.25		0.31		0.23		0.17		0.1		0.14		0.053		0.12		0.49		0.66		0.24		0.35		0.017		0.062		0.052		0.011		0.039		0.025		0.068		0.028		0.052		0.029		0.044		0.034		0.021		0.02		0.006		0.022						0.017		0.039		0.039		0.067		0.017		0.047		0.05		0.12																				0.065		0.21		0.069		0.32		0.018		0.24		0.017		0.034		0.009		0.0012

		6.1		G244		LW2-G244								0.12		0.23		0.037		0.052		0.28		0.35		0.57		0.43		0.22		0.31		0.2		0.43		0.51		0.69		0.24		0.34		0.085		0.24		0.16		0.072		0.25		0.19		0.52		0.22		0.41		0.2		0.3		0.33		0.21		0.2		0.035		0.13		0.08		0.12		0.18		0.41		0.3		0.53		0.14		0.14		0.28		0.69																				0.17		0.56		0.049		0.23		0.027		0.36		0.063		0.12		0.014		0.0018

		6.1		G247		LW2-G247		0.79				0.27		0.12		0.23		0.052		0.074		0.26		0.32		0.68		0.52		0.26		0.36		0.13		0.29		0.46		0.63		0.27		0.4		0.14		0.39		0.22		0.1		0.36		0.26		0.7		0.26		0.47		0.24		0.36		0.51		0.3		0.28		0.067		0.25		0.11		0.15		0.33		0.76		0.38		0.65		0.18		0.3		0.24		0.59																				0.31		1		0.096		0.44		0.031		0.41		0.15		0.3		0.024		0.0031

		6.1		G252		LW2-G252		0.36				0.11		0.095		0.18		0.022		0.031		0.19		0.23		0.16		0.12		0.49		0.69		0.025		0.053		0.38		0.51		0.17		0.25		0.065		0.63		0.29		0.054		0.19		0.23		0.62		0.29		0.54		0.22		0.34		0.31		0.17		0.16		0.041		0.15		0.059		0.084		0.11		0.25		0.35		0.61		0.14				0.013		0.031				0.0034		0.031														0.088		0.29		0.025		0.12		0.014		0.18		0.033		0.065		0.0072		0.00093

		6.1		G253		LW2-G253								0.086		0.17		0.016		0.022		0.13		0.16		0.085		0.064		0.03		0.042		0.011		0.025		0.33		0.45		0.13		0.18		1.1		4.8		9.4		1.3		4.5		7.6		21		6.8		13		7.6		11		6.7		8.1		7.6		0.67		2.5		0.98		1.4		0.26		0.6		14		25		4.3																		1.7		6						0.2		0.67		0.021		0.099		0.03		0.4		0.091		0.18		0.014		0.0019

		6.1		G256		LW2-G256		0.42				0.094		0.098		0.19		0.025		0.035		0.18		0.22		0.14		0.11		0.048		0.067		0.019		0.041		0.42		0.56		0.16		0.24		0.035		17		0.29		0.07		0.24		0.14		0.39		0.15		0.28		0.13		0.2		0.18		0.34		0.32		0.028		0.1		0.03		0.043		0.13		0.29		0.57		0.98		0.2

		6.1		G259		LW2-G259								0.25		0.48		0.06		0.084		0.32		0.39		0.47		0.36		0.45		0.63		0.09		0.2		0.81		1.1		0.45		0.66		4.2		27		9.4		4.6		16		13		36		14		27		13		20		18		13		12		3		11		3		4.3		14		31		20		35		8.8										0.046		0.42														2.9		9.4		0.24		1.1		0.03		0.4		0.47		0.93		0.16		0.02

		6.1		G263		LW2-G263		2.2		0.68		0.34		0.2		0.38		0.053		0.074		0.37		0.45		0.32		0.24		0.36		0.5		0.057		0.12		4.1		5.6		0.24		0.35		1.6		5.7		1.4		0.76		2.6		3		8.1		3.2		6		2.9		4.3		3.9		2.9		2.8		0.52		1.9		23		33		2.6		6		4.8		8.3		2.5														0.1		0.33										0.5		1.6		0.088		0.41		0.28		3.7						0.06		0.0077

		6.1		G264		LW2-G264		52		0.9		8.5		0.15		0.29		0.076		0.11		0.31		0.38		0.37		0.28		0.21		0.3		0.16		0.35		1.1		1.4		0.35		0.51		44		570		29		71		240		110		310		97		180		100		150		100		110		100		39		150		39		56		200		450		220		380		75														0.12		0.4										2.6		8.5		0.38		1.7		0.32		4.2		0.15		0.29		0.17		0.022

		6.1		G269		LW2-G269		14		0.9		3.1		0.14		0.28		0.078		0.11		0.32		0.39		0.38		0.29		0.2		0.28		0.35		0.76		0.88		1.2		0.36		0.53		13		82		5.2		6.7		23		12		34		12		22		12		19		15		14		14		7.8		29		4.1		5.9		30		68		27		47		10																										2.9		9.5		0.42		1.9		0.68		9		0.65		1.3		0.24		0.031

		6.1		G657		LW3-G657						0.025		0.073		0.14						0.079		0.098		0.069		0.052		0.027		0.037		0.014		0.031		0.23		0.31		0.11		0.16		0.0048		0.079		0.031		0.011		0.036		0.037		0.1		0.034		0.064		0.036		0.055		0.032		0.04		0.038		0.0063		0.024		0.0064		0.0092		0.016		0.037		0.086		0.15		0.024																										0.017		0.055		0.011		0.049										0.0016		0.00021

		6.1		G658		LW3-G658						0.0078		0.076		0.15						0.075		0.093		0.066		0.05		0.022		0.031		0.015		0.033		0.23		0.31		0.12		0.17		0.022		0.67		0.086		0.076		0.26		0.13		0.36		0.11		0.2		0.12		0.19		0.096		0.17		0.17		0.049		0.18		0.027		0.038		0.036		0.082		0.3		0.53		0.088																										0.02		0.066		0.016		0.073										0.0021		0.00027

		6.1		SD061		WR-WSI98SD061												0.08		0.11		0.35		0.44		0.3		0.23		0.13		0.19		0.057		0.12		0.64		0.86		0.23		0.34		0.1		0.71		0.19		0.097		0.33		0.28		0.75		0.23		0.42		0.29		0.44		0.48		0.41		0.39		0.11		0.42		0.071		0.1		0.36		0.82		0.45		0.79		0.19

		6.1		SD062		WR-WSI98SD062												0.08		0.11		0.38		0.46		0.34		0.26		0.21		0.3		0.19		0.41		0.76		1		0.35		0.51		90		170		4.4		28		98		69		190		39		73		78		120		68		21		20		37		140		3.4		4.9		130		290		92		160		33

		6.2		06B025		LWG0106B025SDS015C00								0.07		0.14		0.012		0.017		0.29		0.36		0.14		0.11		0.39		0.55						1.4		1.9		0.18		0.26		11		40		39		9.5		33		28		75		28		52		29		44		70		30		29		6.7		25		12		18		40		91		53		91		20		0.085		0.075		0.18

		6.2		G249		LW2-G249								0.2		0.38		0.029		0.04		0.17		0.21		0.15		0.11		0.11		0.15		0.12		0.26		0.36		0.49		0.24		0.34		0.19		0.19		0.28		0.046		0.16		0.16		0.44		0.23		0.42		0.19		0.28		0.29		0.1		0.098		0.052		0.19		0.093		0.13		0.06		0.14		0.24		0.41		0.11				0.011		0.026								0.0056		0.018										0.19		0.63		0.07		0.33		0.018		0.23		0.074		0.15		0.015		0.002

		6.2		G250-1		LW2-G250								0.12		0.23						0.15		0.19		0.13		0.099		0.27		0.38		0.19		0.41		0.33		0.45		0.18		0.26		0.11		0.16		0.37		0.06		0.21		0.19		0.52		0.23		0.42		0.2		0.3		0.31		0.22		0.21		0.05		0.19		0.055		0.079		0.35		0.8		0.39		0.69		0.16		0.029		0.022		0.054																				0.17		0.56		0.11		0.49		0.016		0.21		0.068		0.13		0.016		0.0021

		6.2		G258		LW2-G258		0.47				0.055		0.09		0.17		0.017		0.024		0.11		0.14		0.084		0.063		0.032		0.045		0.028		0.062		0.3		0.41		0.12		0.17		1.1		13		1.6		0.82		2.8		0.93		2.5		0.83		1.5		1		1.5		0.89		1.6		1.5		1.4		5.1		0.25		0.36		2.1		4.9		2.2		3.8		0.83																										0.075		0.25						0.036		0.47		0.085		0.17		0.0077		0.00098

		6.2		G261		LW2-G261								0.065		0.13		0.014		0.02		0.1		0.12		0.067		0.051		0.032		0.045		0.0094		0.021		0.27		0.36		0.098		0.14		0.023		0.27		0.038		0.027		0.094		0.024		0.065		0.022		0.041		0.026		0.038		0.024		0.031		0.03		0.019		0.069		0.02		0.028		0.058		0.13		0.059		0.1		0.021

		6.2		G265		LW2-G265		0.54				0.085		0.058		0.11		0.017		0.024		0.11		0.13		0.084		0.063		0.039		0.055		0.019		0.041		0.3		0.41		0.13		0.19		0.13		4.4		2		0.22		0.78		1.3		3.6		1.2		2.2		1.2		1.9		1.7		1.6		1.5		0.078		0.29		0.21		0.31		0.23		0.52		3.6		6.2		0.88

		6.2		G270-1		LW2-G270		12		0.23		1.7		0.14		0.26		0.055		0.077		0.31		0.38		0.29		0.22		5.3		7.5		0.08		0.17		0.73		0.99		0.28		0.41		9		71		8.6		8		28		11		31		12		22		11		16		16		15		14		6		22		5.7		8.2		37		83		26		45		10																										0.69		2.3		0.3		1.4		0.16		2.2		0.27		0.53		0.068		0.0088

		6.2		G270-2		LW2-G270-2		19		0.2		1.9		0.12		0.22		0.051		0.072		0.31		0.38		0.28		0.21		0.14		0.2		0.12		0.26		0.73		0.99		0.25		0.37		21		90		18		12		41		21		57		22		41		20		30		24		25		23		9.3		35		7		10		38		87		44		77		16																										4		13		1.2		5.8		0.68		9		0.16		0.32		0.33		0.043

		6.2		G273		LW2-G273		6.8				0.85		0.081		0.16		0.051		0.073		0.24		0.3		0.27		0.2		0.22		0.3		0.1		0.22		0.57		0.77		0.35		0.5		1.8		43		5.9		3		10		8.6		23		8.3		15		8.5		13		9.6		12		11		4.3		16		1.5		2.2		19		43		18		32		7		0.17		0.19		0.47								0.023		0.078										0.93		3.1		0.21		0.99		0.37		4.8		0.32		0.64		0.098		0.013

		6.2		G274		LW2-G274		10				1.4		0.084		0.16		0.046		0.065		0.24		0.3		0.14		0.11		0.36		0.51		0.059		0.13		1.1		1.5		0.28		0.4		1.2		37		11		7.9		27		11		31		12		22		12		19		16		14		14		3.9		15		2.1		3.1		7.1		16		25		43		8.3														0.1		0.33										1.4		4.6		0.32		1.5		0.38		5		1.2		2.4		0.13		0.016

		6.2		G283		LW2-G283		150		2.6		14		0.12		0.24		0.067		0.095		0.26		0.32		0.34		0.26		0.31		0.44		0.094		0.21		1		1.4		0.4		0.58		85		1000		86		92		320		100		290		97		180		93		140		89		150		140		76		280		68		97		270		620		280		480		92																										16		52		1.8		8.4		0.96		13		0.34		0.67		0.98		0.13

		6.2		G6591		LW3-G659-1						0.017		0.079		0.15						0.085		0.1		0.074		0.056		0.027		0.038		0.014		0.031		0.23		0.31		0.12		0.17		0.0032		0.0094		0.0024		0.0025		0.0086		0.0049		0.013		0.0043		0.0081		0.005		0.0075		0.0061		0.0054		0.0051		0.0021		0.0076		0.003		0.0043		0.007		0.016		0.0092		0.016		0.0035																										0.0093		0.031		0.0032		0.015										0.00084		0.00011

		6.2		G6592		LW3-G659-2						0.013		0.07		0.14						0.078		0.096		0.065		0.049		0.023		0.033		0.016		0.035		0.22		0.3		0.11		0.16		0.0055		0.057		0.016		0.0049		0.017		0.016		0.044		0.016		0.029		0.017		0.026		0.017		0.029		0.028		0.003		0.011		0.0057		0.0082		0.0056		0.013		0.055		0.096		0.014										0.001		0.0096														0.0089		0.029		0.0051		0.024						0.008		0.016		0.00093		0.00012

		6.2		G660		LW3-G660		0.93				0.14		0.11		0.21		0.011		0.015		0.088		0.11		0.091		0.069		0.094		0.13		0.11		0.24		0.21		0.28		0.16		0.23		0.029		0.098		0.19		0.064		0.22		0.15		0.42		0.14		0.26		0.14		0.21		0.15		0.16		0.15		0.022		0.083		0.021		0.031		0.19		0.43		0.3		0.51		0.1		0.005		0.013		0.032				0.0016		0.015										0.011		0.066		0.021		0.071		0.0073		0.034						0.011		0.022		0.0019		0.00025

		6.2		GS04APG		GS-04-A-PG		110		11		11		0.092		0.18		0.045		0.063		0.25		0.31		0.23		0.17		0.19		0.27		0.12		0.26		0.56		0.76		0.25		0.36		110		660		42		44		150		50		140		59		110		46		68		45		72		68		56		210		27		38		150		350		140		240		48

		6.2		GS04APG2		GS-04-A-PG-2		110		21		9.4		0.094		0.18		0.043		0.061		0.22		0.27		0.22		0.17		0.2		0.28		0.074		0.16		0.64		0.86		0.25		0.36		260		1300		94		86		300		110		310		110		200		100		150		110		160		150		110		400		98		140		330		760		300		510		110

		6.2		SD060		WR-WSI98SD060								0.15		0.29		0.08		0.11		0.25		0.31		0.33		0.25		0.28		0.39		0.13		0.29		0.44		0.59		0.24		0.36		0.33		0.67		0.45		0.11		0.37		0.31		0.86		0.35		0.65		0.34		0.51		0.73		0.35		0.34		0.1		0.39		0.29		0.41		0.38		0.87		0.54		0.94		0.24

		6.2		SD063		WR-WSI98SD063												0.1		0.14		0.37		0.45		0.32		0.25		0.23		0.32		0.17		0.37		0.7		0.94		0.4		0.59		3.4		29		2.9		4		14		3.8		10		3.5		6.5		4.3		6.5		7.4		4.9		4.7		4.5		17		2.1		3.1		15		33		12		21		3.7

		6.3		06R040		LWG0106R040SDS015C00								0.13		0.26		0.02		0.028		0.36		0.44		0.31		0.23		0.2		0.28		0.49		1.1		0.58		0.78		0.21		0.31		3.6		6.4		16		2.5		8.6		6.2		17		6.6		12		6.4		9.6		6.5		7.6		7.2		1.9		6.9		5.3		7.7		11		25		11		18		4.4				0.1		0.25																				0.18		0.58														0.0086		0.0011

		6.3		AN-1-1		WLCGSD01AN0101								0.097		0.19						0.21		0.25		0.21		0.16		0.2		0.29						0.42		0.57		0.3		0.43				340		13		26		90		14		39		14		26		16		24		12		30		28		26		97		3.4		4.9		71		160		49		86		18

		6.3		AN-1-2		WLCGSD01AN0102								0.12		0.24						0.21		0.26		0.23		0.17		0.26		0.37						0.5		0.68		0.24		0.34				1900		45		85		290		46		120		46		84		51		77		36		90		85		120		440		180		260		320		740		180		310		70

		6.3		AN-1-5		WLCGSD01AN0105								0.12		0.24						0.18		0.22		0.15		0.11		0.034		0.047						0.44		0.6		0.12		0.18				0.66		0.055		0.056		0.19		0.085		0.23		0.1		0.19		0.093		0.14		0.1		0.081		0.076		0.047		0.17		0.23		0.33		0.15		0.33		0.18		0.31		0.075

		6.3		AN-2-5		WLCGSD01AN0205								0.091		0.18						0.19		0.24		0.17		0.13		0.069		0.097						0.43		0.58		0.15		0.22				0.31		0.11		0.084		0.29		0.2		0.55		0.19		0.35		0.23		0.35		0.21		0.24		0.23		0.045		0.17		0.043		0.061		0.16		0.37		0.43		0.74		0.14

		6.3		G254		LW2-G254								0.078		0.15		0.033		0.046		0.23		0.28		0.16		0.12		0.13		0.18		0.37		0.8		0.52		0.71		0.19		0.28		0.11		1.5		0.2		0.14		0.49		0.61		1.7		0.76		1.4		0.71		1.1		2.1		0.54		0.51		0.13		0.49		0.2		0.28		0.4		0.91		0.79		1.4		0.44		0.07		0.084		0.21								0.0035		0.012										0.39		1.3		0.033		0.15		0.032		0.43		0.1		0.2		0.024		0.0031

		6.3		G255		LW2-G255								0.11		0.21		0.028		0.04		0.18		0.22		0.18		0.14		0.1		0.15		0.16		0.34		0.4		0.54		0.19		0.28		0.55		0.12		0.32		0.11		0.36		0.4		1.1		0.23		0.43		0.37		0.56		0.37		0.27		0.26		0.037		0.14		0.27		0.38		0.23		0.52		0.54		0.94		0.18		0.011		0.016		0.04								0.01		0.035		1.2		4.5		0.15		0.86		0.053		0.17		0.13		0.6		0.2		2.7						0.032		0.0041

		6.3		G271		LW2-G271								0.079		0.15		0.014		0.02		0.091		0.11		0.089		0.068		0.02		0.027		0.028		0.062		0.3		0.4		0.094		0.14		0.0038		0.018		0.013		0.0026		0.009		0.0067		0.018		0.0068		0.013		0.0063		0.0094		0.0096		0.0049		0.0047		0.0019		0.0069						0.0051		0.012		0.0092		0.016		0.0041																		0.12		0.45						0.013		0.041		0.0057		0.026										0.001		0.00013

		6.3		G272		LW2-G272		0.54				0.14		0.093		0.18		0.029		0.041		0.22		0.27		0.16		0.12		0.057		0.079		0.038		0.082		0.45		0.6		0.17		0.25		0.075		0.36		0.14		0.04		0.14		0.1		0.29		0.14		0.26		0.11		0.16		0.16		0.094		0.089		0.032		0.12		0.073		0.1		0.085		0.19		0.2		0.34		0.079				0.015		0.036																				0.07		0.23		0.027		0.13		0.0062		0.082		0.22		0.43		0.0056		0.00072

		6.3		G289		LW2-G289		7				1		0.11		0.22		0.061		0.086		0.36		0.45		0.33		0.25		0.15		0.21		0.066		0.14		0.62		0.83		0.29		0.43		3.8		57		11		5.3		18		10		29		12		22		10		15		13		16		15		4.9		18		2.9		4.1		30		68		30		53		9.6

		6.3		G294-1		LW2-G294		220		8.4		11		0.11		0.21		0.08		0.11		0.29		0.36		0.28		0.21		0.21		0.29		0.14		0.31		0.58		0.79		0.28		0.41		260		1100		23		63		220		38		100		29		54		40		59		40		67		64		75		280		130		190		260		580		140		240		57				0.14		0.34				0.18		1.7		0.049		0.16										30		99		2.2		10		0.15		2						1.6		0.21

		6.3		G294-2		LW2-G294-2		29		3.4		2.6		0.098		0.19		0.066		0.093		0.28		0.35		0.27		0.21		0.19		0.26		0.088		0.19		0.54		0.73		0.3		0.44		40		420		35		42		140		40		110		36		66		36		55		38		57		54		43		160		23		33		140		320		120		200		39				0.11		0.26				0.098		0.9		0.035		0.12		0.35		1.3						7		23		0.96		4.5		0.58		7.7						0.46		0.059

		6.3		GS07BPG		GS-07-B-PG		19				2		0.14		0.27		0.04		0.057		0.2		0.24		0.17		0.13		0.14		0.2		0.034		0.074		0.41		0.55		0.21		0.31		5		99		33		17		57		27		73		30		55		25		37		22		39		37		10		39		6.8		9.7		46		100		72		130		22

		6.3		GS07DPG		GS-07-D-PG		12				1.3		0.11		0.21		0.059		0.083		0.32		0.4		0.31		0.23		0.19		0.26		0.063		0.14		0.44		0.59		0.27		0.4		6.5		27		9.4		3.4		12		8.2		22		9.7		18		7.8		12		8.1		7.2		6.8		2.6		9.7		6.6		9.5		7.9		18		14		24		5.7

		6.3		SD067		WR-WSI98SD067												0.08		0.11		0.35		0.43		0.33		0.25		0.21		0.3		0.23		0.49		0.66		0.89		0.33		0.48		38		120		16		15		53		13		36		10		19		13		20		19		20		19		18		65		23		33		55		120		36		62		14

		6.4		06B026		LWG0106B026SDS015C00								0.052		0.1		0.012		0.017		0.15		0.19		0.13		0.1		0.43		0.6		0.17		0.37		0.37		0.5		0.13		0.19												0.0075		0.021		0.0044		0.0082		0.0093		0.014																								0.007

		6.4		4901		WLCOFJ024901		0.037						0.067		0.13						0.13		0.16		0.13		0.095		0.084		0.12		0.082		0.18		0.36		0.49		0.12		0.17		0.034				0.095		0.0093		0.032		0.018		0.049		0.021		0.039		0.021		0.032		0.038		0.013		0.012		0.0059		0.022		0.017		0.024		0.015		0.033		0.028		0.049		0.014

		6.4		4902		WLCOFJ024902		0.13						0.073		0.14						0.11		0.13		0.11		0.082		0.1		0.14		0.15		0.33		0.33		0.44		0.12		0.17		0.096		0.12		0.44		0.049		0.17		0.12		0.32		0.13		0.23		0.13		0.19		0.18		0.084		0.079		0.023		0.085		0.056		0.08		0.085		0.19		0.19		0.32		0.079

		6.4		4903		WLCOFJ024903		0.14						0.079		0.15						0.17		0.21		0.23		0.18		0.2		0.28		0.87		1.9		0.45		0.61		0.16		0.23		1.6		0.23		2.1		0.26		0.9		0.47		1.3		0.43		0.79		0.53		0.79		0.76		0.29		0.28		0.13		0.5		1		1.5		0.32		0.72		1		1.8		0.32																										0.14		0.46						0.083		1.1						0.019		0.0024

		6.4		4904		WLCOFJ024904		0.095						0.059		0.11						0.16		0.2		0.12		0.09		0.12		0.16		0.42		0.93		0.41		0.55		0.11		0.17		0.042		0.045		0.15		0.015		0.05		0.023		0.062		0.03		0.056		0.029		0.043		0.093		0.023		0.021		0.0076		0.028		0.023		0.033		0.026		0.059		0.052		0.091		0.02

		6.4		4905		WLCOFJ024905		0.22						0.11		0.22						0.18		0.22		0.23		0.18		0.19		0.27		0.84		1.8		0.46		0.62		0.15		0.22		1.7		0.39		4		0.34		1.2		0.94		2.6		0.7		1.3		1.1		1.7		1.3		0.44		0.41		0.16		0.61		0.76		1.1		0.3		0.69		1.3		2.3		0.49																																		0.099		1.3						0.016		0.0021

		6.4		4906		WLCOFJ024906		0.034						0.052		0.1						0.088		0.11		0.11		0.086		0.089		0.12		0.065		0.14		0.28		0.38		0.072		0.11						0.024						0.0059		0.016		0.0046		0.0085		0.0068		0.01				0.0041		0.0039										0.0015		0.0034		0.0093		0.016		0.0035

		6.4		AN-1-3		WLCGSD01AN0103								0.15		0.3						0.36		0.45		0.38		0.29		0.44		0.62						0.73		0.99		0.61		0.89				2000		69		190		650		95		260		64		120		110		160		47		140		140		210		760		130		190		340		780		160		270		79

		6.4		BT015		LW2-GBT015		2.6				0.69		0.16		0.3		0.046		0.065		0.34		0.42		0.32		0.24		0.12		0.17		0.075		0.16		0.56		0.76		0.29		0.43		0.95		4.6		1.3		0.83		2.9		1.4		3.9		1.4		2.7		1.2		1.9		1.4		1.2		1.1		0.41		1.5		0.96		1.4		1.5		3.3		2.2		3.9		0.92				0.058		0.14				0.0024		0.022										0.00046		0.0027		1.7		5.4		0.17		0.8		0.42		5.5		0.041		0.081		0.14		0.018

		6.4		C299		LW2-C299																																																																																														0.042		0.39														1.1		3.5		0.32		1.5		0.32		4.2		0.63		1.2		0.1		0.013

		6.4		C301		LW2-C301								0.11		0.2		0.073		0.1		0.27		0.33		0.25		0.19		0.2		0.28						0.5		0.68		0.27		0.4

		6.4		G257		LW2-G257								0.079		0.15		0.022		0.031		0.17		0.21		0.11		0.087		0.093		0.13		0.29		0.64		0.39		0.53		0.15		0.22		0.55		0.27		0.86		0.1		0.36		0.18		0.49		0.32		0.59		0.23		0.35		0.58		0.072		0.068		0.037		0.14		0.36		0.51		0.11		0.25		0.18		0.31		0.14				0.049		0.12																				0.068		0.22		0.017		0.079		0.045		0.59						0.0092		0.0012

		6.4		G260		LW2-G260		0.7				0.11		0.079		0.15		0.019		0.027		0.16		0.2		0.12		0.09		0.14		0.19		0.59		1.3		0.47		0.63		0.15		0.22		0.15		0.09		0.24		0.046		0.16		0.16		0.44		0.19		0.35		0.19		0.28		0.28		0.13		0.12		0.019		0.069		0.096		0.14		0.13		0.29		0.25		0.43		0.11				0.018		0.043								0.022		0.072										0.083		0.27		0.057		0.26		0.058		0.76		0.027		0.053		0.014		0.0017

		6.4		G262		LW2-G262								0.07		0.14		0.029		0.041		0.16		0.2		0.14		0.1		0.054		0.075		0.022		0.047		0.34		0.46		0.16		0.24		0.027		0.058		0.015		0.01		0.035		0.013		0.036		0.01		0.019		0.013		0.02		0.017		0.014		0.013		0.01		0.038		0.01		0.015		0.017		0.039		0.018		0.031		0.0088

		6.4		G281		LW2-G281								0.099		0.19		0.015		0.021		0.12		0.15		0.084		0.063		0.031		0.044		0.012		0.027		0.33		0.45		0.13		0.19		0.012		0.018		0.069		0.006		0.021		0.044		0.12		0.059		0.11		0.043		0.065		0.062		0.015		0.014		0.0026		0.0097		0.0068		0.0097		0.0044		0.0099		0.037		0.064		0.024

		6.4		G285		LW2-G285								0.079		0.15		0.016		0.022		0.13		0.16		0.083		0.062		0.03		0.042		0.0094		0.021		0.31		0.42		0.12		0.18		0.0085		0.015		0.012		0.0022		0.0078		0.0055		0.015		0.0076		0.014		0.0054		0.0081		0.0096		0.0049		0.0047		0.0016		0.006		0.0057		0.0082		0.0045		0.01		0.0086		0.015		0.0042																										0.05		0.16		0.033		0.15		0.081		1.1						0.013		0.0017

		6.4		G287		LW2-G287		0.5				0.11		0.099		0.19		0.031		0.044		0.21		0.25		0.36		0.27		0.067		0.094		0.038		0.082		0.45		0.61		0.19		0.28		0.11		4.8		0.035		0.031		0.11		0.011		0.031		0.012		0.023		0.012		0.019		0.02		0.022		0.02		0.21		0.76		0.075		0.11		0.17		0.39		0.031		0.054		0.044

		6.4		G297		LW2-G297		7		5.3		0.62		0.093		0.18		0.058		0.082		0.28		0.35		0.26		0.2		0.15		0.21		0.061		0.13		0.55		0.74		0.26		0.37		1.7		150		5.5		6.6		23		3.2		8.8		3.2		5.9		3.3		4.9		2.7		7.6		7.2		11		40		0.86		1.2		35		80		12		21		5.7

		6.4		G299		LW2-G299		2.3				0.52		0.12		0.23		0.064		0.09		0.27		0.34		0.28		0.21		0.14		0.2		0.065		0.14		0.54		0.73		0.31		0.44		3.5		30		2		0.6		2.1		1.1		3.1		1.3		2.4		1.1		1.6		2.4		0.85		0.81		1.4		5.2		1.6		2.3		2		4.5		1.4		2.4		0.96

		6.4		G301		LW2-G301		5.1				0.94		0.092		0.18		0.039		0.054		0.26		0.32		0.2		0.15		0.11		0.15		0.042		0.091		0.49		0.66		0.23		0.34		180		710		48		92		320		50		140		32		60		48		72		30		63		59		110		410		4.1		5.9		340		780		130		220		57				0.026		0.062								0.083		0.27										2.5		8.2		0.46		2.1		0.66		8.7		0.24		0.48		0.22		0.028

		6.4		G302		LW2-G302		99		9.8		5.1		0.11		0.22		0.083		0.12		0.34		0.42		0.28		0.21		0.32		0.45		0.13		0.27		0.59		0.79		0.53		0.77		1.6		7.3		13		2.8		9.8		8.9		24		12		22		8.5		13		11		9.4		8.9		0.78		2.9		2		2.8		5.3		12		18		31		6.6		0.17		0.25		0.61								0.045		0.15										5.8		19		2.7		12		0.39		5.1		1.2		2.3		0.47		0.061

		6.4		G305		LW2-G305		3.1		0.55		0.54		0.12		0.23		0.072		0.1		0.34		0.42		0.31		0.23		0.22		0.31		0.079		0.17		0.6		0.81		0.31		0.45		1.4		16		1.6		0.57		2		0.95		2.6		0.9		1.7		0.85		1.3		1.3		1.3		1.2		1.9		6.9		1.1		1.5		4.4		10		1.8		3.1		0.96				0.13		0.32												0.39		1.4						0.92		3		0.28		1.3		0.13		1.7		0.082		0.16		0.075		0.0097

		6.4		G308		LW2-G308		3.6				0.26		0.072		0.14		0.037		0.052		0.21		0.26		0.16		0.12		0.1		0.15		0.41		0.88		0.42		0.56		0.23		0.33		0.7		34		0.78		5		17		1.3		3.6		0.54		1		1.4		2.1		0.74		2.9		2.7		5.2		19		0.3		0.43		10		23		3.8		6.6		1.8		0.1		0.11		0.26																				0.58		1.9		0.27		1.2		0.026		0.34		0.12		0.24		0.046		0.0059

		6.4		G521		LW2-G521		4.1				0.61		0.11		0.22		0.059		0.084		0.32		0.4		0.29		0.22		0.16		0.22		0.073		0.16		0.53		0.72		0.31		0.45		0.95		12		4.3		0.83		2.9		2.7		7.3		3.2		5.9		2.5		3.7		3		3.4		3.2		0.97		3.6		0.93		1.3		4.9		11		6.4		11		2.2		0.072		0.07		0.17																				1.3		4.2		0.32		1.5		0.6		8		0.13		0.26		0.15		0.019

		6.4		GCRSP06W		LW3-GCRSP06W								0.053		0.1		0.022		0.031		0.1		0.13		0.1		0.078		0.073		0.1		0.044		0.097		0.23		0.31		0.16		0.24		0.55		9.9		2.2		0.78		2.7		2.2		6		2.4		4.5		1.9		2.9		3.9		2.4		2.3		0.78		2.9		0.59		0.84		2.3		5.2		3.8		6.6		1.5		0.032		0.022		0.054												0.2		0.72						0.39		1.3		0.077		0.36		0.16		2.1						0.042		0.0054

		6.4		SD066		WR-WSI98SD066								0.15		0.29		0.1		0.14		0.31		0.39		0.28		0.21		0.22		0.31		0.22		0.47		0.59		0.8		0.34		0.5		0.9		2.5		0.27		0.25		0.86		0.34		0.94		0.28		0.52		0.36		0.55		0.53		0.49		0.47		0.22		0.83		0.57		0.82		0.85		1.9		0.65		1.1		0.29		0.16																								0.17		0.56						0.043		0.57						0.013		0.0017

		6.4		SD068		WR-WSI98SD068												0.1		0.14		0.33		0.41		0.31		0.23		0.2		0.27		0.075		0.16		0.62		0.83		0.29		0.43		13		170		5.8		7.1		24		6		16		5.5		10		6.7		10		11		9		8.5		9.1		34		1.4		2		28		64		17		30		6.6

		6.4		SD069		WR-WSI98SD069												0.1		0.14		0.31		0.38		0.26		0.2		0.19		0.26		0.057		0.12		0.56		0.75		0.31		0.46		1		63		1.4		26		90		4.6		12		1.7		3.1		4.9		7.3		2.9		9.9		9.3		13		47		0.36		0.51		26		60		11		19		5.3

		6.4		SL02APG		SL-02-A-PG		13		1.8		1.2		0.069		0.13		0.08		0.11		0.18		0.23		0.27		0.2		0.44		0.61		0.17		0.37		0.34		0.46		0.52		0.75		1.3		80		6		6.5		22		7.5		21		6.8		13		7.4		11		6.4		9.4		8.9		7.6		28		1.1		1.6		22		50		18		31		6.1

		6.4		SL02EPG		SL-02-E-PG		1.9		0.74		0.44		0.076		0.15		0.036		0.05		0.16		0.2		0.27		0.2		0.11		0.15		0.058		0.13		0.32		0.43		0.27		0.39		0.32		4.5		0.77		0.37		1.3		0.61		1.7		0.76		1.4		0.64		0.95		0.89		0.72		0.68		0.26		0.97		0.23		0.33		1		2.3		1.6		2.7		0.53

		6.4		SL03FPG		SL-03-F-PG		1.1		0.9		0.33		0.081		0.16		0.03		0.042		0.18		0.22		0.24		0.18		0.11		0.16		0.058		0.13		0.33		0.44		0.23		0.33		0.19		8		0.41		0.26		0.9		0.4		1.1		0.48		0.88		0.4		0.6		0.47		0.39		0.37		0.13		0.48		0.18		0.26		0.41		0.93		0.72		1.3		0.32

		6.4		WR-PG-52		WLCDRD05PG052		9.3				1.4		0.14		0.27		0.068		0.096		0.27		0.33		0.26		0.2		0.14		0.19		0.062		0.14		0.49		0.66		0.24		0.35		4.5		38		9.4		1.9		6.5		5		14		6.7		12		5.2		7.8		7.3		4.4		4.2		2.8		10		5.3		7.7		6.3		14		7.9		14		4.1				0.074		0.18																				1.4		4.6		0.25		1.2		0.16		2.1		0.2		0.4		0.1		0.013

		6.4		WR-PG-54		WLCDRD05PG054		2.1				0.53		0.13		0.26		0.051		0.072		0.29		0.36		0.27		0.2		0.13		0.19		0.088		0.19		0.51		0.69		0.2		0.3		0.12		1.2		1.7		0.72		2.5		1.4		3.9		1.2		2.3		1.5		2.2		1.4		1.4		1.3		0.21		0.76		0.0016		0.0023		1.9		4.3		2.4		4.2		0.92				0.04		0.097								0.0029		0.0098										0.75		2.5		0.18		0.84		1.3		17						0.19		0.025

		6.5		C300-2		LW2-C300-2																																																																																						0.32		0.46		1.1																				0.27		0.88		0.15		0.68		0.12		1.6		0.25		0.49		0.033		0.0043

		6.5		C312		LW2-C312		5.5		0.26		0.62		0.11		0.22		0.075		0.11		0.3		0.37		0.3		0.23		0.26		0.37		0.089		0.19		0.51		0.69		0.42		0.62		0.6		45		2.3		3.9		13		1.7		4.7		1.3		2.4		1.7		2.6		1		3		2.8		5.2		19		0.45		0.64		7.2		16		4.6		8		1.9				0.22		0.54								0.0023		0.0077										0.86		2.8		0.19		0.89		3.8		50		0.1		0.2		0.47		0.061

		6.5		G266		LW2-G266								0.1		0.2		0.045		0.064		0.16		0.2		0.16		0.12		0.075		0.1		0.027		0.06		0.31		0.41		0.18		0.26		0.022		0.038		0.14		0.021		0.073		0.07		0.19		0.097		0.18		0.076		0.11		0.11		0.03		0.029		0.0071		0.026						0.015		0.033		0.072		0.13		0.044				0.021		0.051																				0.051		0.17		0.023		0.1		0.037		0.49		0.027		0.053		0.0078		0.001

		6.5		G267		LW2-G267								0.11		0.22		0.049		0.069		0.31		0.39		0.28		0.22		0.13		0.18		0.11		0.25		0.61		0.83		0.23		0.34		0.022		0.057		0.036		0.015		0.053		0.027		0.073		0.026		0.047		0.028		0.042		0.047		0.023		0.022		0.0086		0.032		0.018		0.025		0.023		0.052		0.035		0.061		0.018																										0.11		0.36		0.093		0.43		0.017		0.23		0.055		0.11		0.012		0.0016

		6.5		G268		LW2-G268								0.14		0.27		0.061		0.086		0.32		0.39		0.29		0.22		0.25		0.36		0.12		0.25		0.5		0.68		0.43		0.62		0.065		0.31		0.076		0.077		0.27		0.061		0.17		0.058		0.11		0.093		0.14		0.12		0.076		0.072		0.045		0.17		0.053		0.077		0.073		0.17		0.11		0.18		0.053		0.17		0.18		0.43																				0.35		1.2		0.087		0.4		0.063		0.84		0.15		0.3		0.029		0.0037

		6.5		G300		LW2-G300								0.066		0.13		0.012		0.017		0.12		0.15		0.069		0.052		0.024		0.033						0.29		0.39		0.11		0.16		0.0075		0.013		0.0086		0.0026		0.009		0.0037		0.01		0.0033		0.0061		0.0039		0.0058		0.005		0.0038		0.0036		0.0024		0.009						0.0044		0.0099		0.0064		0.011		0.0025

		6.5		G309		LW2-G309		1.9				0.43		0.13		0.25		0.061		0.086		0.33		0.41		0.3		0.23		0.14		0.2		0.065		0.14		0.49		0.67		0.29		0.43		0.15		1.6		0.59		0.19		0.65		0.38		1		0.38		0.7		0.39		0.58		0.39		0.4		0.38		0.19		0.69		0.13		0.19		0.7		1.6		0.72		1.3		0.29				0.053		0.13				0.0041		0.038						0.83		3						1.1		3.8		0.24		1.1		2.4		32		0.08		0.16		0.34		0.043

		6.5		G311-1		LW2-G311		12		2		1.1		0.11		0.22		0.091		0.13		0.38		0.47		0.36		0.27		0.25		0.35		0.41		0.9		0.7		0.95		0.32		0.46		2.6		23		3.2		3.4		12		3.7		10		3.3		6.1		3.8		5.7		3.1		5.8		5.5		3.1		11		1.2		1.8		16		37		10		18		3.6				0.27		0.65				0.023		0.21		0.036		0.12		0.48		1.7						50		160		3		14		4.3		57		14		28		3		0.38

		6.5		G311-2		LW2-G311-2		2.2		0.21		0.54		0.085		0.16		0.052		0.073		0.25		0.3		0.21		0.16		0.11		0.15		0.055		0.12		0.48		0.64		0.23		0.34		0.18		2.6		1.2		0.3		1		0.95		2.6		0.97		1.8		1		1.5		1.5		0.72		0.68		0.3		1.1		0.18		0.26		0.85		1.9		1.3		2.3		0.57				0.072		0.18								0.0012		0.0041		0.39		1.4						2.4		7.9		0.12		0.55		0.38		5		0.049		0.096		0.17		0.021

		6.5		G663		LW3-G663		0.43				0.14		0.1		0.2		0.04		0.056		0.16		0.2		0.23		0.18		0.13		0.18		0.065		0.14		0.36		0.49		0.27		0.4		0.031		0.062		0.056		0.022		0.078		0.059		0.16		0.061		0.11		0.067		0.1		0.089		0.054		0.051		0.01		0.039		0.029		0.041		0.047		0.11		0.092		0.16		0.04		0.065		0.078		0.19																				0.14		0.45		0.048		0.22		0.52		6.9		0.11		0.22		0.066		0.0085

		6.5		LPSG-S-016-R-1		WLCASF97S016																																										3.3		0.44		0.18		0.61		0.27		0.75		0.26		0.48		0.27		0.4		0.41		0.25		0.24		0.35		1.3		0.18		0.26		0.48		1.1		0.41		0.72		0.21

		6.5		SD070		WR-WSI98SD070												0.08		0.11		0.26		0.33		0.22		0.17		0.14		0.2		0.047		0.1		0.51		0.69		0.25		0.37		1.9		91		0.4		6.8		23		2.1		5.8		0.77		1.4		1.9		2.9		1.2		6.4		6.1		15		55		0.7		1		25		56		8.4		15		3.8		0.15		0.16		0.4																				0.45		1.5		0.23		1.1		0.41		5.3						0.079		0.01

		6.5		SL04APG		SL-04-A-PG		1.7		0.25		0.25		0.071		0.14		0.027		0.039		0.13		0.16		0.19		0.15		0.11		0.15		0.032		0.07		0.28		0.38		0.25		0.37		0.31		7.5		0.55		0.31		1.1		0.55		1.5		0.54		1		0.54		0.81		0.59		0.67		0.64		0.9		3.3		0.21		0.31		0.81		1.8		1.1		1.8		0.43

		6.5		SL04FPG		SL-04-F-PG		1.4		0.73		0.27		0.058		0.11		0.025		0.035		0.15		0.18		0.18		0.14		0.1		0.14		0.047		0.1		0.31		0.42		0.21		0.31		0.65		28		0.78		0.7		2.4		0.76		2.1		0.69		1.3		0.75		1.1		0.81		0.85		0.81		2.2		8.3		0.57		0.82		2.1		4.7		1.6		2.7		0.75

		6.5		SL05APG		SL-05-A-PG		1.1				0.21		0.065		0.13		0.031		0.043		0.14		0.17		0.19		0.14		0.13		0.18		0.23		0.51		0.31		0.43		0.22		0.32		0.11		1.1		0.37		0.11		0.38		0.33		0.91		0.39		0.72		0.34		0.51		0.44		0.3		0.28		0.11		0.42		0.11		0.16		0.26		0.6		0.55		0.96		0.22

		6.5		WR-PG-56		WLCDRD05PG056		1.3				0.39		0.11		0.2		0.046		0.065		0.21		0.26		0.2		0.15		0.15		0.21		0.1		0.23		0.4		0.54		0.19		0.28		0.13		1		0.86		0.26		0.9		0.6		1.6		0.69		1.3		0.63		0.94		1.1		0.42		0.4		0.15		0.56		0.14		0.2		0.38		0.85		0.63		1.1		0.38																										2.2		7.3		0.38		1.8		1.3		17						0.26		0.034

		6.6		06B029		LWG0106B029SDS015C00								0.052		0.1		0.01		0.014		0.14		0.17		0.11		0.08		0.044		0.061						0.33		0.44		0.14		0.21						0.55		0.039		0.13		0.13		0.36		0.22		0.41		0.18		0.27		0.44		0.11		0.11						0.041		0.059		0.044		0.099		0.18		0.32		0.11																										0.064		0.21														0.014		0.0018

		6.6		B015		LW2-B015								0.089		0.17		0.02		0.028		0.1		0.13		0.11		0.083		0.14		0.2		0.39		0.85		0.34		0.46		0.11		0.17		0.09		0.034		0.2		0.043		0.15		0.12		0.34		0.12		0.23		0.12		0.19		0.15		0.11		0.11		0.013		0.047		0.068		0.097		0.094		0.21		0.24		0.41		0.079														0.0036		0.012										0.0078		0.026		0.019		0.089		0.013		0.17						0.0028		0.00037

		6.6		C290		LW2-C290		0.2				0.051																																																																																																								0.079		0.26		0.023		0.11		0.13		1.7		0.044		0.087		0.019		0.0025

		6.6		C523		LW2-C523		1.3				0.22		0.089		0.17		0.03		0.042		0.19		0.24		0.15		0.11		0.093		0.13		0.032		0.07		0.39		0.53		0.2		0.29		0.43		33		0.48		1.1		3.8		0.35		0.96		0.3		0.55		0.39		0.58		0.28		0.67		0.64		3.2		12		0.29		0.41		3.3		7.6		0.92		1.6		0.66		0.018		0.028		0.069												0.13		0.49		0.0094		0.055		0.2		0.66		0.058		0.27		0.012		0.16						0.014		0.0018

		6.6		G275-1		LW2-G275								0.12		0.24		0.06		0.085		0.29		0.36		0.28		0.21		0.18		0.25		0.091		0.2		0.52		0.7		0.32		0.47		0.12		8		0.094		0.13		0.45		0.12		0.34		0.051		0.095		0.12		0.17		0.071		0.35		0.33		0.91		3.4		0.062		0.09		0.79		1.8		0.35		0.61		0.18

		6.6		G275-2		LW2-G275-2								0.11		0.22		0.064		0.091		0.29		0.36		0.31		0.23		0.19		0.26		0.13		0.28		0.52		0.71		0.36		0.52		0.37		20		0.17		0.24		0.82		0.12		0.34		0.053		0.098		0.12		0.17		0.073		0.44		0.42		1.6		5.9		0.17		0.24		1.5		3.3		0.4		0.7		0.3

		6.6		G290		LW2-G290								0.11		0.22		0.024		0.034		0.19		0.23		0.16		0.12		0.054		0.076		0.052		0.11		0.39		0.53		0.17		0.25		0.09		1.9		0.045		0.053		0.18		0.039		0.11		0.014		0.027		0.043		0.065		0.021		0.094		0.089		0.15		0.54		0.018		0.026		0.27		0.62		0.099		0.17		0.053

		6.6		G306		LW2-G306								0.091		0.18		0.025		0.035		0.18		0.22		0.13		0.099		0.049		0.069		0.058		0.13		0.38		0.52		0.16		0.23		0.035		0.096		0.028		0.014		0.049		0.018		0.049		0.01		0.019		0.022		0.032		0.016		0.029		0.027		0.016		0.058						0.027		0.062		0.042		0.073		0.014				0.013		0.031																				0.041		0.14		0.025		0.12		0.0046		0.061		0.0097		0.019		0.0039		0.0005

		6.6		G307		LW2-G307		1.7				0.34		0.13		0.24		0.067		0.095		0.27		0.33		0.26		0.19		0.18		0.25		0.091		0.2		0.47		0.63		0.41		0.59		0.4		9.3		0.051		0.044		0.15		0.025		0.068		0.02		0.037		0.024		0.036		0.033		0.027		0.026		0.76		2.8		0.16		0.24		0.34		0.78		0.042		0.073		0.096		0.38		0.41		1																				0.15		0.48		0.17		0.8		0.011		0.14		0.24		0.47		0.018		0.0023

		6.6		G314		LW2-G314		1.2				0.4		0.12		0.24		0.047		0.067		0.29		0.36		0.26		0.2		0.11		0.15		0.056		0.12		0.46		0.62		0.24		0.35		0.1		33		0.41		0.13		0.45		0.19		0.52		0.22		0.41		0.24		0.36		0.28		0.15		0.14		1.6		6		0.084		0.12		0.38		0.87		0.28		0.49		0.31				0.036		0.087																				0.62		2		0.28		1.3		0.087		1.1		0.051		0.1		0.055		0.0071

		6.6		G315		LW2-G315		2.1				0.42		0.1		0.2		0.064		0.091		0.27		0.34		0.23		0.18		0.16		0.22		0.066		0.14		0.45		0.61		0.32		0.46		0.15		1.7		0.38		0.13		0.45		0.44		1.2		0.52		0.97		0.45		0.67		0.81		0.42		0.39		0.18		0.67		0.12		0.18		0.55		1.2		0.66		1.1		0.32																										3.6		12		0.49		2.3		0.64		8.4		0.36		0.71		0.28		0.036

		6.6		G316		LW2-G316		0.19						0.052		0.1		0.011		0.015		0.12		0.15		0.074		0.056		0.026		0.036		0.011		0.025		0.31		0.43		0.15		0.21		0.055		0.1		0.55		0.039		0.13		0.11		0.31		0.28		0.52		0.13		0.2		0.36		0.058		0.055		0.013		0.047		0.062		0.09		0.031		0.07		0.14		0.25		0.11																										0.088		0.29		0.044		0.2		0.023		0.31						0.0092		0.0012

		6.6		G318		LW2-G318								0.11		0.21		0.041		0.058		0.17		0.21		0.16		0.12		0.12		0.17		0.042		0.093		0.38		0.51		0.23		0.33		0.4		42		1.4		0.99		3.4		0.77		2.1		0.97		1.8		0.73		1.1		1.7		0.94		0.89		4.3		16		0.23		0.33		4.1		9.3		1.4		2.4		1.1		0.055		0.073		0.18																				1.2		3.8		0.3		1.4		0.27		3.6						0.1		0.013

		6.6		G664		LW3-G664		3				0.56		0.12		0.22		0.06		0.084		0.26		0.32		0.28		0.21		0.18		0.25		0.097		0.21		0.45		0.61		0.37		0.54		0.75		29		0.12		0.24		0.82		0.16		0.44		0.083		0.15		0.14		0.21		0.089		0.33		0.31		1.2		4.5		0.3		0.43		1.4		3.1		0.45		0.79		0.33		0.26		0.37		0.9																0.088		0.51		0.46		1.5		0.35		1.6		0.19		2.5		0.22		0.44		0.061		0.0079

		6.6		G665		LW3-G665		0.61				0.22		0.092		0.18		0.035		0.05		0.22		0.27		0.25		0.19		0.084		0.12		0.061		0.13		0.48		0.65		0.23		0.33		0.14		0.2		0.031		0.028		0.098		0.04		0.11		0.029		0.054		0.044		0.066		0.041		0.049		0.047		0.039		0.15		0.11		0.15		0.054		0.12		0.066		0.11		0.032		0.02		0.033		0.079																				0.064		0.21		0.051		0.24		0.041		0.55		0.049		0.097		0.01		0.0013

		6.6		SD071		WR-WSI98SD071												0.06		0.085		0.31		0.38		0.29		0.22		0.19		0.26		0.14		0.31		0.58		0.78		0.22		0.32												0.038		0.1		0.028		0.051		0.043		0.065				0.049		0.047						0.064		0.092		0.051		0.12		0.057		0.099		0.027

		6.6		SD072		WR-WSI98SD072												0.08		0.11		0.25		0.3		0.21		0.16		0.13		0.19		0.047		0.1		0.45		0.61		0.25		0.36		0.65		17		0.66		0.52		1.8		0.67		1.8		0.68		1.3		0.85		1.3		1.2		0.67		0.64		1.8		6.7		0.37		0.54		1.5		3.5		1.1		1.8		0.61																										0.79		2.6		0.17		0.79		0.95		13						0.15		0.02

		6.6		SD075		WR-WSI98SD075												0.12		0.17		0.24		0.3		0.22		0.16		0.19		0.26		0.047		0.1		0.45		0.61		0.26		0.38		0.9		43		1.1		1.5		5.3		1.4		3.9		0.9		1.7		1.3		2		1.6		1.6		1.5		4.5		17		0.62		0.9		4.7		11		2.2		3.8		1.3																										2.9		9.5		0.42		1.9		1.2		16						0.3		0.038

		6.6		WR-PG-58		WLCDRD05PG058		1.7				0.45		0.1		0.2		0.046		0.064		0.19		0.23		0.21		0.16		0.17		0.23		0.084		0.18		0.38		0.51		0.21		0.3		0.19		2.2		0.94		0.24		0.82		0.95		2.6		1.2		2.3		1.1		1.6		2.2		0.81		0.76		0.21		0.76		0.2		0.28		0.68		1.5		1.1		1.9		0.66														0.028		0.093										4.6		15		0.89		4.1		1.1		14		5		9.9		0.38		0.049

		6.7		06R002		LWG0106R002SDS015C10								0.13		0.26		0.029		0.041		0.2		0.24		0.31		0.23		0.37		0.52		0.51		1.1		0.42		0.57		0.23		0.34		0.16		0.37		0.21		0.059		0.2		0.092		0.25		0.083		0.15		0.11		0.16		0.24		0.13		0.12		0.076		0.28		0.27		0.38		0.13		0.29		0.16		0.27		0.079

		6.7		06R002		LWG0106R002SDS015C20								0.1		0.19		0.026		0.037		0.2		0.24		0.26		0.19		0.45		0.62		0.6		1.3		0.41		0.56		0.23		0.33		0.2		0.54		0.5		0.095		0.33		0.22		0.6		0.17		0.32		0.25		0.37		0.22		0.27		0.26		0.11		0.42		0.29		0.41		0.28		0.64		0.34		0.59		0.15

		6.7		06R002		LWG0106R002SDS015C30								0.11		0.22		0.042		0.059		0.25		0.31		0.43		0.33		0.45		0.62		0.89		1.9		0.67		0.9		0.21		0.31		0.19		0.35		0.33		0.085		0.29		0.27		0.74		0.2		0.37		0.26		0.39		0.2		0.3		0.28		0.08		0.3		0.41		0.59		0.2		0.46		0.41		0.72		0.17

		6.7		BT016		LW2-GBT016		1.1				0.43		0.13		0.24		0.061		0.086		0.33		0.4		0.36		0.27		0.19		0.26		0.25		0.55		0.58		0.79		0.29		0.43		0.028		0.054		0.03		0.012		0.041		0.033		0.091		0.033		0.061		0.04		0.059		0.061		0.029		0.028		0.011		0.042		0.02		0.028		0.023		0.052		0.05		0.087		0.023				1.5		3.6				0.0018		0.016						0.0025		0.009		0.00039		0.0022		0.13		0.43		0.088		0.41		0.0099		0.13		0.046		0.091		0.012		0.0016

		6.7		C291		LW2-C291																																																																																								0.044		0.11																				0.079		0.26		0.064		0.3		0.029		0.38		0.035		0.07		0.01		0.0013

		6.7		C293-2		LW2-C293-2																																								0.85		75		0.32		2.7		9.4		1		2.9		0.3		0.56		0.93		1.4		0.35		3		2.8		10		38		0.25		0.36		12		27		3.4		5.9		2

		6.7		C533		LW2-C533		26		0.27		5.1		0.16		0.31		0.11		0.16		0.23		0.29		0.38		0.28		0.47		0.65		0.61		1.3		0.43		0.58		0.38		0.56		0.47		0.49		0.53		0.073		0.25		0.13		0.36		0.097		0.18		0.17		0.26		0.22		0.22		0.2		0.14		0.51		0.52		0.74		0.31		0.7		0.32		0.56		0.13				0.19		0.47																				0.11		0.38		0.023		0.11		0.12		1.6		0.26		0.51		0.021		0.0027

		6.7		G277		LW2-G277		0.68				0.24		0.085		0.16		0.032		0.045		0.23		0.28		0.26		0.2		0.12		0.17		0.12		0.27		0.45		0.61		0.2		0.3		0.032		0.087		0.031		0.021		0.073		0.041		0.11		0.032		0.059		0.04		0.06		0.066		0.04		0.038		0.018		0.065		0.021		0.031		0.039		0.089		0.05		0.087		0.025		0.041		0.078		0.19				0.0018		0.017						0.097		0.35						0.057		0.19		0.083		0.39		0.011		0.14		0.057		0.11		0.0086		0.0011

		6.7		G280		LW2-G280								0.11		0.21		0.038		0.054		0.31		0.38		0.35		0.26		0.14		0.19		0.17		0.36		0.54		0.73		0.25		0.37		0.09		0.18		0.066		0.038		0.13		0.062		0.17		0.049		0.091		0.069		0.1		0.081		0.085		0.081		0.039		0.15		0.12		0.17		0.07		0.16		0.11		0.19		0.048				0.53		1.3				0.016		0.14														0.082		0.27		0.075		0.35		0.017		0.22		0.069		0.14		0.01		0.0013

		6.7		G282		LW2-G282								0.19		0.38		0.15		0.21		0.27		0.33		0.46		0.35		0.52		0.73		0.23		0.51		0.48		0.65		0.53		0.77		0.39		0.44		0.24		0.089		0.31		0.29		0.78		0.15		0.28		0.23		0.35		0.53		0.29		0.27		0.13		0.48		0.32		0.46		0.3		0.68		0.51		0.88		0.18		1.1		4.8		12																				0.7		2.3		0.16		0.74		0.13		1.7		0.074		0.15		0.057		0.0074

		6.7		G291		LW2-G291		1.3				0.56		0.12		0.23		0.05		0.071		0.3		0.38		0.31		0.24		0.11		0.16		0.07		0.15		0.49		0.66		0.25		0.37		0.11		0.29		0.062		0.04		0.14		0.05		0.14		0.033		0.061		0.051		0.077		0.053		0.058		0.055		0.047		0.17		0.055		0.079		0.07		0.16		0.079		0.14		0.036

		6.7		G293		LW2-G293		1.2				0.37		0.12		0.24		0.053		0.074		0.34		0.41		0.33		0.25		0.11		0.16		0.082		0.18		0.49		0.66		0.28		0.4		0.11		0.39		0.072		0.052		0.18		0.074		0.2		0.057		0.1		0.085		0.13		0.089		0.094		0.089		0.062		0.23		0.071		0.1		0.094		0.21		0.13		0.22		0.053				0.037		0.09																				0.12		0.39		0.067		0.31		0.026		0.34		0.039		0.077		0.012		0.0016

		6.7		G295		LW2-G295								0.1		0.19		0.036		0.051		0.3		0.37		0.3		0.23		0.11		0.16		0.076		0.17		0.51		0.69		0.23		0.33		0.018		0.04		0.025		0.012		0.041		0.022		0.06		0.019		0.036		0.025		0.037		0.035		0.019		0.018		0.0084		0.031		0.014		0.021		0.013		0.029		0.03		0.053		0.014		0.058		0.17		0.42																				0.063		0.21		0.07		0.32		0.0077		0.1		0.043		0.085		0.0077		0.001

		6.7		G310		LW2-G310								0.13		0.25		0.087		0.12		0.3		0.37		0.31		0.23		0.22		0.3		0.13		0.28		0.55		0.74		0.43		0.63		0.041		0.22		0.053		0.014		0.049		0.028		0.075		0.021		0.038		0.03		0.045		0.031		0.029		0.028		0.021		0.076		0.027		0.038		0.048		0.11		0.055		0.095		0.021		0.44		0.47		1.2																				0.15		0.48		0.16		0.74		0.0073		0.097		0.18		0.35		0.017		0.0021

		6.7		G313		LW2-G313		2.2				0.45		0.13		0.26		0.076		0.11		0.31		0.39		0.28		0.21		0.18		0.26		0.095		0.21		0.53		0.72		0.4		0.59		0.028		0.28		0.041		0.014		0.049		0.022		0.06		0.017		0.032		0.022		0.032		0.027		0.029		0.028		0.032		0.12						0.07		0.16		0.046		0.08		0.02		0.32		0.37		0.9																				0.15		0.51		0.16		0.73		0.0095		0.13		0.091		0.18		0.017		0.0022

		6.7		G317		LW2-G317		0.22				0.085		0.1		0.2		0.027		0.038		0.17		0.21		0.14		0.1		0.055		0.078		0.025		0.056		0.38		0.51		0.17		0.24		0.01		0.036		0.02		0.0072		0.025		0.0095		0.026		0.0097		0.018		0.016		0.024		0.013		0.0085		0.0081		0.0052		0.019						0.013		0.029		0.016		0.029		0.0075				0.012		0.028																				0.063		0.21		0.031		0.15		0.0095		0.13		0.013		0.026		0.0058		0.00075

		6.7		G320		LW2-G320		2.5				0.26		0.081		0.16		0.042		0.06		0.16		0.2		0.15		0.11		0.086		0.12		0.052		0.11		0.35		0.48		0.2		0.29		0.85		120		2		1.9		6.5		1.4		3.9		1.2		2.2		1.5		2.2		2.1		2.6		2.5		11		40		0.37		0.54		10		23		3.9		6.7		2.3		0.05		0.061		0.15								0.13		0.45										1.5		4.9		0.16		0.73		0.3		4						0.11		0.015

		6.7		G321		LW2-G321		2		0.64		0.36		0.12		0.24		0.08		0.11		0.21		0.26		0.21		0.16		0.36		0.51		0.23		0.5		0.43		0.58		0.38		0.56		0.33		2.1		0.25		0.1		0.36		0.2		0.55		0.17		0.32		0.19		0.29		0.23		0.42		0.39		0.16		0.6		0.27		0.38		0.83		1.9		0.54		0.94		0.21		0.21		0.19		0.46												0.88		3.2						0.15		0.5		0.038		0.17		0.054		0.71						0.015		0.002

		6.7		G323		LW2-G323		0.47				0.12		0.068		0.13		0.019		0.027		0.09		0.11		0.081		0.061		0.051		0.071		0.013		0.029		0.35		0.47		0.11		0.16		0.29		0.85		2.3		0.22		0.78		0.86		2.3		1.4		2.6		1		1.5		2.1		0.54		0.51		0.1		0.38		0.25		0.36		0.31		0.7		1.1		1.8		0.66				0.0095		0.023								0.1		0.33										0.34		1.1		0.15		0.69		0.83		11						0.12		0.015

		6.7		G324-2		LW2-G324-2								0.14		0.28		0.03		0.042		0.14		0.17		0.19		0.14		0.16		0.22		0.04		0.086		0.33		0.44		0.19		0.27		0.19		2.8		0.41		0.51		1.8		1.7		4.7		1.7		3.2		1.6		2.4		3.7		1.2		1.1		0.26		0.97		0.13		0.19		1.1		2.5		1.9		3.3		0.96				0.027		0.065								0.0052		0.017										0.63		2.1		0.41		1.9		0.23		3						0.078		0.01

		6.7		G667		LW3-G667		0.23				0.069		0.074		0.14		0.015		0.021		0.12		0.14		0.11		0.087		0.045		0.064		0.017		0.037		0.31		0.42		0.15		0.22		0.005				0.0069						0.006		0.016		0.0046		0.0086		0.0067		0.01		0.0067		0.0067		0.0064		0.0021		0.0076		0.01		0.014						0.011		0.018		0.004		0.023		0.033		0.079				0.0019		0.018										0.0047		0.027		0.043		0.14		0.016		0.074		0.017		0.23		0.017		0.034		0.0049		0.00063

		6.7		G670		LW3-G670		0.14				0.047		0.066		0.13		0.013		0.018		0.11		0.13		0.099		0.075		0.031		0.044		0.016		0.035		0.31		0.42		0.11		0.15		0.0043		0.0063		0.0037		0.001		0.0035		0.002		0.0055		0.0012		0.0022		0.0024		0.0036		0.003		0.003		0.0028		0.0013		0.0048		0.0034		0.0049		0.0022		0.005		0.0043		0.0074		0.0015										0.0016		0.015														0.01		0.034														0.001		0.00013

		6.7		G671		LW3-G671		2.2				0.47		0.12		0.23		0.05		0.071		0.22		0.27		0.32		0.24		0.14		0.19		0.23		0.49		0.45		0.6		0.3		0.44		0.2		0.81		0.077		0.058		0.2		0.11		0.31		0.069		0.13		0.12		0.17		0.12		0.14		0.14		0.1		0.39		0.16		0.23		0.17		0.39		0.17		0.3		0.079		0.076		0.098		0.24																0.052		0.3		0.19		0.62		0.093		0.43		0.091		1.2		0.14		0.28		0.024		0.0031

		6.7		GWC1		LW3-GWC1		14				1.7		0.48		0.93		0.4		0.57		0.15		0.18		2.6		1.9		100		150		62		130		0.36		0.49		2.4		3.5		0.27		0.18		0.16		0.032		0.11		0.19		0.52		0.097		0.18		0.29		0.43		0.4		0.3		0.28		0.052		0.19		0.12		0.17		0.18		0.41		0.59		1		0.17

		6.7		SD073		WR-WSI98SD073												0.06		0.085		0.34		0.42		0.31		0.24		0.12		0.16		0.085		0.19		0.6		0.81		0.22		0.32												0.023		0.062		0.017		0.031		0.028		0.042				0.032		0.03						0.043		0.061		0.046		0.1		0.038		0.065		0.018

		6.7		SED099-01		WLCMBJ99D09901								0.18		0.36																																								0.021		0.057		0.019		0.035		0.022		0.032				0.018		0.017										0.014		0.031		0.026		0.045		0.012

		6.7		SED099-02		WLCMBJ99D09902								0.15		0.29																																								0.01		0.029		0.0083		0.015		0.011		0.016				0.0099		0.0093														0.014		0.024		0.0066

		6.7		WR-PG-60		WLCDRD05PG060		4				0.66		0.12		0.23		0.092		0.13		0.23		0.28		0.31		0.24		0.28		0.39		0.16		0.35		0.44		0.6		0.37		0.55		0.075		0.38		0.06		0.017		0.057		0.038		0.1		0.039		0.072		0.043		0.064		0.07		0.041		0.039		0.028		0.1		0.034		0.049		0.054		0.12		0.061		0.11		0.031		0.44		0.49		1.2																0.28		1.6		0.54		1.8		0.51		2.4		0.25		3.4		0.44		0.88		0.082		0.011

		6.8		06B022		LWG0106B022SDS015C00								0.079		0.15		0.046		0.065		0.2		0.24		0.29		0.22		0.23		0.33						0.49		0.67		0.3		0.44												0.0046		0.012		0.003		0.0056		0.0061		0.0092				0.017		0.017						0.073		0.1		0.044		0.099		0.015		0.026		0.011		0.0074		0.021		0.051

		6.8		06R004		LWG0106R004SDS015C00								0.082		0.16		0.016		0.023		0.15		0.19		0.12		0.091		0.11		0.15						0.37		0.5		0.17		0.25		0.26		1.9		1.3		0.27		0.94		1.1		3.1		1.2		2.3		1.2		1.7		1.9		0.81		0.76		0.21		0.76		0.21		0.31		0.69		1.6		1.1		1.8		0.61																		4.4		16						1		3.3		0.58		2.7		0.33		4.4						0.12		0.015

		6.8		22C01		WLCOFJ0222C01		0.59						0.84		1.6						0.95		1.2		1.1		0.85		1.3		1.8		0.095		0.21		1.7		2.3		0.94		1.4		0.68		16		1.6		1.4		4.7		6.7		18		5.7		11		5.5		8.3		21		4.7		4.4		0.93		3.5		0.48		0.69		3.7		8.3		7.1		12		3.5																										16		54		2.6		12		1.2		15						1.1		0.14

		6.8		22C02		WLCOFJ0222C02		0.12						0.6		1.2						0.61		0.75		0.83		0.62		0.95		1.3		0.011		0.025		1.6		2.1		0.69		1		0.087		1.3		0.56		0.3		1		0.27		0.74		0.2		0.38		0.23		0.34		0.49		0.22		0.21		0.071		0.27		0.053		0.075		0.24		0.55		0.39		0.68		0.16																										1.2		3.8		0.76		3.5		0.72		9.5						0.18		0.023

		6.8		22C03		WLCOFJ0222C03		0.36						0.16		0.31						0.13		0.16		0.14		0.11		0.15		0.22		0.018		0.04		0.28		0.38		0.17		0.25		0.053		0.86		0.3		0.12		0.42		0.44		1.2		0.34		0.63		0.36		0.54		0.69		0.31		0.29		0.066		0.25		0.033		0.047		0.31		0.7		0.53		0.91		0.25																										2.2		7.1		1.1		5.2		3.1		40						0.51		0.065

		6.8		22C04		WLCOFJ0222C04		0.42						1.6		3.2						0.071		0.087		0.12		0.093		0.1		0.15						0.14		0.2		0.1		0.15				0.14		0.055		0.015		0.052		0.029		0.078		0.044		0.082		0.046		0.069		0.13		0.04		0.038						0.026		0.037		0.025		0.056		0.063		0.11		0.03																										0.42		1.4														0.039		0.005

		6.8		C282		LW2-C282		6.8				1.4																																		0.11		0.24		0.32		0.028		0.098		0.12		0.34		0.076		0.14		0.1		0.15		0.061		0.094		0.089		0.045		0.17		0.25		0.36		0.1		0.23		0.18		0.31		0.07				0.018		0.043

		6.8		C329		LW2-C329		0.33				0.052

		6.8		C524		LW2-C524		21				3.8		0.14		0.27		0.095		0.13		0.25		0.3		0.35		0.26		0.47		0.66		0.46		1		0.44		0.59		0.37		0.54		0.8		0.76		0.45		0.083		0.29		0.11		0.31		0.083		0.15		0.16		0.24		0.22		0.22		0.2		0.18		0.67		0.62		0.9		0.38		0.85		0.34		0.58		0.14				0.077		0.19																				1		3.3		0.11		0.49		0.07		0.92		0.16		0.33		0.063		0.0081

		6.8		G296		LW2-G296		0.73				0.27		0.13		0.25		0.062		0.088		0.27		0.33		0.32		0.24		0.2		0.28		0.073		0.16		0.46		0.62		0.27		0.4		0.044		0.091		0.04		0.014		0.049		0.022		0.06		0.021		0.04		0.028		0.042		0.041		0.025		0.023		0.015		0.056		0.036		0.051		0.017		0.039		0.034		0.058		0.017		0.086		0.24		0.58																				0.14		0.45		0.15		0.67		0.054		0.71		0.13		0.27		0.021		0.0027

		6.8		G303		LW2-G303		0.75				0.24		0.13		0.26		0.054		0.077		0.3		0.37		0.27		0.2		0.13		0.18		0.22		0.48		0.55		0.74		0.24		0.36		0.065		0.16		0.039		0.02		0.069		0.031		0.086		0.022		0.041		0.037		0.056		0.043		0.038		0.036		0.03		0.11		0.046		0.066		0.029		0.066		0.051		0.088		0.023		0.054		0.17		0.42												1.2		4.3		0.32		1.9		0.14		0.47		0.04		0.19		0.014		0.18		0.034		0.067		0.011		0.0014

		6.8		G319		LW2-G319								0.097		0.19		0.018		0.026		0.15		0.19		0.095		0.072		0.035		0.05		0.01		0.023		0.41		0.55		0.13		0.19		0.0075		0.016				0.0044		0.015		0.0045		0.012		0.0023		0.0042		0.0052		0.0078		0.0037		0.0067		0.0064		0.0028		0.01						0.0052		0.012		0.0072		0.013		0.0031																										0.015		0.05		0.0099		0.046		0.0027		0.036						0.0016		0.0002

		6.8		G322		LW2-G322								0.14		0.26		0.066		0.093		0.27		0.33		0.51		0.38		0.35		0.49		0.07		0.15		0.48		0.65		0.29		0.43		1		93		1.2		1.9		6.5		1.4		3.9		0.43		0.79		1.3		2		0.61		3.3		3.1		11		40		0.61		0.87		17		39		4.3		7.4		2.5		0.17		0.3		0.72																				0.84		2.8		0.36		1.7		0.12		1.6		0.19		0.38		0.074		0.0096

		6.8		G324-1		LW2-G324								0.14		0.27		0.028		0.039		0.17		0.21		0.14		0.11		0.24		0.34		0.036		0.078		0.37		0.5		0.22		0.32		0.055		0.3		0.48		0.069		0.24		0.35		0.96		0.48		0.88		0.4		0.59		0.67		0.32		0.31		0.035		0.13		0.057		0.082		0.16		0.37		0.44		0.77		0.25				0.034		0.083				0.0042		0.039														0.33		1.1		0.29		1.3		0.47		6.2						0.084		0.011

		6.8		G325		LW2-G325								0.084		0.16		0.034		0.048		0.2		0.25		0.15		0.12		0.2		0.28		0.039		0.084		0.3		0.4		0.19		0.28		0.06		12		0.56		0.24		0.82		0.39		1.1		0.19		0.36		0.34		0.51		0.23		0.33		0.31		0.26		0.97		0.053		0.077		0.18		0.41		0.45		0.79		0.23				0.027		0.065																				0.26		0.85		0.073		0.34		0.022		0.29		0.016		0.032		0.019		0.0025

		6.8		G326		LW2-G326								0.094		0.18		0.082		0.12		0.26		0.32		0.24		0.18		0.24		0.34		0.19		0.41		0.48		0.64		0.3		0.44		0.23		1.1		0.15		0.053		0.18		0.063		0.17		0.041		0.075		0.06		0.09		0.053		0.12		0.11		0.097		0.36		0.16		0.22		0.26		0.6		0.18		0.31		0.07		0.13		0.13		0.32																				0.19		0.64		0.085		0.39		0.0038		0.05		0.074		0.15		0.015		0.0019

		6.8		G327		LW2-G327								0.2		0.39		0.11		0.16		0.34		0.42		0.65		0.49		1.1		1.6		0.68		1.5		0.6		0.82		0.63		0.92		0.27		0.74		0.35		0.096		0.33		0.13		0.36		0.16		0.29		0.14		0.21		0.27		0.22		0.2		0.091		0.34		0.2		0.28		0.32		0.72		0.28		0.48		0.13		0.33		0.37		0.9																				0.83		2.7		0.18		0.86		0.034		0.44		0.21		0.42		0.054		0.007

		6.8		G329		LW2-G329								0.11		0.2		0.024		0.034		0.1		0.13		0.089		0.068		0.11		0.15		0.022		0.047		0.34		0.46		0.13		0.2		0.014		0.25		0.041		0.037		0.13		0.038		0.1		0.037		0.069		0.046		0.068		0.063		0.045		0.042		0.01		0.038						0.024		0.054		0.099		0.17		0.031										0.015		0.14														0.3		0.98		0.11		0.5		0.052		0.68		0.055		0.11		0.026		0.0034

		6.8		G330		LW2-G330								0.13		0.25		0.064		0.09		0.3		0.37		0.26		0.2		0.14		0.2		0.18		0.39		0.53		0.72		0.32		0.46		0.13		13		0.3		0.45		1.6		0.39		1.1		0.19		0.36		0.4		0.59		0.23		0.85		0.81		1.4		5.2						2.6		5.8		0.92		1.6		0.48				0.093		0.23												1.2		4.2						1.8		5.9		0.37		1.7		0.52		6.8		0.35		0.7		0.16		0.021

		6.8		G331		LW2-G331								0.16		0.32		0.033		0.047		0.14		0.17		0.1		0.076		0.36		0.51		0.016		0.035		0.32		0.43		0.21		0.3		0.095		0.99		1.4		0.28		0.98		0.91		2.5		0.97		1.8		1.3		2		1.9		1.6		1.5		0.19		0.69		0.068		0.097		2		4.5		2.5		4.3		0.88				0.035		0.086																				2.2		7.2		1.5		6.8		0.64		8.4		0.15		0.3		0.26		0.033

		6.8		G333		LW2-G333								0.12		0.24		0.048		0.068		0.21		0.26		0.16		0.12		0.24		0.34		0.054		0.12		0.41		0.56		0.25		0.36		0.3		2		0.4		0.26		0.9		0.89		2.4		0.83		1.5		0.85		1.3		1.6		0.76		0.72		0.21		0.76		0.23		0.33		0.81		1.8		1.1		1.8		0.53				0.11		0.26																				17		55		1.4		6.3		1.1		15		0.51		1		1		0.13

		6.8		G666		LW3-G666		0.091				0.028		0.11		0.22		0.011		0.016		0.13		0.16		0.11		0.08		0.044		0.061		0.022		0.047		0.32		0.43		0.15		0.22		0.002				0.013		0.13		0.45		0.18		0.49		0.023		0.043		0.21		0.31		0.039		0.44		0.42		0.006		0.022						0.21		0.47		0.39		0.67		0.11										0.0018		0.016														0.036		0.12		0.017		0.077		0.025		0.34						0.0056		0.00072

		6.8		R2RP03PG		R2-RP-03-PG								0.11		0.21		0.027		0.038		0.16		0.19		0.11		0.086		0.18		0.26		0.016		0.035		0.31		0.42		0.19		0.28		0.0039		0.0065		0.015		0.0014		0.0049		0.0087		0.024		0.009		0.017		0.011		0.016		0.014		0.0067		0.0064		0.00073		0.0027						0.0035		0.008		0.016		0.029		0.0061										0.0023		0.021										0.011		0.066		1.5		4.8		29		130		0.84		11		1.1		2.2		1.7		0.22

		6.8		RP03CPG		RP-03-C-PG								0.1		0.2		0.028		0.04		0.39		0.48		0.28		0.21		0.17		0.24		0.062		0.14		0.29		0.39		0.76		1.1		0.04		0.25		0.2		0.064		0.22		0.15		0.42		0.19		0.35		0.18		0.27		0.19		0.17		0.17		0.03		0.11		0.043		0.061		0.13		0.29		0.49		0.86		0.13																										0.17		0.56		0.03		0.14		0.025		0.34		0.16		0.33		0.013		0.0016

		6.8		SD074		WR-WSI98SD074												0.08		0.11		0.36		0.45		0.4		0.3		0.22		0.31		0.085		0.19		0.66		0.89		0.29		0.42		0.23		0.53				0.071		0.24		0.17		0.47		0.11		0.2		0.21		0.31		0.19		0.094		0.089		0.1		0.38		0.055		0.079		0.3		0.68		0.19		0.33		0.092																										1.6		5.3		0.15		0.7		5.1		67						0.65		0.083

		6.8		SD077		WR-WSI98SD077												0.08		0.11		0.2		0.25		0.2		0.15		0.21		0.3		0.028		0.062		0.43		0.58		0.27		0.39		2.1		27		1.1		0.5		1.7		0.7		1.9		0.61		1.1		0.71		1.1		1		0.76		0.72		2.6		9.7		0.53		0.77		1.9		4.3		1.6		2.9		0.7																										3.6		12						1		13						0.31		0.04

		6.8		SED099-05		WLCMBJ99D09905								0.16		0.31																																				0.02		0.069		0.05		0.14		0.028		0.051		0.044		0.066				0.05		0.048		0.035		0.13						0.031		0.07		0.071		0.12		0.025

		6.8		SED099-06		WLCMBJ99D09906								0.088		0.17																																																						0.0072		0.0068														0.011		0.019		0.0044

		6.9		22B01		WLCOFJ0222B01		0.3						0.11		0.21						0.15		0.19		0.12		0.087		0.15		0.21		0.02		0.043		0.34		0.46		0.14		0.2		0.021		0.07		0.14		0.016		0.056		0.056		0.15		0.054		0.1		0.073		0.11		0.16		0.042		0.039		0.011		0.04		0.025		0.036		0.015		0.035		0.085		0.15		0.035																										17		55		2.2		10		1.4		18		0.36		0.72		1.1		0.14

		6.9		22B02		WLCOFJ0222B02		0.27						0.63		1.2						0.91		1.1		0.55		0.42		0.8		1.1		0.039		0.084		1.9		2.6		0.7		1		0.066		0.21		0.17		0.025		0.085		0.091		0.25		0.11		0.2		0.071		0.11		0.18		0.089		0.085		0.021		0.078		0.077		0.11		0.074		0.17		0.17		0.29		0.066																										6.9		23		1		4.8		0.73		9.6						0.47		0.061

		6.9		22B03		WLCOFJ0222B03		1.8						0.69		1.3						1.8		2.2		1.8		1.4		1.5		2.2		0.59		1.3		2.8		3.8		1.5		2.1		0.12		0.19		1.1		0.1		0.35		0.18		0.49		0.28		0.52		0.26		0.39		0.68		0.079		0.075		0.042		0.16		0.11		0.15		0.058		0.13		0.24		0.41		0.14																						0.56		3.2		13		43		1.1		5.2		1.1		15		0.86		1.7		0.82		0.11

		6.9		22B04		WLCOFJ0222B04		0.86						1.4		2.8		0.16		0.22		0.67		0.82		0.78		0.59		2.1		2.9		0.092		0.2		2.1		2.8		1.5		2.2		0.043		0.13		0.084		0.021		0.072		0.058		0.16		0.046		0.086		0.06		0.09		0.22		0.042		0.04		0.015		0.057		0.019		0.027		0.031		0.069		0.074		0.13		0.033										0.045		0.42										0.88		5.1		11		37		2.9		13		1.8		24		3.3		6.5		0.91		0.12

		6.9		B050		LW2-B050								0.093		0.18		0.022		0.031		0.17		0.21		0.1		0.077		0.17		0.24		0.021		0.045		0.36		0.48		0.17		0.25				0.0092		0.015		0.0041		0.014		0.013		0.036		0.017		0.031		0.016		0.024		0.036		0.014		0.013		0.0014		0.0053						0.012		0.027		0.024		0.041		0.011				0.12		0.28								0.0093		0.031										3.9		13		1.2		5.7		1.6		21		0.23		0.46		0.44		0.056

		6.9		BT017		LW2-GBT017		2.9				0.94		0.17		0.33		0.049		0.069		0.28		0.35		0.24		0.18		0.19		0.26		0.13		0.28		0.63		0.85		0.29		0.42		0.46		4.2		0.24		0.18		0.61		0.32		0.88		0.33		0.61		0.33		0.5		0.41		0.31		0.29		0.34		1.3		0.39		0.56		0.34		0.78		0.59		1		0.25										0.0054		0.05						0.029		0.11		0.0006		0.0035		8.3		27		1.2		5.4		2.4		32		0.18		0.35		0.73		0.094

		6.9		C335		LW2-C335		0.38				0.12

		6.9		DM-L		WRD&M98DML								0.14		0.27		0.36		0.5		0.32		0.4		0.23		0.18		0.14		0.19						0.61		0.83		0.19		0.28				0.78				0.047		0.16		0.079		0.21		0.04		0.075		0.079		0.12		0.087		0.15		0.14		0.096		0.36		0.14		0.2		0.16		0.37		0.17		0.3		0.066

		6.9		G328		LW2-G328								0.089		0.17		0.024		0.034		0.14		0.17		0.1		0.079		0.042		0.058		0.027		0.06		0.31		0.42		0.14		0.2		0.006		0.016				0.0067		0.023		0.0035		0.0096		0.0026		0.0047		0.004		0.0059		0.0037		0.0049		0.0047		0.0032		0.012						0.017		0.039		0.0086		0.015		0.0036		0.0062		0.011		0.028																				0.029		0.095		0.01		0.048		0.0057		0.076						0.0026		0.00033

		6.9		G332		LW2-G332								0.25		0.49		0.1		0.14		0.36		0.44		0.34		0.26		0.28		0.4		0.33		0.72		0.95		1.3		0.55		0.81		0.085		1.7		0.2		0.077		0.27		0.12		0.34		0.11		0.2		0.13		0.2		0.15		0.14		0.13		0.15		0.55		0.077		0.11		0.26		0.58		0.26		0.45		0.11										0.063		0.58						1.3		4.8						1.3		4.1		0.6		2.8		0.17		2.3		0.68		1.3		0.11		0.015

		6.9		G334		LW2-G334								0.11		0.22		0.062		0.088		0.3		0.37		0.24		0.18		0.28		0.4		0.062		0.14		1		1.4		0.24		0.35		0.09		1.9		0.13		0.8		2.8		1.4		3.9		1.1		2		1.3		2		2.1		1.6		1.5		0.52		1.9		0.064		0.092		1.7		3.9		2		3.4		0.83																		0.47		1.7						11		35		6.4		30		3.8		49		1.8		3.6		1.3		0.17

		6.9		G335		LW2-G335								0.12		0.23		0.029		0.041		0.16		0.19		0.12		0.087		0.17		0.24		0.027		0.06		0.36		0.49		0.21		0.31		0.11		0.2		0.086		0.052		0.18		0.32		0.88		0.19		0.36		0.48		0.72		0.27		0.39		0.37		0.034		0.13		0.1		0.15		0.24		0.54		0.79		1.4		0.2				0.032		0.077																				11		38		2		9.2		1.9		25		0.069		0.14		0.87		0.11

		6.9		G336		LW2-G336								0.13		0.25		0.025		0.036		0.19		0.23		0.12		0.09		0.12		0.17		0.054		0.12		0.44		0.59		0.19		0.27		0.05		0.13		0.049		0.013		0.045		0.034		0.094		0.039		0.072		0.042		0.063		0.064		0.03		0.029		0.012		0.044		0.05		0.072		0.036		0.082		0.061		0.11		0.027				0.041		0.1												0.17		0.6						2.7		8.9		0.7		3.3		3.9		52		0.057		0.11		0.59		0.076

		6.9		G668		LW3-G668		0.65				0.23		0.098		0.19		0.034		0.048		0.22		0.27		0.21		0.16		0.076		0.11		0.045		0.099		0.43		0.58		0.2		0.29		0.014		0.034		0.02		0.0071		0.024		0.018		0.049		0.019		0.035		0.02		0.03		0.021		0.018		0.017		0.005		0.019		0.016		0.023		0.019		0.043		0.03		0.051		0.013		0.038		0.033		0.079								0.00097		0.0032										0.31		1		0.073		0.34		0.17		2.3						0.038		0.0049

		6.9		G669		LW3-G669		0.12				0.048		0.062		0.12		0.011		0.016		0.11		0.14		0.094		0.071		0.029		0.041		0.015		0.033		0.35		0.47		0.13		0.19		0.0022				0.0048						0.0038		0.01		0.0026		0.0049		0.0033		0.0049		0.0044		0.0039		0.0037		0.0012		0.0046										0.0065		0.011		0.0021										0.0012		0.011														0.011		0.036		0.0083		0.039						0.011		0.021		0.0012		0.00016

		6.9		G672		LW3-G672		0.56				0.15		0.082		0.16		0.023		0.032		0.14		0.18		0.15		0.12		0.054		0.075		0.032		0.07		0.32		0.43		0.021		0.031		0.1		1.8		0.04		0.11		0.37		0.11		0.31		0.038		0.07		0.11		0.16		0.058		0.21		0.2		0.32		1.2		0.061		0.087		0.39		0.89		0.2		0.34		0.096		0.013		0.025		0.061																				0.054		0.18		0.031		0.14		0.037		0.48						0.0082		0.0011

		6.9		RP07BPG		RP-07-B-PG								0.1		0.2		0.068		0.096		0.33		0.41		0.27		0.2		0.23		0.32		0.066		0.14		0.41		0.56		0.32		0.47		0.09		0.58		0.2		0.13		0.45		0.23		0.62		0.24		0.45		0.26		0.38		0.26		0.21		0.2		0.069		0.26		0.086		0.12		0.2		0.45		0.41		0.72		0.16																										3.6		12		0.61		2.8		2.5		34						0.49		0.063

		6.9		SD078		WR-WSI98SD078																0.22		0.28		0.17		0.13		0.2		0.27		0.094		0.21		0.51		0.69		0.22		0.32		0.12		0.52				0.071		0.24		0.23		0.62		0.25		0.46		0.26		0.39		0.55		0.2		0.19		0.063		0.24		0.098		0.14		0.2		0.45		0.38		0.66		0.15																										3.6		12						4.5		59						0.75		0.097

		6.9		SD080		WR-WSI98SD080												0.08		0.11		0.33		0.41		0.29		0.22		0.11		0.15		0.057		0.12		0.62		0.83		0.29		0.42				0.36				0.076		0.26		0.21		0.57		0.17		0.31		0.24		0.36		0.25		0.14		0.13		0.056		0.21		0.055		0.079		0.15		0.35		0.26		0.45		0.11																										3.9		13						7.5		99						1.1		0.14

		6.9		SD081		WR-WSI98SD081												0.08		0.11		0.29		0.36		0.2		0.15		0.18		0.25		0.047		0.1		0.53		0.72		0.21		0.3												0.044		0.12		0.054		0.1		0.055		0.082				0.036		0.034										0.038		0.087		0.079		0.14		0.033																										2.7		8.9						7.8		100						1.1		0.14

		6.9		WR-PG-62		WLCDRD05PG062		0.75				0.35		0.11		0.2		0.04		0.057		0.22		0.27		0.21		0.16		0.093		0.13		0.22		0.48		0.42		0.56		0.17		0.25		0.007		0.034		0.023		0.0076		0.026		0.03		0.083		0.024		0.045		0.049		0.073		0.034		0.072		0.068		0.0043		0.016						0.032		0.074		0.086		0.15		0.027		0.071		0.061		0.15																				0.36		1.2		0.17		0.79		0.16		2.1		0.19		0.38		0.045		0.0058

		6.9		WR-PG-64		WLCDRD05PG064		0.93				0.43		0.12		0.23		0.049		0.069		0.25		0.31		0.24		0.18		0.12		0.17		0.069		0.15		0.45		0.61		0.19		0.28		0.026		0.11		0.34		0.05		0.17		0.19		0.52		0.22		0.41		0.2		0.3		0.27		0.2		0.19		0.015		0.054		0.032		0.046		0.072		0.16		0.32		0.55		0.13																										1.3		4.3		0.45		2.1		5.2		69		0.8		1.6		0.66		0.085

		7		07B024		LWG0107B024SDS015C00								0.047		0.091		0.015		0.021		0.36		0.44		0.14		0.1		0.13		0.18						0.76		1		0.17		0.25												0.043		0.12		0.037		0.068		0.043		0.065				0.034		0.032										0.03		0.068		0.045		0.079		0.025																										4.6		15		3.2		15		2.2		29						0.65		0.083

		7		DM-K		WRD&M98DMK								0.14		0.26		0.38		0.53		0.34		0.42		0.26		0.2										0.65		0.88		0.21		0.31								0.0084		0.029		0.02		0.055		0.019		0.035		0.028		0.041				0.027		0.026						0.014		0.02		0.03		0.068		0.042		0.074		0.017

		7		G338		LW2-G338								0.13		0.25		0.05		0.071		0.27		0.34		0.27		0.2		0.11		0.16		0.064		0.14		0.44		0.59		0.22		0.33		0.021		0.084		0.047		0.017		0.057		0.028		0.075		0.033		0.061		0.032		0.048		0.039		0.021		0.02		0.013		0.047						0.027		0.062		0.042		0.073		0.02				0.018		0.043																				0.56		1.8		0.14		0.63		0.41		5.4		0.063		0.12		0.08		0.01

		7		G339		LW2-G339		0.55				0.19		0.12		0.24		0.042		0.059		0.33		0.4		0.27		0.2		0.12		0.16		0.071		0.15		0.56		0.75		0.22		0.32		0.018		0.048		0.034		0.01		0.035		0.037		0.1		0.033		0.061		0.047		0.07		0.081		0.037		0.035		0.0071		0.026		0.018		0.025		0.024		0.054		0.049		0.085		0.025				0.11		0.28																				4.1		14		0.74		3.4		1.3		17						0.39		0.05

		7		G673		LW3-G673		0.84				0.34		0.099		0.19		0.033		0.047		0.25		0.3		0.22		0.16		0.075		0.11		0.048		0.1		0.44		0.59		0.21		0.3		0.012		0.039		0.023		0.0089		0.031		0.019		0.052		0.019		0.036		0.021		0.031		0.023		0.02		0.019		0.0063		0.024		0.014		0.02		0.019		0.043		0.032		0.056		0.014		0.035		0.033		0.079																				0.13		0.42		0.064		0.3		0.025		0.34		0.038		0.074		0.013		0.0016

		7		G674		LW3-G674		0.3				0.11		0.25		0.48		0.025		0.036		0.15		0.18		0.15		0.11		0.061		0.085		0.035		0.076		0.34		0.46		0.19		0.27		0.038		0.54		0.016		0.024		0.082		0.03		0.081		0.018		0.033		0.026		0.038		0.027		0.037		0.035		0.026		0.097		0.029		0.041		0.073		0.17		0.045		0.079		0.023		0.053		0.04		0.097												0.088		0.32						0.32		1.1		0.035		0.16		0.017		0.23						0.019		0.0025

		7		G675		LW3-G675						0.043		0.059		0.11		0.012		0.017		0.088		0.11		0.093		0.07		0.029		0.04		0.017		0.037		0.28		0.38		0.13		0.19		0.0085		0.36		0.0049		0.0027		0.0094		0.0039		0.011		0.0023		0.0043		0.0042		0.0063		0.0038		0.0058		0.0055		0.0054		0.02		0.0066		0.0095		0.0062		0.014		0.0079		0.014		0.0044										0.00061		0.0057														0.021		0.069		0.008		0.037		0.0043		0.057		0.011		0.021		0.0019		0.00025

		7		SD083		WR-WSI98SD083												0.12		0.17		0.36		0.45		0.36		0.27		0.14		0.2		0.075		0.16		0.62		0.83		0.3		0.44				0.28				0.06		0.21		0.17		0.47		0.17		0.31		0.23		0.35				0.15		0.14		0.054		0.2		0.045		0.064		0.15		0.33		0.33		0.57		0.11																										4.3		14						9.9		130						1.4		0.18

		7		SD084		WR-WSI98SD084												0.06		0.085		0.34		0.42		0.27		0.2		0.086		0.12		0.047		0.1		0.58		0.78		0.21		0.3												0.063		0.17		0.047		0.087		0.071		0.11				0.054		0.051										0.061		0.14		0.099		0.17		0.037																										2.1		6.9						9.9		130						1.3		0.16

		7		SD085		WR-WSI98SD085												0.08		0.11		0.4		0.5		0.34		0.25		0.16		0.22		0.066		0.14		0.79		1.1		0.29		0.42				0.24				0.079		0.27		0.11		0.31		0.097		0.18		0.12		0.19				0.081		0.076						0.039		0.056		0.094		0.21		0.17		0.3		0.066																										3.9		13		0.83		3.9		5.9		78						0.89		0.11

		7		WR-PG-66		WLCDRD05PG066		0.75				0.36		0.13		0.25		0.046		0.065		0.24		0.3		0.24		0.18		0.11		0.15		0.075		0.16		0.47		0.63		0.17		0.25		0.006		0.022		0.022		0.0057		0.02		0.019		0.052		0.022		0.041		0.022		0.034		0.033		0.017		0.016		0.0026		0.0097						0.012		0.027		0.028		0.048		0.013																										0.61		2		0.35		1.6		1.2		16		0.74		1.5		0.17		0.022

		7.1		G337		LW2-G337								0.12		0.24		0.048		0.068		0.29		0.36		0.27		0.2		0.1		0.14		0.055		0.12		0.5		0.67		0.23		0.34		0.016		0.035		0.034		0.0089		0.031		0.015		0.042		0.014		0.026		0.018		0.027		0.019		0.014		0.013		0.0062		0.023						0.015		0.033		0.024		0.042		0.011																										0.096		0.32		0.057		0.26		0.023		0.3		0.026		0.052		0.01		0.0013

		7.1		G341		LW2-G341								0.13		0.26		0.048		0.068		0.27		0.34		0.27		0.2		0.11		0.15		0.057		0.12		0.47		0.64		0.23		0.33		0.023		0.043		0.044		0.011		0.04		0.027		0.073		0.028		0.051		0.03		0.045		0.037		0.022		0.02		0.0069		0.026						0.023		0.052		0.039		0.069		0.018																										0.26		0.87		0.084		0.39		0.038		0.5		0.018		0.035		0.021		0.0027

		7.1		G344		LW2-G344								0.14		0.27		0.054		0.076		0.25		0.3		0.26		0.19		0.11		0.15		0.065		0.14		0.42		0.56		0.21		0.31		0.017		0.033		0.044		0.014		0.049		0.024		0.065		0.028		0.051		0.032		0.048		0.034		0.019		0.018		0.006		0.022						0.017		0.039		0.036		0.063		0.017																										0.35		1.1		0.11		0.51		0.14		1.9		0.044		0.088		0.039		0.005

		7.1		G345-1		LW2-G345		0.89				0.32		0.097		0.19		0.049		0.069		0.28		0.35		0.24		0.19		0.11		0.16		0.064		0.14		0.53		0.71		0.21		0.31		0.014		0.053		0.052		0.017		0.059		0.062		0.17		0.054		0.1		0.083		0.12		0.081		0.056		0.053		0.0093		0.035		0.014		0.02		0.035		0.08		0.078		0.13		0.037				0.046		0.11				0.0027		0.025														5.9		19		0.83		3.9		9.1		120		0.1		0.2		1.3		0.17

		7.1		G345-2		LW2-G345-2		0.88				0.32		0.094		0.18		0.043		0.06		0.31		0.38		0.26		0.2		0.11		0.15		0.065		0.14		0.56		0.76		0.22		0.32		0.017		0.073		0.065		0.019		0.065		0.082		0.22		0.069		0.13		0.12		0.19		0.1		0.072		0.068		0.013		0.047		0.017		0.025		0.043		0.097		0.11		0.18		0.048				0.058		0.14				0.0036		0.033		0.0036		0.012										4.6		15		0.66		3.1		6		80		0.019		0.037		0.93		0.12

		7.1		G348		LW2-G348								0.11		0.21		0.037		0.052		0.25		0.31		0.19		0.15		0.17		0.23		0.053		0.12		0.52		0.7		0.2		0.3		0.027		0.18		0.041		0.014		0.049		0.054		0.15		0.048		0.088		0.1		0.15		0.081		0.17		0.16		0.076		0.28		0.023		0.033		0.19		0.43		0.17		0.3		0.066				0.14		0.35												0.24		0.88						13		42		4.8		22		9.1		120		0.7		1.4		1.9		0.25

		7.1		G676		LW3-G676		1.5				0.38		0.12		0.23		0.051		0.071		0.27		0.33		0.35		0.27		0.15		0.21		0.058		0.13		0.48		0.65		0.25		0.37		0.17		2.2		0.049		0.032		0.11		0.05		0.14		0.038		0.07		0.052		0.078		0.058		0.058		0.055		0.047		0.17		0.15		0.21		0.16		0.37		0.079		0.14		0.053		0.068		0.068		0.17																				0.096		0.32		0.11		0.5		0.067		0.88		0.057		0.11		0.017		0.0022

		7.1		G677		LW3-G677		0.61				0.24		0.096		0.19		0.032		0.044		0.24		0.29		0.21		0.16		0.073		0.1		0.045		0.099		0.44		0.59		0.19		0.28		0.013		0.022		0.017		0.0054		0.019		0.014		0.039		0.012		0.022		0.016		0.024		0.015		0.015		0.014		0.0049		0.018		0.015		0.022						0.024		0.042		0.0096		0.021		0.028		0.069																				0.1		0.34		0.058		0.27		0.29		3.8		0.044		0.087		0.038		0.0049

		7.1		SD087		WR-WSI98SD087												0.08		0.11		0.35		0.43		0.3		0.23		0.13		0.19		0.057		0.12		0.63		0.85		0.24		0.35				0.26				0.049		0.17		0.14		0.39		0.1		0.19		0.2		0.3				0.13		0.12		0.05		0.19						0.13		0.29		0.21		0.37		0.083																										3.9		13						13		170						1.7		0.22

		7.1		SD088		WR-WSI98SD088												0.08		0.11		0.39		0.48		0.36		0.27		0.16		0.23		0.075		0.16		0.7		0.94		0.3		0.43		0.11		0.9				0.056		0.19		0.21		0.57		0.1		0.19		0.24		0.36				0.33		0.31		0.1		0.38						0.3		0.68		0.39		0.69		0.14																										3.6		12						15		190						1.9		0.25

		7.1		SED099-30		WLCMBJ99D09930								0.15		0.29																																				0.014		0.049		0.03		0.083		0.022		0.041		0.035		0.052				0.032		0.03		0.021		0.076		0.018		0.026		0.03		0.068		0.045		0.078		0.019

		7.1		SED099-31		WLCMBJ99D09931								0.14		0.27																																0.13								0.017		0.047		0.013		0.024		0.017		0.026				0.018		0.017										0.016		0.037		0.027		0.047		0.011

		7.1		SED099-32		WLCMBJ99D09932								0.17		0.33																																				0.019		0.065		0.035		0.096		0.022		0.041		0.036		0.053				0.042		0.039		0.024		0.09		0.023		0.033		0.024		0.054		0.059		0.1		0.021

		7.1		WR-PG-68		WLCDRD05PG068		2.1				0.6		0.11		0.21		0.054		0.076		0.23		0.28		0.24		0.18		0.14		0.2		0.12		0.25		0.43		0.58		0.2		0.29		0.032		0.8		0.11		0.036		0.12		0.15		0.42		0.12		0.22		0.19		0.29		0.18		0.17		0.16		0.019		0.069		0.032		0.046		0.056		0.13		0.23		0.4		0.092																										33		110		4.5		21		6.8		90						2.6		0.34

		7.2		07R004		LWG0107R004SDS015C00								0.18		0.36		0.018		0.025		0.17		0.21		0.22		0.17		0.077		0.11						0.35		0.47		0.19		0.27		0.43		1.5		11		0.91		3.1		2.6		7		2.7		5		2.6		3.9		6.4		2.6		2.5		0.52		1.9		0.27		0.38		2.1		4.7		3.3		5.7		1.7				0.04		0.097

		7.2		4801		WLCOFJ024801		0.85						1.7		3.2		0.15		0.21		1.7		2		4.2		3.1		4		5.7		0.14		0.3		3.7		5		5.8		8.4		0.54		1.2		1.1		0.36		1.2		0.37		1		0.37		0.68		0.63		0.94		2.8		0.36		0.34		0.24		0.88		0.28		0.4		0.36		0.81		0.45		0.78		0.31														0.039		0.13														0.12		0.55		0.43		5.7		1.7		3.4		0.057		0.0073

		7.2		4802		WLCOFJ024802		0.14						1.6		3.1						0.47		0.58		0.5		0.38		0.16		0.23		0.011		0.023		1.1		1.5		0.44		0.64		0.017		0.056		0.088		0.035		0.12		0.06		0.16		0.037		0.068		0.059		0.088		0.17		0.047		0.044		0.012		0.044		0.013		0.019		0.036		0.082		0.087		0.15		0.032																																		0.07		0.92						0.012		0.0015

		7.2		4803		WLCOFJ024803		0.13						2.3		4.4						0.83		1		0.87		0.66		0.58		0.81		0.019		0.041		1.2		1.6		0.62		0.91		0.067		0.72		0.36		0.16		0.56		0.14		0.39		0.089		0.16		0.21		0.31		0.38		0.17		0.16		0.13		0.47		0.047		0.068		0.12		0.28		0.25		0.43		0.1

		7.2		4805		WLCOFJ024805		0.16						0.83		1.6						0.4		0.5		0.43		0.33		0.21		0.3						0.92		1.2		0.4		0.59				0.064		0.097		0.047		0.16		0.081		0.22		0.03		0.056		0.072		0.11				0.042		0.04		0.02		0.075		0.003		0.0043		0.013		0.03		0.063		0.11		0.029

		7.2		4806		WLCOFJ024806		0.9						1.6		3.2						1.6		1.9		2.1		1.6		0.81		1.1		0.11		0.23		2		2.7		1.1		1.6		0.034		0.17		0.39		0.15		0.53		0.17		0.45		0.11		0.2		0.24		0.36		0.64		0.18		0.17		0.071		0.26		0.022		0.031		0.063		0.14		0.25		0.43		0.11																										0.65		2.1						0.37		4.9						0.077		0.0099

		7.2		AP02APG		AP-02-A-PG								0.18		0.35		0.02		0.029		0.15		0.18		0.18		0.14		0.61		0.86		0.034		0.074		0.38		0.51		0.18		0.26		0.01		0.02		0.037		0.17		0.57		1		2.9		0.76		1.4		1.4		2.1		1.4		0.43		0.4		0.017		0.062						0.12		0.27		0.61		1.1		0.44										0.052		0.48														11		36		4.2		19		120		1600		0.68		1.3		14		1.8

		7.2		AP02DPG		AP-02-D-PG								0.11		0.2		0.058		0.082		0.3		0.37		0.3		0.23		0.18		0.25		0.075		0.16		0.44		0.6		0.27		0.39		0.041		0.2		0.048		0.037		0.13		0.14		0.39		0.097		0.18		0.16		0.24		0.16		0.1		0.098		0.049		0.18		0.029		0.041		0.069		0.16		0.15		0.26		0.07														0.036		0.12										7.5		25		1.3		6.2		30		400						3.7		0.47

		7.2		B018		LW2-B018								0.16		0.32		0.037		0.053		0.57		0.71		0.72		0.55		0.35		0.49		0.023		0.049		0.79		1.1		0.29		0.42		0.0031		0.0024		0.0078		0.0015		0.0053		0.0085		0.023		0.011		0.02		0.0078		0.012		0.046		0.0076		0.0072										0.0025		0.0056		0.012		0.021		0.0066				0.24		0.58												0.044		0.16						1.7		5.6		4.5		21		4.9		64		0.085		0.17		0.86		0.11

		7.2		BT018		LW2-GBT018		1.4				0.54		0.13		0.25		0.061		0.086		0.33		0.41		0.31		0.24		0.2		0.29		0.3		0.64		0.57		0.77		0.28		0.41		0.024		2.2		0.078		0.093		0.32		0.17		0.47		0.13		0.24		0.19		0.29		0.22		0.26		0.25		0.28		1		0.029		0.041		0.21		0.49		0.4		0.7		0.14										0.0018		0.016						0.055		0.2		0.00038		0.0022		11		35		0.67		3.1		10		130		0.046		0.092		1.7		0.22

		7.2		G350		LW2-G350		1.4				0.35		0.12		0.24		0.058		0.081		0.32		0.39		0.3		0.22		0.15		0.2		0.087		0.19		0.55		0.75		0.26		0.38		0.19		1.1		0.2		0.19		0.65		0.78		2.1		0.48		0.9		1.4		2.1		0.64		1.3		1.3		0.34		1.3						0.94		2.1		1.5		2.6		0.57				0.16		0.38								0.026		0.086		0.5		1.8						12		39		2		9.4		14		180		0.17		0.33		2.3		0.29

		7.2		G351		LW2-G351		1.8				0.42		0.15		0.29		0.072		0.1		0.36		0.44		0.3		0.23		0.24		0.33		0.12		0.26		0.59		0.79		0.38		0.56		0.04		0.46		0.11		0.063		0.22		0.26		0.7		0.14		0.27		0.29		0.44		0.2		0.24		0.23		0.071		0.26		0.025		0.036		0.15		0.33		0.24		0.42		0.12		0.22		0.49		1.2																				9.1		30		0.95		4.4		2.8		37		1.2		2.4		0.8		0.1

		7.2		G351-2		LW2-G351-2		1.5				0.4		0.18		0.36		0.067		0.095		0.31		0.38		0.36		0.27		0.23		0.32		0.079		0.17		0.56		0.75		0.3		0.44		0.15		2		0.61		0.3		1		1		2.8		0.44		0.82		0.93		1.4		0.65		0.94		0.89		0.4		1.5		0.051		0.073		0.89		2		0.95		1.7		0.44		0.13		0.27		0.65												1		3.8						17		54		1.8		8.2		13		170		1		2		2.3		0.29

		7.2		G353-1		LW2-G353		1.5				0.34		0.13		0.25		0.079		0.11		0.32		0.39		0.31		0.24		0.29		0.4		0.072		0.16		0.54		0.73		0.27		0.39		0.025		0.11		0.068		0.027		0.094		0.13		0.36		0.1		0.19		0.29		0.44		0.25		0.12		0.11		0.024		0.09		0.016		0.023		0.094		0.21		0.13		0.23		0.088																										31		100		5.6		26		56		740		3.2		6.3		8		1

		7.2		G353-2		LW2-G353-2		1				0.34		0.13		0.26		0.055		0.078		0.32		0.39		0.29		0.22		0.25		0.35		0.059		0.13		0.56		0.75		0.24		0.35		0.036		0.19		0.058		0.02		0.069		0.073		0.2		0.065		0.12		0.12		0.19		0.14		0.11		0.11		0.024		0.09		0.02		0.028		0.072		0.16		0.13		0.22		0.061																										39		130		8.1		38		79		1000		1.4		2.8		11		1.4

		7.2		SD086		WR-WSI98SD086												0.08		0.11		0.34		0.42		0.32		0.24		0.13		0.18		0.057		0.12		0.62		0.83		0.23		0.33												0.019		0.052		0.015		0.028		0.027		0.041				0.025		0.024										0.022		0.05		0.029		0.05		0.015

		7.2		SD090		WR-WSI98SD090												0.08		0.11		0.36		0.44		0.27		0.21		0.17		0.24		0.085		0.19		0.62		0.84		0.22		0.31		0.12		1.9				0.091		0.31		0.3		0.81		0.12		0.23		0.26		0.38		0.19		0.35		0.34		0.3		1.1						0.61		1.4		0.47		0.81		0.18																										5.7		19						33		440						4.2		0.54

		7.2		SED099-34		WLCMBJ99D09934								0.18		0.35																																				0.034		0.12		0.07		0.19		0.034		0.063		0.11		0.17				0.2		0.19		0.041		0.15		0.036		0.051		0.069		0.16		0.24		0.41		0.061

		7.2		SED099-35		WLCMBJ99D09935								0.13		0.25																																1.1				0.015		0.053		0.019		0.052		0.011		0.02		0.019		0.029				0.03		0.028		0.11		0.4		0.053		0.077		0.053		0.12		0.036		0.063		0.021

		7.2		SED099-36		WLCMBJ99D09936								0.12		0.24

		7.2		SED099-38		WLCMBJ99D09938								0.17		0.34																																								0.014		0.039		0.011		0.02		0.02		0.03				0.02		0.019										0.015		0.033		0.025		0.043		0.011

		7.2		SED099-39		WLCMBJ99D09939								0.12		0.24																																								0.018		0.049		0.017		0.032		0.019		0.028				0.016		0.015										0.016		0.037		0.022		0.038		0.011

		7.2		WR-PG-70		WLCDRD05PG070		1.1				0.44		0.13		0.25		0.053		0.075		0.25		0.3		0.25		0.19		0.13		0.18		0.088		0.19		0.44		0.6		0.2		0.28		0.012		0.085		0.053		0.022		0.078		0.089		0.24		0.063		0.12		0.12		0.17		0.089		0.081		0.076		0.014		0.053						0.057		0.13		0.099		0.17		0.048																										10		34		1.2		5.3		5.2		69		1.1		2.2		1.1		0.15

		7.3		07R006		LWG0107R006SDS015C00								0.13		0.26		0.034		0.048		0.38		0.47		0.74		0.56		2.6		3.6						1.3		1.8		0.24		0.36						0.22		0.14		0.49		0.89		2.4		0.76		1.4		1.6		2.3		4.1		0.49		0.47		0.039		0.15		0.039		0.056		0.26		0.58		0.55		0.95		0.61																		86		310						57		190		42		190		160		2100						23		2.9

		7.3		AP04CPG		AP-04-C-PG								0.11		0.21		0.059		0.084		0.35		0.43		0.38		0.29		0.74		1		0.07		0.15		0.56		0.76		0.25		0.37		0.019		0.046		0.034		0.033		0.11		0.16		0.44		0.17		0.32		0.25		0.37		0.31		0.081		0.076		0.014		0.051						0.051		0.12		0.12		0.21		0.1										0.18		1.6		0.15		0.51						1.1		6.2		13		41		3.2		15		33		440		4.1		8.2		4.5		0.58

		7.3		AP04CPG2		AP-04-C-PG-2								0.1		0.2		0.053		0.075		0.35		0.43		0.4		0.3		0.82		1.2		0.083		0.18		0.53		0.71		0.26		0.38		0.016		0.07		0.04		0.031		0.11		0.25		0.68		0.24		0.45		0.29		0.44		0.44		0.1		0.098		0.011		0.042						0.052		0.12		0.16		0.27		0.13										0.21		1.9		0.14		0.45						1		5.8		16		53		3.5		16		15		200		3.2		6.4		2.6		0.34

		7.3		B017		LW2-B017								0.082		0.16		0.027		0.039		0.099		0.12		0.27		0.2		0.11		0.16						0.31		0.42		0.17		0.25		0.005				0.016		0.0013		0.0045		0.0061		0.017		0.01		0.019		0.0085		0.013		0.016		0.0033		0.0031		0.00058		0.0022						0.00094		0.0021		0.0099		0.017		0.0048																										0.0035		0.011		0.0032		0.015		0.0048		0.063		0.0057		0.011		0.00089		0.00011

		7.3		G340		LW2-G340								0.097		0.19		0.044		0.062		0.26		0.33		0.45		0.34		0.13		0.18		0.056		0.12		0.49		0.66		0.22		0.32		0.015		0.038		0.027		0.0071		0.024		0.019		0.052		0.017		0.031		0.023		0.035		0.029		0.017		0.017		0.0071		0.026						0.017		0.039		0.027		0.047		0.013				0.014		0.035																				0.058		0.19		0.051		0.24										0.0058		0.00074

		7.3		G343		LW2-G343								0.11		0.22		0.044		0.062		0.31		0.38		0.28		0.21		0.1		0.14		0.067		0.15		0.56		0.75		0.23		0.33		0.023		0.049		0.019		0.0072		0.025		0.011		0.031		0.0083		0.015		0.012		0.017		0.011		0.012		0.011		0.0076		0.028						0.015		0.033		0.018		0.032		0.0079																										0.047		0.15		0.049		0.23		0.013		0.17		0.034		0.067		0.0064		0.00083

		7.3		G349		LW2-G349								0.15		0.29		0.098		0.14		0.35		0.43		0.35		0.26		0.26		0.36		0.34		0.73		0.59		0.79		0.52		0.76		0.095		0.12		0.066		0.03		0.1		0.051		0.14		0.039		0.073		0.05		0.075		0.067		0.049		0.047		0.026		0.097		0.077		0.11		0.074		0.17		0.079		0.14		0.035																										0.5		1.6		0.31		1.4		0.033		0.43		0.36		0.72		0.045		0.0058

		7.3		G355		LW2-G355		2.8				0.85		0.25		0.49		0.059		0.083		0.43		0.53		0.99		0.75		10		14		0.082		0.18		2.1		2.8		0.31		0.46		0.07		1		0.66		1.3		4.5		15		42		8.3		15		15		22		29		7.6		7.2		0.24		0.9		0.029		0.041		4.2		9.5		8.6		15		6.6																										88		290		29		130		130		1700		38		75		20		2.6

		7.3		G356		LW2-G356								0.17		0.33		0.062		0.088		0.32		0.39		0.31		0.23		0.16		0.22		0.063		0.14		0.53		0.71		0.25		0.37		0.019		0.07		0.078		0.028		0.098		0.065		0.18		0.047		0.087		0.093		0.14		0.081		0.045		0.042		0.017		0.063						0.04		0.091		0.066		0.11		0.036																										2.3		7.6		0.75		3.5		2.9		38		0.2		0.4		0.47		0.061

		7.3		G680		LW3-G680		0.61				0.25		0.11		0.2		0.033		0.047		0.24		0.3		0.25		0.19		0.072		0.1		0.051		0.11		0.48		0.64		0.21		0.31		0.0095		0.015		0.016		0.0039		0.013		0.0095		0.026		0.009		0.017		0.012		0.019		0.013		0.011		0.011		0.0032		0.012		0.012		0.018		0.011		0.025		0.017		0.03		0.0075		0.016		0.022		0.054				0.0057		0.052														0.046		0.15		0.048		0.22						0.063		0.12		0.0056		0.00072

		7.3		G681		LW3-G681		0.76				0.33		0.098		0.19		0.036		0.05		0.25		0.31		0.23		0.17		0.078		0.11		0.048		0.1		0.44		0.59		0.27		0.39		0.015		0.034		0.027		0.0088		0.03		0.02		0.055		0.018		0.033		0.023		0.035		0.028		0.023		0.022		0.0076		0.028		0.018		0.026		0.025		0.056		0.036		0.062		0.014				0.018		0.043				0.0047		0.043														0.1		0.34		0.054		0.25		0.032		0.42		0.045		0.09		0.012		0.0015

		7.3		G682		LW3-G682		0.74				0.27		0.12		0.22		0.038		0.053		0.25		0.31		0.24		0.19		0.086		0.12		0.048		0.1		0.44		0.59		0.23		0.34		0.012		0.037		0.023		0.0085		0.029		0.02		0.055		0.017		0.032		0.029		0.043		0.024		0.023		0.022		0.005		0.019		0.015		0.021		0.021		0.047		0.034		0.059		0.014		0.028		0.03		0.072																				0.12		0.39		0.058		0.27		0.12		1.6		0.055		0.11		0.023		0.0029

		7.3		G683		LW3-G683		0.44				0.26		0.096		0.19		0.033		0.046		0.24		0.3		0.27		0.2		0.074		0.1		0.1		0.22		0.49		0.66		0.22		0.32		0.006		0.0089		0.0077		0.002		0.0069		0.01		0.029		0.0083		0.015		0.012		0.017		0.013		0.009		0.0085		0.0021		0.0076		0.0078		0.011		0.0068		0.016		0.014		0.024		0.0061																										0.046		0.15		0.058		0.27						0.047		0.093		0.0061		0.00079

		7.3		G6841		LW3-G684-1		0.55				0.23		0.12		0.23		0.04		0.056		0.26		0.32		0.27		0.21		0.11		0.15		0.075		0.16		0.52		0.7		0.21		0.3		0.044		0.11		0.05		0.015		0.053		0.024		0.065		0.018		0.033		0.028		0.042		0.025		0.034		0.032		0.021		0.076		0.066		0.095		0.046		0.1		0.047		0.082		0.021		0.044		0.043		0.1				0.0016		0.015														0.11		0.36		0.058		0.27		0.033		0.44		0.23		0.45		0.012		0.0016

		7.3		G6842		LW3-G684-2		0.56				0.23		0.11		0.21		0.04		0.056		0.24		0.3		0.25		0.19		0.11		0.15		0.071		0.15		0.48		0.65		0.22		0.32		0.055		0.12		0.074		0.022		0.078		0.038		0.1		0.032		0.059		0.047		0.07		0.04		0.058		0.055		0.022		0.083		0.08		0.12		0.063		0.14		0.079		0.14		0.032		0.082		0.16		0.4				0.0024		0.022										0.12		0.69		0.12		0.39		0.051		0.24		0.091		1.2		0.034		0.066		0.019		0.0025

		7.3		R2AP02PG		R2-AP-02-PG								0.12		0.23		0.055		0.077		0.34		0.41		0.33		0.25		0.38		0.54		0.067		0.15		0.51		0.68		0.25		0.36		0.012		0.061		0.035		0.026		0.09		0.16		0.44		0.15		0.28		0.2		0.3		0.27		0.099		0.093		0.013		0.047						0.048		0.11		0.13		0.23		0.092														0.048		0.16						0.34		2		8.2		27		2.3		11		21		270						2.8		0.36

		7.3		SD089		WR-WSI98SD089												0.06		0.085		0.33		0.4		0.26		0.2		0.11		0.15		0.047		0.1		0.59		0.8		0.2		0.29																				0.016		0.024				0.016		0.015						0.041		0.059		0.022		0.05		0.021		0.037		0.011

		7.3		SD091		WR-WSI98SD091												0.06		0.085		0.32		0.4		0.27		0.2		0.11		0.15		0.047		0.1		0.6		0.81		0.2		0.29																				0.016		0.023				0.012		0.011														0.02		0.034		0.0092

		7.3		SD092		WR-WSI98SD092												0.05		0.071		0.24		0.29		0.16		0.12		0.76		1.1		0.042		0.093		0.47		0.64		0.15		0.21				0.34				0.035		0.12		0.13		0.35		0.12		0.22		0.15		0.23				0.14		0.13		0.039		0.15		0.071		0.1		0.15		0.35		0.22		0.38		0.088																										13		44		0.64		3		4.5		59						1.2		0.15

		7.3		SD093		WR-WSI98SD093												0.08		0.11		0.37		0.46		0.3		0.22		0.094		0.13		0.057		0.12		0.62		0.83		0.23		0.34												0.035		0.096		0.029		0.054		0.046		0.068				0.042		0.04										0.037		0.083		0.044		0.077		0.025																										0.57		1.9						1.1		15						0.17		0.022

		7.3		SD094		WR-WSI98SD094												0.06		0.085		0.34		0.42		0.27		0.2		0.1		0.14		0.038		0.082		0.6		0.82		0.19		0.27																										0.012		0.011														0.015		0.026		0.0083

		7.3		SD095		WR-WSI98SD095												0.06		0.085		0.34		0.42		0.28		0.21		0.12		0.16		0.038		0.082		0.62		0.83		0.2		0.29																										0.013		0.012														0.018		0.032		0.0092

		7.3		SD096		WR-WSI98SD096												0.1		0.14		0.33		0.41		0.57		0.43		0.27		0.38		0.066		0.14		0.57		0.77		0.25		0.37						0.23		0.028		0.098		0.23		0.62		0.28		0.51		0.22		0.32		0.53		0.25		0.23										0.094		0.21		0.51		0.88		0.16		0.59		0.4		0.97

		7.3		WR-PG-72		WLCDRD05PG072		1.1				0.54		0.15		0.29		0.085		0.12		0.29		0.36		0.29		0.22		0.14		0.2		0.066		0.14		0.48		0.64		0.2		0.29		0.0065		0.044		0.028		0.021		0.073		0.12		0.34		0.056		0.1		0.12		0.19		0.11		0.058		0.055		0.014		0.052						0.03		0.068		0.063		0.11		0.044																										3.1		10		0.93		4.3		13		170						1.7		0.21

		7.4		BT019		LW2-GBT019		0.91				0.34		0.26		0.51		0.044		0.061		0.34		0.42		0.49		0.37		0.15		0.21		0.072		0.16		0.56		0.76		0.36		0.52		0.009		0.025		0.024		0.0096		0.033		0.045		0.12		0.028		0.051		0.085		0.13		0.043		0.081		0.076		0.0067		0.025						0.042		0.095		0.11		0.18		0.034				0.03		0.072				0.0013		0.012						0.0034		0.012		0.00041		0.0024		0.083		0.27		0.061		0.28		0.0094		0.12		0.036		0.07		0.0084		0.0011

		7.4		CP07APG		CP-07-A-PG								0.24		0.46		0.046		0.064		0.77		0.95		1.9		1.4		0.24		0.34		0.053		0.12		0.69		0.93		0.44		0.65		0.0085		0.028		0.031		0.009		0.031		0.056		0.15		0.069		0.13		0.063		0.094		0.1		0.039		0.037		0.003		0.011						0.022		0.05		0.086		0.15		0.037																										11		35		1.9		8.6		43		570		0.5		0.99		5.4		0.7

		7.4		CP07DPG		CP-07-D-PG								0.11		0.21		0.03		0.042		0.32		0.4		0.28		0.21		0.11		0.16		0.062		0.14		0.39		0.53		0.25		0.37		0.013		0.069		0.013		0.0032		0.011		0.0084		0.023		0.0076		0.014		0.013		0.02		0.0096		0.011		0.011		0.0076		0.028						0.013		0.029		0.02		0.034		0.007																										0.46		1.5		0.29		1.3		1.1		14		0.43		0.84		0.16		0.02

		7.4		CP09APG		CP-09-A-PG								0.1		0.2		0.095		0.13		2.4		3		0.73		0.55		1.1		1.5		0.16		0.34		0.67		0.91		0.36		0.53		0.065		0.12		0.045		0.025		0.086		0.052		0.14		0.047		0.087		0.054		0.081		0.067		0.054		0.051		0.022		0.083		0.03		0.043		0.054		0.12		0.099		0.17		0.036																										8.2		27		5.4		25		5.9		78		3.1		6.1		1.3		0.17

		7.4		CP09DPG		CP-09-D-PG								0.1		0.2		0.046		0.065		0.28		0.35		0.27		0.2		0.11		0.16		0.057		0.12		0.37		0.5		0.23		0.33		0.006		0.024		0.012		0.0045		0.016		0.014		0.039		0.009		0.017		0.021		0.031		0.01		0.024		0.023		0.0034		0.013						0.015		0.035		0.037		0.064		0.011																										0.35		1.1		0.14		0.65		0.67		8.8						0.098		0.013

		7.4		DM-J		WRD&M98DMJ								0.15		0.3		0.38		0.54		0.37		0.46		0.31		0.24										0.68		0.91		0.23		0.34				0.08				0.013		0.045		0.033		0.09		0.026		0.048		0.038		0.057				0.05		0.047						0.021		0.03		0.047		0.11		0.068		0.12		0.025

		7.4		G342		LW2-G342		0.61				0.25		0.1		0.19		0.038		0.054		0.25		0.31		0.32		0.25		0.11		0.15		0.056		0.12		0.46		0.62		0.22		0.31		0.021		0.064		0.042		0.015		0.053		0.04		0.11		0.027		0.05		0.071		0.11		0.048		0.12		0.11		0.018		0.066		0.021		0.031		0.11		0.25		0.13		0.22		0.043		0.032		0.036		0.087												0.072		0.26						0.033		0.11		0.048		0.22		0.0032		0.042		0.021		0.042		0.0046		0.00059

		7.4		G346		LW2-G346		1.1				0.34		0.12		0.23		0.044		0.062		0.27		0.33		0.38		0.29		0.15		0.21		0.067		0.15		0.47		0.63		0.24		0.36		0.041		0.1		0.11		0.053		0.18		0.17		0.47		0.12		0.23		0.31		0.46		0.21		0.23		0.22		0.032		0.12		0.041		0.059		0.094		0.21		0.26		0.46		0.11		0.066		0.075		0.18								0.0027		0.0088										0.059		0.19		0.07		0.33		0.023		0.31		0.04		0.08		0.0093		0.0012

		7.4		G347		LW2-G347		1.2				0.41		0.12		0.24		0.05		0.071		0.31		0.38		0.45		0.34		0.24		0.33		0.075		0.16		0.49		0.66		0.28		0.4		0.047		0.12		0.094		0.039		0.13		0.11		0.31		0.083		0.15		0.19		0.28		0.16		0.17		0.16		0.026		0.097		0.036		0.051		0.085		0.19		0.2		0.35		0.083		0.072		0.1		0.24												0.21		0.76						0.074		0.24		0.064		0.3		0.015		0.19		0.052		0.1		0.0087		0.0011

		7.4		G358		LW2-G358								0.13		0.25		0.054		0.076		0.32		0.39		0.28		0.21		0.11		0.16		0.055		0.12		0.48		0.65		0.25		0.36		0.016		0.033		0.048		0.013		0.045		0.02		0.055		0.019		0.036		0.028		0.042		0.03		0.02		0.019		0.0065		0.024						0.019		0.043		0.036		0.063		0.015				0.027		0.065				0.02		0.18														0.31		1		0.11		0.52		0.16		2.1		0.057		0.11		0.038		0.0049

		7.4		G359		LW2-G359								0.15		0.29		0.056		0.079		0.31		0.38		0.29		0.22		0.13		0.18		0.072		0.16		0.52		0.7		0.24		0.35		0.016		0.033		0.023		0.0077		0.027		0.02		0.055		0.018		0.033		0.028		0.042		0.036		0.022		0.02		0.0073		0.027						0.02		0.045		0.032		0.055		0.014										0.031		0.29														0.92		3		0.26		1.2		0.062		0.81		0.34		0.66		0.066		0.0085

		7.4		G360		LW2-G360								0.23		0.44		0.071		0.1		0.53		0.65		0.68		0.51		0.25		0.36		0.064		0.14		0.6		0.82		0.3		0.43		0.014		0.06		0.042		0.015		0.053		0.059		0.16		0.066		0.12		0.074		0.11		0.11		0.058		0.055		0.01		0.038		0.012		0.017		0.044		0.1		0.086		0.15		0.041				0.24		0.58																				110		360		19		87		210		2700		1.3		2.6		28		3.6

		7.4		G362-1		LW2-G362								0.14		0.27		0.054		0.076		0.28		0.35		0.27		0.2		0.12		0.17		0.054		0.12		0.53		0.71		0.24		0.34		0.022		0.048		0.052		0.014		0.049		0.039		0.11		0.033		0.061		0.048		0.073		0.051		0.041		0.039		0.01		0.038		0.022		0.032		0.035		0.081		0.057		0.099		0.026		0.044		0.078		0.19																				0.69		2.3		0.31		1.4		0.85		11		0.038		0.074		0.14		0.018

		7.4		G362-2		LW2-G362-2								0.13		0.25		0.052		0.074		0.26		0.32		0.26		0.2		0.12		0.17		0.075		0.16		0.4		0.54		0.22		0.33		0.0085		0.012		0.019		0.0056		0.019		0.011		0.031		0.012		0.022		0.017		0.026		0.018		0.011		0.011		0.0028		0.01						0.0082		0.019		0.018		0.032		0.0079		0.038		0.036		0.087																				0.73		2.4		0.33		1.5		1		13						0.16		0.021

		7.4		G366		LW2-G366								0.16		0.32		0.03		0.043		0.39		0.48		0.43		0.32		0.2		0.28		0.058		0.13		0.52		0.7		0.27		0.4		0.0085		0.018		0.026		0.0077		0.027		0.025		0.068		0.025		0.046		0.064		0.096		0.044		0.025		0.023		0.0032		0.012						0.018		0.041		0.037		0.064		0.018				0.04		0.099																				31		100		38		170		54		710		0.55		1.1		9.5		1.2

		7.4		G368		LW2-G368								0.11		0.22		0.034		0.048		0.31		0.38		0.25		0.19		0.098		0.14		0.052		0.11		0.47		0.64		0.22		0.32		0.025		0.11		0.038		0.014		0.049		0.03		0.083		0.022		0.041		0.036		0.053		0.033		0.038		0.036		0.019		0.069		0.023		0.033		0.044		0.1		0.049		0.085		0.021		0.011		0.028		0.069																				0.53		1.8		0.15		0.7		0.26		3.5						0.063		0.0081

		7.4		G685		LW3-G685		0.55				0.29		0.094		0.18		0.034		0.047		0.24		0.29		0.25		0.19		0.072		0.1		0.046		0.1		0.47		0.63		0.2		0.29		0.0095		0.011		0.013		0.0025		0.0086		0.0072		0.02		0.0065		0.012		0.0093		0.014		0.0096		0.0094		0.0089		0.0035		0.013		0.034		0.049		0.0085		0.019		0.015		0.026		0.0066		0.012		0.024		0.058																				0.023		0.074		0.035		0.16		0.022		0.29		0.039		0.078		0.0054		0.0007

		7.4		G686		LW3-G686		0.63				0.24		0.11		0.2		0.039		0.056		0.25		0.31		0.28		0.21		0.086		0.12		0.052		0.11		0.45		0.61		0.24		0.34		0.016		0.03		0.021		0.0077		0.027		0.018		0.049		0.014		0.026		0.025		0.037		0.021		0.03		0.028		0.0099		0.037		0.023		0.033		0.022		0.05		0.038		0.065		0.014		0.017		0.025		0.061																				0.033		0.11		0.054		0.25		0.014		0.18		0.055		0.11		0.0061		0.00079

		7.4		GSP07E		LW3-GSP07E								0.077		0.15		0.056		0.079		0.2		0.25		0.25		0.19		0.18		0.26		0.083		0.18		0.35		0.47		0.25		0.37		0.04		0.13		0.078		0.045		0.16		0.13		0.36		0.083		0.15		0.19		0.29		0.14		0.28		0.27		0.054		0.2		0.032		0.046		0.12		0.27		0.28		0.49		0.1				0.031		0.076																				0.079		0.26		0.086		0.4						0.085		0.17		0.01		0.0013

		7.4		LPSG-S-014-R-1		WLCASF97S014																																										0.045		0.039		0.011		0.037		0.026		0.07		0.019		0.036		0.037		0.056		0.03		0.042		0.04		0.013		0.049		0.016		0.023		0.044		0.099		0.053		0.091		0.021

		7.4		SD097		WR-WSI98SD097												0.08		0.11		0.46		0.56		0.39		0.29		0.12		0.16		0.11		0.25		0.67		0.91		0.23		0.33		0.14		0.21								0.047		0.13		0.039		0.072		0.057		0.085				0.049		0.047		0.035		0.13						0.074		0.17		0.086		0.15		0.036																										15		49		7		33		49		650						6.5		0.83

		7.4		SD098		WR-WSI98SD098												0.06		0.085		0.33		0.41		0.3		0.23		0.12		0.16		0.047		0.1		0.6		0.81		0.2		0.29																				0.018		0.027				0.016		0.015										0.018		0.041		0.02		0.034		0.011

		7.4		SD099		WR-WSI98SD099												0.06		0.085		0.37		0.45		0.33		0.25		0.15		0.21		0.066		0.14		0.62		0.83		0.23		0.33												0.04		0.11		0.022		0.041		0.06		0.09				0.072		0.068										0.062		0.14		0.086		0.15		0.03

		7.5		07B022		LWG0107B022SDS015C00								0.061		0.12		0.01		0.014		0.15		0.19		0.11		0.081		0.07		0.099						0.41		0.56		0.14		0.2												0.0071		0.019		0.0049		0.0091		0.0064		0.0096																								0.0061																										0.05		0.16						0.016		0.21						0.0049		0.00063

		7.5		07R003		LWG0107R003SDS015C00								0.055		0.11		0.026		0.037		0.32		0.4		0.18		0.14		0.13		0.19						0.39		0.53		0.17		0.25								0.025		0.086		0.065		0.18		0.047		0.087		0.093		0.14				0.14		0.13										0.083		0.19		0.17		0.3		0.057																																		4.3		57						0.93		0.12

		7.5		07R030		LWG0107R030SDS015C00								0.048		0.094		0.018		0.025		0.19		0.24		0.13		0.095		0.11		0.15		0.057		0.12		0.39		0.53		0.15		0.22												0.041		0.11		0.021		0.038		0.057		0.085		0.081		0.039		0.037										0.027		0.062		0.047		0.082		0.023				0.038		0.094																				0.75		2.5		0.1		0.47										0.047		0.0061

		7.5		BT020		LW2-GBT020		4.6				0.94		0.11		0.21		0.05		0.07		0.33		0.4		0.23		0.17		0.13		0.19		0.053		0.12		0.4		0.54		0.25		0.37		0.009		0.025		0.031		0.01		0.036		0.027		0.073		0.018		0.033		0.029		0.044		0.021		0.028		0.026		0.0041		0.015		0.011		0.016		0.024		0.054		0.047		0.081		0.016		0.059		0.058		0.14				0.0058		0.054		0.00024		0.00078						0.0011		0.0064		0.85		2.8		0.12		0.55		2		26		0.057		0.11		0.26		0.034

		7.5		C361		LW2-C361																																																																																						0.056		0.059		0.14

		7.5		G352		LW2-G352		0.65				0.25		0.094		0.18		0.032		0.045		0.21		0.25		0.26		0.2		0.086		0.12		0.051		0.11		0.42		0.57		0.19		0.28		0.011		0.019		0.016		0.0037		0.013		0.012		0.034		0.01		0.019		0.015		0.022		0.019		0.012		0.011		0.003		0.011						0.0094		0.021		0.018		0.031		0.0079		0.049		0.047		0.12																				0.041		0.14		0.058		0.27		0.0056		0.074		0.046		0.091		0.0058		0.00074

		7.5		G354		LW2-G354								0.13		0.25		0.048		0.068		0.28		0.35		0.29		0.22		0.1		0.14		0.047		0.1		0.46		0.62		0.22		0.32		0.021		0.035		0.03		0.0067		0.023		0.015		0.042		0.01		0.019		0.016		0.024		0.018		0.014		0.013		0.0063		0.024						0.015		0.033		0.022		0.039		0.0096		0.021		0.022		0.054																				0.056		0.19		0.07		0.33						0.052		0.1		0.0068		0.00088

		7.5		G357		LW2-G357								0.1		0.2		0.041		0.058		0.25		0.31		0.19		0.15		0.076		0.11		0.038		0.082		0.5		0.68		0.2		0.3		0.0095				0.014		0.0028		0.0098		0.0054		0.015		0.005		0.0092		0.0058		0.0087		0.0072		0.0054		0.0051		0.0028		0.01						0.0079		0.018		0.0099		0.017		0.0042																										0.041		0.13		0.042		0.2		0.01		0.13		0.021		0.042		0.0054		0.0007

		7.5		G361		LW2-G361								0.13		0.25		0.05		0.07		0.3		0.38		0.26		0.19		0.1		0.15		0.047		0.1		0.5		0.68		0.23		0.33		0.016		0.021		0.038		0.0069		0.024		0.012		0.034		0.01		0.019		0.016		0.024		0.017		0.014		0.014		0.0054		0.02		0.018		0.026		0.016		0.037		0.024		0.041		0.01										0.0064		0.059														0.14		0.47		0.13		0.61		0.25		3.2		0.042		0.083		0.042		0.0054

		7.5		G365		LW2-G365								0.12		0.23		0.065		0.091		0.3		0.37		0.25		0.19		0.18		0.25		0.085		0.19		0.49		0.66		0.41		0.6		0.055		0.11		0.038		0.01		0.035		0.028		0.075		0.024		0.045		0.026		0.038		0.034		0.022		0.021		0.012		0.046		0.059		0.084		0.03		0.068		0.04		0.07		0.019				0.16		0.4																				0.2		0.64		0.12		0.56						0.19		0.38		0.016		0.0021

		7.5		G369		LW2-G369								0.13		0.25		0.054		0.076		0.32		0.4		0.28		0.21		0.11		0.16		0.057		0.12		0.5		0.67		0.24		0.35		0.0095				0.03		0.0079		0.027		0.015		0.042		0.012		0.022		0.02		0.03		0.016		0.014		0.013		0.0043		0.016						0.014		0.031		0.026		0.045		0.01		0.032		0.043		0.1				0.014		0.13						0.12		0.42						0.17		0.56		0.13		0.59		0.024		0.31		0.056		0.11		0.017		0.0022

		7.5		G371		LW2-G371		1.3				0.27		0.069		0.13		0.032		0.045		0.36		0.44		0.19		0.14		0.16		0.22		0.1		0.22		0.3		0.41		0.19		0.27		0.024		0.049		0.033		0.012		0.04		0.04		0.11		0.032		0.059		0.045		0.067		0.047		0.036		0.034		0.0082		0.031		0.021		0.031		0.031		0.07		0.062		0.11		0.025		0.062		0.14		0.33																				3.9		13		1.3		6.2		1.8		23		0.18		0.35		0.46		0.059

		7.5		G377		LW2-G377		0.3				0.1		0.089		0.17		0.02		0.028		0.2		0.25		0.11		0.081		0.086		0.12		0.015		0.033		0.39		0.53		0.16		0.24		0.0055		0.0063		0.016		0.0018		0.0061		0.0074		0.02		0.0097		0.018		0.0085		0.013		0.013		0.0081		0.0076		0.0011		0.004						0.0062		0.014		0.019		0.033		0.0057		0.0025		0.0075		0.018																				0.22		0.73		0.042		0.19		0.015		0.2						0.015		0.0019

		7.5		G687		LW3-G687		0.86				0.43		0.14		0.27		0.04		0.057		0.25		0.31		0.25		0.19		0.088		0.12		0.058		0.13		0.46		0.63		0.24		0.35		0.016		0.04		0.025		0.014		0.049		0.03		0.081		0.017		0.031		0.037		0.056		0.023		0.037		0.035		0.0099		0.037		0.016		0.023		0.029		0.066		0.051		0.089		0.018										0.0073		0.067														0.17		0.55		0.086		0.4										0.014		0.0018

		7.5		G689		LW3-G689		0.65				0.17		0.076		0.15		0.022		0.031		0.14		0.17		0.12		0.093		0.071		0.1		0.057		0.12		0.34		0.46		0.16		0.23		0.035		0.1		0.11		0.032		0.11		0.11		0.31		0.09		0.17		0.12		0.19		0.1		0.072		0.068		0.018		0.065		0.045		0.064		0.08		0.18		0.17		0.3		0.057		0.016		0.019		0.047																				0.096		0.32		0.038		0.18						0.036		0.072		0.0072		0.00092

		7.5		LPSG-S-013-R-1		WLCASF97S013																																										0.067		0.039		0.014		0.049		0.031		0.086		0.023		0.043		0.038		0.057		0.044		0.036		0.034		0.017		0.063		0.014		0.02		0.042		0.095		0.049		0.086		0.021

		7.5		SD100		WR-WSI98SD100												0.04		0.057		0.25		0.31		0.16		0.12		0.086		0.12		0.038		0.082		0.39		0.53		0.14		0.21												0.027		0.073		0.025		0.046		0.031		0.046				0.026		0.025										0.033		0.076		0.047		0.082		0.02

		7.5		SD101		WR-WSI98SD101												0.06		0.085		0.33		0.41		0.3		0.22		0.07		0.099		0.047		0.1		0.61		0.82		0.21		0.31																				0.015		0.022				0.012		0.011														0.018		0.032		0.0092

		7.5		SD102		WR-WSI98SD102												0.08		0.11		0.34		0.42		0.31		0.23		0.07		0.099		0.057		0.12		0.64		0.86		0.2		0.29																										0.012		0.011														0.022		0.039		0.0088

		7.5		SD103		WR-WSI98SD103												0.1		0.14		0.34		0.42		0.37		0.28		0.14		0.2		0.075		0.16		0.62		0.83		0.25		0.36				0.26				0.053		0.18		0.11		0.31		0.057		0.1		0.16		0.24		0.16		0.26		0.25		0.065		0.24						0.26		0.6		0.29		0.5		0.096

		7.5		SD104		WR-WSI98SD104												0.06		0.085		0.25		0.31		0.21		0.16		0.078		0.11		0.066		0.14		0.43		0.58		0.15		0.22												0.032		0.088		0.034		0.063		0.045		0.067				0.039		0.037										0.034		0.078		0.051		0.089		0.026

		7.6		DM-I		WRD&M98DMI								0.12		0.23		0.28		0.4		0.25		0.3		0.25		0.19		0.1		0.14		0.25		0.54		0.39		0.53		0.16		0.24												0.025		0.068		0.024		0.045		0.032		0.047		0.22		0.027		0.026						0.015		0.022		0.029		0.066		0.046		0.08		0.02

		7.6		G374		LW2-G374								0.14		0.27		0.059		0.083		0.31		0.38		0.28		0.21		0.18		0.25		0.057		0.12		0.51		0.69		0.24		0.35		0.009		0.017		0.044		0.011		0.038		0.022		0.06		0.013		0.024		0.026		0.038		0.015		0.015		0.014		0.0037		0.014						0.011		0.025		0.024		0.042		0.011		0.038		0.046		0.11																				0.1		0.34		0.079		0.37		0.021		0.27		0.056		0.11		0.012		0.0015

		7.6		G381		LW2-G381		1.2				0.26		0.14		0.26		0.084		0.12		0.31		0.38		0.28		0.21		0.25		0.34		0.077		0.17		0.58		0.79		0.38		0.56		0.023		0.081				0.012		0.04		0.019		0.052		0.017		0.032		0.018		0.027		0.026		0.018		0.017		0.011		0.042		0.045		0.064		0.029		0.066		0.03		0.053		0.014				0.14		0.35																				0.24		0.78		0.18		0.83		0.023		0.3		0.097		0.19		0.024		0.0031

		7.6		G389		LW2-G389								0.057		0.11						0.23		0.28		0.11		0.08		0.05		0.069		0.019		0.041						0.11		0.17						0.0048						0.00048		0.0013												0.00049		0.00047										0.00045		0.001						0.00028																										0.009		0.03		0.016		0.076		0.0084		0.11						0.0023		0.00029

		7.6		G691		LW3-G691		0.68				0.28		0.1		0.2		0.034		0.048		0.25		0.31		0.28		0.21		0.076		0.11		0.064		0.14		0.45		0.61		0.23		0.34		0.011		0.017		0.015		0.0038		0.013		0.012		0.034		0.01		0.019		0.014		0.021		0.017		0.013		0.012		0.0037		0.014		0.012		0.017		0.011		0.025		0.019		0.033		0.0083		0.029		0.068		0.17				0.005		0.046														0.054		0.18		0.054		0.25						0.11		0.21		0.0091		0.0012

		7.6		G6921		LW3-G692-1		1.4				0.41		0.091		0.18		0.053		0.075		0.25		0.31		0.26		0.2		0.12		0.17		0.067		0.15		0.46		0.63		0.24		0.35		0.034		0.12		0.052		0.018		0.061		0.041		0.11		0.028		0.052		0.049		0.073		0.041		0.067		0.064		0.028		0.1		0.036		0.051		0.067		0.15		0.092		0.16		0.033										0.0079		0.073														0.27		0.88		0.12		0.55		0.17		2.3		0.074		0.15		0.04		0.0052

		7.6		G6922		LW3-G692-2		1.3				0.38		0.086		0.17		0.052		0.073		0.24		0.29		0.25		0.19		0.12		0.17		0.081		0.18		0.45		0.61		0.24		0.35		0.025		0.1		0.037		0.014		0.049		0.038		0.1		0.023		0.043		0.06		0.089		0.04		0.045		0.042		0.022		0.083		0.021		0.031		0.055		0.12		0.066		0.11		0.029		0.32		0.21		0.51																				0.21		0.69		0.089		0.41		0.12		1.5						0.028		0.0036

		7.6		G693		LW3-G693		0.92				0.42		0.1		0.2		0.043		0.061		0.24		0.3		0.27		0.2		0.094		0.13		0.056		0.12		0.47		0.63		0.24		0.35		0.02		0.046		0.035		0.011		0.039		0.027		0.073		0.019		0.035		0.031		0.046		0.028		0.043		0.04		0.012		0.043		0.023		0.033		0.034		0.078		0.053		0.093		0.02		0.032		0.037		0.09																				0.13		0.41		0.08		0.37		0.054		0.71		0.063		0.12		0.017		0.0021

		7.6		LPSG-S-009-R-1		WLCASF97S009																																										0.3		0.094		0.04		0.14		0.081		0.22		0.054		0.1		0.1		0.15		0.089		0.12		0.11		0.069		0.26		0.03		0.043		0.14		0.32		0.17		0.29		0.061

		7.6		LPSG-S-010-R-1		WLCASF97S010																																										0.46		0.086		0.049		0.17		0.063		0.17		0.033		0.061		0.081		0.12		0.052		0.12		0.11		0.1		0.38		0.057		0.082		0.27		0.62		0.16		0.28		0.061

		7.6		LPSG-S-011-R-1		WLCASF97S011																																										0.42		0.14		0.11		0.37		0.18		0.48		0.049		0.091		0.3		0.45		0.067		0.31		0.29		0.12		0.44		0.027		0.038		0.38		0.85		0.33		0.58		0.12

		7.6		LPSG-S-012-R-1		WLCASF97S012																																										0.12		0.063		0.02		0.069		0.041		0.11		0.026		0.049		0.047		0.071		0.044		0.058		0.055		0.03		0.11		0.036		0.051		0.07		0.16		0.077		0.13		0.03

		7.6		PSY38		PSYSEA98PSY38								0.15		0.29		0.04		0.057		0.22		0.27		0.31		0.23		0.099		0.14		0.047		0.1		0.45		0.61		0.19		0.28												0.018		0.049		0.014		0.027		0.018		0.027				0.026		0.025										0.015		0.033		0.038		0.065		0.014

		7.6		PSY39		PSYSEA98PSY39								0.12		0.24		0.02		0.028		0.23		0.28		0.2		0.15		0.08		0.11						0.47		0.64		0.16		0.23												0.013		0.036		0.009		0.017		0.013		0.02				0.02		0.019						0.018		0.026		0.016		0.037		0.032		0.055		0.011

		7.6		SD105		WR-WSI98SD105												0.06		0.085		0.34		0.42		0.29		0.22		0.086		0.12		0.057		0.12		0.6		0.81		0.21		0.31												0.036		0.099		0.025		0.046		0.045		0.067				0.054		0.051										0.061		0.14		0.079		0.14		0.028

		7.6		SD106		WR-WSI98SD106												0.06		0.085		0.34		0.42		0.32		0.24		0.078		0.11		0.047		0.1		0.61		0.83		0.2		0.3																0.013		0.024		0.019		0.028				0.013		0.012										0.02		0.045		0.022		0.039		0.011

		7.6		SD107		WR-WSI98SD107												0.1		0.14		0.35		0.43		0.3		0.23		0.13		0.18		0.066		0.14		0.6		0.81		0.24		0.34		0.11		0.61				0.045		0.16		0.095		0.26		0.054		0.1		0.13		0.2				0.19		0.18		0.12		0.46		0.037		0.054		0.3		0.68		0.26		0.45		0.088

		7.6		SD108		WR-WSI98SD108												0.08		0.11		0.34		0.42		0.34		0.26		0.07		0.099		0.047		0.1		0.62		0.83		0.2		0.29																				0.016		0.024				0.013		0.012										0.019		0.043		0.022		0.039		0.011

		7.6		SD110		WR-WSI98SD110												0.1		0.14		0.34		0.42		0.32		0.24		0.11		0.15		0.066		0.14		0.64		0.86		0.24		0.34				0.44				0.026		0.09		0.043		0.12		0.03		0.056		0.05		0.074				0.081		0.076		0.086		0.32		0.061		0.087		0.18		0.41		0.11		0.18		0.044

		7.6		WR-PG-29		WLCDRD05PG029		0.85				0.44		0.11		0.22		0.048		0.068		0.25		0.31		0.29		0.22		0.1		0.14		0.057		0.12		0.47		0.63		0.18		0.27		0.0044		0.011		0.013		0.0034		0.012		0.012		0.034		0.0097		0.018		0.016		0.024		0.015		0.017		0.017		0.0019		0.0069						0.012		0.027		0.022		0.038		0.0088		0.062		0.067		0.16																								0.08		0.37		0.025		0.34		0.074		0.15		0.0089		0.0011

		7.6		WR-PG-74		WLCDRD05PG074		1.2				0.6		0.12		0.23		0.058		0.081		0.25		0.3		0.24		0.19		0.12		0.17		0.063		0.14		0.44		0.59		0.19		0.28		0.0065		0.025		0.024		0.0071		0.024		0.016		0.044		0.01		0.019		0.057		0.085		0.025		0.042		0.039		0.0049		0.018						0.015		0.035		0.041		0.071		0.018		0.059		0.064		0.16																				0.16		0.53		0.14		0.64		0.14		1.9						0.031		0.004

		7.7		2201		WLCOFJ022201		5.5						0.11		0.2						0.096		0.12		0.097		0.073		0.14		0.19		0.017		0.038		0.26		0.35		0.22		0.32												0.022		0.061		0.023		0.042		0.034		0.051				0.016		0.015														0.066		0.12		0.02

		7.7		2202		WLCOFJ022202		2.7						0.13		0.25		0.0031		0.0044		0.3		0.37		0.42		0.31		0.14		0.2		0.043		0.094		0.44		0.59		0.17		0.25		0.11		0.41		0.4		0.22		0.75		0.14		0.38		0.074		0.14		0.15		0.22		0.16		0.18		0.17		0.1		0.38		0.048		0.069		0.24		0.56		0.33		0.57		0.11																										0.21		0.69		0.1		0.47		0.073		0.96						0.024		0.0031

		7.7		2203		WLCOFJ022203		3.5						0.12		0.22						0.17		0.21		0.13		0.1		0.12		0.17		0.09		0.2		0.36		0.49		0.16		0.23		0.44				2.8		0.8		2.8		3.2		8.7		1.7		3.2		2.7		4.1		2.6		1.6		1.5						0.27		0.39		0.95		2.2		4.4		7.7		1.2																										0.36		1.2		0.15		0.68		0.077		1						0.034		0.0044

		7.7		22031		WLCOFJ0222031		5.4						0.12		0.23						0.19		0.24		0.14		0.11		0.11		0.16		0.039		0.085		0.35		0.47		0.15		0.22								0.04		0.14		0.11		0.29		0.099		0.18		0.13		0.19		0.36		0.11		0.1										0.1		0.24		0.2		0.35		0.077																										0.27		0.88		0.098		0.46		0.21		2.8						0.042		0.0053

		7.7		2204		WLCOFJ022204		2.6						0.13		0.25						0.29		0.35		0.26		0.2		0.13		0.18		0.076		0.17		0.45		0.6		0.19		0.28						0.28		0.06		0.21		0.1		0.28		0.089		0.16		0.15		0.23				0.13		0.12		0.054		0.2		0.052		0.074		0.16		0.37		0.23		0.39		0.083

		7.7		2205		WLCOFJ022205		1.4						0.13		0.25						0.25		0.31		0.27		0.2		0.12		0.17		0.055		0.12		0.41		0.56		0.18		0.26				0.44		0.38		0.1		0.34		0.52		1.4		0.25		0.46		0.59		0.88		0.46		0.66		0.63		0.076		0.28		0.062		0.089		0.24		0.54		0.93		1.6		0.28																										0.28		0.91		0.19		0.89										0.029		0.0037

		7.7		2206		WLCOFJ022206		2.7						0.12		0.23						0.23		0.28		0.22		0.17		0.12		0.17		0.068		0.15		0.37		0.5		0.16		0.24				0.38				0.044		0.15		0.088		0.24		0.075		0.14		0.21		0.31		0.25		0.11		0.11		0.049		0.18						0.14		0.32		0.15		0.27		0.07																										0.2		0.64														0.018		0.0023

		7.7		B019		LW2-B019								0.12		0.22		0.022		0.031		0.12		0.15		0.14		0.11		0.062		0.086		0.016		0.035		0.32		0.43		0.17		0.24								0.00076		0.0026		0.0013		0.0036		0.0014		0.0026		0.0011		0.0016		0.0044		0.0012		0.0011										0.00094		0.0021		0.0024		0.0042		0.0011														0.00077		0.0025										0.022		0.072						0.046		0.61		0.0053		0.011		0.0062		0.0008

		7.7		C532		LW2-C532		2.9				0.59		0.15		0.29		0.083		0.12		0.33		0.41		0.36		0.27		0.2		0.28		0.26		0.57		0.59		0.79		0.37		0.54		0.085		0.21		0.15		0.025		0.086		0.034		0.094		0.034		0.063		0.04		0.059		0.029		0.049		0.047		0.034		0.13		0.11		0.16		0.085		0.19		0.092		0.16		0.035		0.16		0.22		0.54																				0.16		0.54		0.26		1.2						0.091		0.18		0.024		0.0031

		7.7		G363		LW2-G363								0.13		0.25		0.049		0.07		0.28		0.35		0.44		0.33		0.12		0.17		0.069		0.15		0.51		0.69		0.24		0.35		0.012		0.02		0.032		0.0064		0.022		0.045		0.12		0.03		0.056		0.026		0.038		0.054		0.03		0.029		0.0045		0.017		0.012		0.017		0.016		0.037		0.047		0.081		0.021		0.061		0.13		0.31																				0.052		0.17		0.07		0.33		0.0032		0.042		0.051		0.1		0.0068		0.00088

		7.7		G373		LW2-G373								0.13		0.25		0.048		0.068		0.32		0.39		0.29		0.22		0.088		0.12		0.055		0.12		0.54		0.73		0.23		0.33		0.0095		0.012		0.016		0.0028		0.0098		0.008		0.022		0.0058		0.011		0.0085		0.013		0.0067		0.0081		0.0076		0.003		0.011						0.0077		0.017		0.012		0.021		0.0053		0.024		0.036		0.087

		7.7		G378		LW2-G378								0.11		0.22		0.046		0.064		0.28		0.35		0.26		0.2		0.1		0.14		0.047		0.1		0.53		0.71		0.22		0.32				0.019		0.027		0.0056		0.019		0.015		0.042		0.012		0.023		0.016		0.023		0.024		0.015		0.014		0.0043		0.016						0.015		0.035		0.02		0.035		0.0096		0.031		0.04		0.097				0.0041		0.038														0.064		0.21		0.063		0.29		0.0053		0.07		0.057		0.11		0.0071		0.00092

		7.7		G394		LW2-G394								0.13		0.25		0.15		0.21		0.35		0.43		0.33		0.25		0.56		0.79		0.43		0.95		0.68		0.92		0.53		0.77		0.9		2.4				0.11		0.36		0.14		0.39		0.09		0.17		0.2		0.3		0.16		0.21		0.2		1.3		5		0.17		0.24		1.7		3.9		0.24		0.41		0.22				1.1		2.8																				14		45		2.2		10		0.084		1.1		1		2		0.8		0.1

		7.7		G401		LW2-G401		2.6				0.53		0.14		0.27		0.068		0.096		0.27		0.33		0.24		0.18		0.15		0.22		0.066		0.14		0.41		0.55		0.31		0.44		0.075		0.3		0.23		0.1		0.36		0.25		0.68		0.2		0.37		0.27		0.41		0.39		0.35		0.33		0.067		0.25		0.052		0.074		0.38		0.87		0.51		0.89		0.18		0.045		0.059		0.14																				0.17		0.57		0.13		0.6		0.045		0.59		0.047		0.092		0.021		0.0027

		7.7		G404		LW2-G404		1.9				0.49		0.13		0.25		0.055		0.078		0.31		0.38		0.27		0.2		0.13		0.18		0.057		0.12		0.52		0.7		0.26		0.38		0.044		0.19		0.086		0.033		0.11		0.074		0.2		0.064		0.12		0.093		0.14		0.12		0.094		0.089		0.037		0.14						0.12		0.27		0.11		0.19		0.053				0.068		0.17				0.012		0.12														0.18		0.58		0.12		0.53		0.044		0.58		0.08		0.16		0.019		0.0025

		7.7		G694		LW3-G694		2.1				0.4		0.11		0.21		0.045		0.064		0.21		0.25		0.21		0.16		0.13		0.18		0.15		0.33		0.44		0.59		0.27		0.39		0.16		0.28		0.19		0.04		0.14		0.064		0.17		0.052		0.097		0.07		0.1		0.054		0.099		0.093		0.049		0.18		0.15		0.22		0.15		0.35		0.16		0.29		0.057		0.1		0.13		0.32																				0.13		0.43		0.2		0.93		0.073		0.96		0.085		0.17		0.026		0.0034

		7.7		GSP07W		LW3-GSP07W								0.063		0.12						0.21		0.26		0.14		0.1		0.046		0.064		0.036		0.078		0.33		0.45		0.14		0.21		0.0055		0.012		0.0036						0.0029		0.0078		0.0017		0.0032		0.0035		0.0052		0.0046		0.0067		0.0064		0.0035		0.013						0.0052		0.012		0.0072		0.013		0.0026																										0.016		0.054		0.012		0.055										0.0017		0.00022

		7.7		LPSG-S-004-R-1		WLCASF97S004																																										0.45		0.33		0.067		0.23		0.079		0.22		0.058		0.11		0.084		0.13		0.059		0.12		0.11		0.084		0.31		0.23		0.32		0.22		0.5		0.21		0.36		0.075

		7.7		LPSG-S-005-R-1		WLCASF97S005																																										0.73		0.21		0.11		0.36		0.43		1.2		0.39		0.72		0.67		1		0.82		0.76		0.72		0.23		0.85		0.13		0.19		0.86		2		0.98		1.7		0.39

		7.7		LPSG-S-006-R-1		WLCASF97S006																																										0.55		0.086		0.033		0.11		0.048		0.13		0.031		0.058		0.061		0.092		0.052		0.089		0.085		0.082		0.31		0.037		0.054		0.13		0.3		0.11		0.2		0.044

		7.7		LPSG-S-008-R-1		WLCASF97S008																																										0.26		0.07		0.028		0.098		0.044		0.12		0.021		0.04		0.059		0.088		0.044		0.055		0.052		0.056		0.21		0.05		0.072		0.12		0.28		0.095		0.16		0.035

		7.7		SD111		WR-WSI98SD111												0.08		0.11		0.34		0.41		0.33		0.25		0.094		0.13		0.057		0.12		0.62		0.83		0.21		0.31												0.02		0.055		0.018		0.033		0.024		0.036				0.02		0.019										0.025		0.056		0.032		0.055		0.015

		7.7		SD113		WR-WSI98SD113												0.08		0.11		0.35		0.43		0.31		0.23		0.1		0.14		0.066		0.14		0.64		0.86		0.23		0.33				0.29				0.037		0.13		0.047		0.13		0.033		0.061		0.056		0.084				0.081		0.076		0.054		0.2		0.037		0.054		0.13		0.29		0.099		0.17		0.041

		7.7		SD114		WR-WSI98SD114												0.14		0.2		0.22		0.27		0.19		0.15		0.37		0.51		0.019		0.041		0.55		0.74		0.46		0.67				0.26				0.032		0.11		0.13		0.36		0.12		0.23		0.19		0.28				0.11		0.11		0.069		0.26						0.15		0.35		0.17		0.3		0.088

		7.7		SD115		WR-WSI98SD115												0.08		0.11		0.35		0.43		0.3		0.23		0.11		0.15		0.057		0.12		0.64		0.86		0.22		0.32												0.023		0.062		0.022		0.041		0.031		0.046				0.033		0.031										0.032		0.072		0.045		0.079		0.019

		7.7		SD116		WR-WSI98SD116												0.06		0.085		0.33		0.41		0.34		0.26		0.1		0.14		0.047		0.1		0.62		0.83		0.21		0.3																0.014		0.026		0.016		0.023				0.013		0.013										0.023		0.052		0.023		0.04		0.011																										0.057		0.19		0.073		0.34		0.025		0.34						0.0096		0.0012

		7.7		W09APG		W-09-A-PG						0.014		0.07		0.14		0.024		0.034		0.26		0.32		0.21		0.16		0.047		0.065		0.028		0.062		0.44		0.59		0.15		0.22				0.0028				0.00047		0.0016										0.0023		0.0035																								0.00057

		7.7		W09CPG		W-09-C-PG		2				0.49		0.11		0.21		0.057		0.08		0.3		0.37		0.29		0.22		0.15		0.2		0.082		0.18		0.41		0.55		0.29		0.42		0.021		0.057		0.051		0.015		0.053		0.044		0.12		0.028		0.052		0.052		0.078		0.028		0.043		0.041		0.012		0.044		0.018		0.026		0.039		0.089		0.066		0.11		0.025

		7.8		BT021		LW2-GBT021		1.4				0.36		0.13		0.25		0.035		0.049		0.3		0.37		0.25		0.19		0.095		0.13		0.064		0.14		0.57		0.77		0.28		0.41		0.028		0.051		0.024		0.011		0.037		0.031		0.086		0.025		0.046		0.036		0.055		0.039		0.027		0.026		0.01		0.038		0.016		0.022		0.025		0.056		0.043		0.075		0.019				0.059		0.14				0.0017		0.016						0.0018		0.0064		0.00029		0.0017		0.18		0.6		0.083		0.39		0.0099		0.13		0.032		0.063		0.015		0.0019

		7.8		G391		LW2-G391								0.14		0.27		0.057		0.081		0.37		0.45		0.31		0.23		0.11		0.16		0.057		0.12		0.59		0.8		0.27		0.4		0.02		0.024		0.033		0.01		0.035		0.017		0.047		0.012		0.023		0.021		0.031		0.023		0.015		0.014		0.0063		0.024						0.016		0.037		0.019		0.033		0.01				0.03		0.072																				0.092		0.3		0.088		0.41		0.0026		0.034		0.061		0.12		0.0096		0.0012

		7.8		G399		LW2-G399								0.16		0.32		0.041		0.057		0.25		0.31		0.21		0.16		0.089		0.12		0.047		0.1		0.53		0.72		0.23		0.33		0.085		0.2		0.24		0.088		0.3		0.15		0.42		0.12		0.22		0.17		0.26		0.16		0.22		0.21		0.034		0.13		0.055		0.079		0.15		0.33		0.26		0.46		0.1				0.043		0.1																				0.22		0.71		0.068		0.32		0.059		0.78		0.065		0.13		0.021		0.0027

		7.8		G403		LW2-G403		0.22						0.11		0.22		0.023		0.033		0.14		0.17		0.11		0.083		0.088		0.12		0.017		0.037		0.32		0.43		0.16		0.23		0.021		0.088		0.012		0.01		0.035		0.01		0.029		0.0097		0.018		0.01		0.015		0.012		0.012		0.011		0.0086		0.032		0.012		0.017		0.031		0.07		0.025		0.043		0.0092																										0.035		0.11		0.012		0.055		0.0019		0.025						0.0026		0.00034

		7.8		LPSG-S-003-R-1		WLCASF97S003																																										0.28		0.094		0.037		0.13		0.061		0.17		0.039		0.072		0.067		0.1		0.067		0.077		0.073		0.063		0.24		0.064		0.092		0.14		0.31		0.11		0.19		0.048

		7.8		PSY37		PSYSEA98PSY37								0.15		0.29		0.04		0.057		0.22		0.27		0.48		0.36		0.13		0.18		0.057		0.12		0.43		0.58		0.24		0.35												0.039		0.11		0.028		0.051		0.04		0.059				0.058		0.055										0.035		0.08		0.072		0.13		0.026

		7.8		PSY40		PSYSEA98PSY40								0.12		0.24		0.04		0.057		0.28		0.34		0.21		0.16		0.1		0.14						0.56		0.75		0.17		0.24												0.014		0.039						0.013		0.02				0.015		0.014										0.018		0.041		0.024		0.042		0.0092

		7.8		SD117		WR-WSI98SD117												0.08		0.11		0.25		0.31		0.2		0.15		0.12		0.17		0.094		0.21		0.5		0.68		0.22		0.31				0.28				0.027		0.092		0.059		0.16		0.05		0.092		0.062		0.093				0.049		0.047						0.053		0.075		0.085		0.19		0.11		0.19		0.041		0.076		0.13		0.31																				0.12		0.39		0.064		0.3		0.052		0.68						0.015		0.0019

		7.8		SD118		WR-WSI98SD118												0.06		0.085		0.25		0.31		0.19		0.14		0.094		0.13		0.057		0.12		0.55		0.74		0.19		0.28				0.22		0.2		0.13		0.45		0.19		0.52		0.15		0.28		0.2		0.3				0.12		0.11										0.25		0.56		0.3		0.53		0.11

		7.8		SD119		WR-WSI98SD119												0.08		0.11		0.34		0.42		0.35		0.27		0.086		0.12		0.057		0.12		0.62		0.83		0.22		0.31												0.018		0.049		0.016		0.029		0.022		0.032				0.017		0.017										0.024		0.054		0.036		0.062		0.014

		7.8		SD121		WR-WSI98SD121												0.06		0.085		0.3		0.37		0.38		0.29		0.07		0.099		0.057		0.12		0.58		0.78		0.2		0.29																0.015		0.028		0.017		0.026				0.013		0.013										0.019		0.043		0.024		0.041		0.011

		7.8		SD122		WR-WSI98SD122												0.08		0.11		0.32		0.39		0.43		0.33		0.094		0.13		0.057		0.12		0.6		0.81		0.22		0.32												0.018		0.049		0.017		0.032		0.023		0.035				0.021		0.02										0.026		0.06		0.035		0.061		0.015

		7.9		07R040		LWG0107R040SDS015C00								0.079		0.15		0.038		0.054		0.32		0.39		0.42		0.32		0.1		0.14						0.58		0.78		0.23		0.33												0.025		0.068		0.015		0.028		0.025		0.037				0.026		0.024										0.029		0.066		0.032		0.056		0.017																														0.07		0.33										0.0059		0.00076

		7.9		G370		LW2-G370								0.12		0.22		0.057		0.08		0.27		0.34		0.73		0.55		0.18		0.25		0.087		0.19		0.51		0.68		0.29		0.42		0.016		0.043		0.027		0.011		0.037		0.033		0.091		0.03		0.055		0.038		0.057		0.061		0.029		0.027		0.0065		0.024						0.025		0.056		0.045		0.078		0.021		0.075		0.07		0.17																				0.27		0.89		0.14		0.66						0.14		0.28		0.022		0.0028

		7.9		G375		LW2-G375								0.13		0.25		0.053		0.074		0.34		0.42		0.62		0.47		0.11		0.16		0.057		0.12		0.63		0.85		0.27		0.4		0.011		0.022		0.014		0.0037		0.013		0.01		0.029		0.0097		0.018		0.012		0.017		0.018		0.011		0.011		0.0035		0.013						0.012		0.027		0.015		0.026		0.0075		0.061		0.064		0.16

		7.9		G386		LW2-G386								0.12		0.23		0.045		0.064		0.25		0.31		0.83		0.62		0.11		0.15		0.048		0.1		0.46		0.62		0.27		0.4		0.012		0.029		0.01		0.0044		0.015		0.021		0.057		0.018		0.033		0.02		0.03		0.038		0.017		0.016		0.0049		0.018						0.018		0.041		0.024		0.041		0.012		0.12		0.25		0.61												0.75		2.7						0.028		0.092		0.041		0.19		0.0016		0.021		0.018		0.036		0.0038		0.00049

		7.9		G407		LW2-G407								0.11		0.21		0.054		0.077		0.3		0.37		0.27		0.2		0.12		0.16		0.063		0.14		0.51		0.69		0.27		0.4		0.015		0.04		0.024		0.007		0.024		0.019		0.052		0.014		0.027		0.03		0.045		0.021		0.03		0.029		0.0073		0.027						0.026		0.06		0.041		0.071		0.015		0.22		0.15		0.36																				0.082		0.27		0.068		0.32		0.0052		0.069		0.063		0.12		0.0084		0.0011

		7.9		G696		LW3-G696		1				0.44		0.16		0.31		0.054		0.076		0.3		0.37		0.54		0.41		0.13		0.18		0.069		0.15		0.52		0.71		0.3		0.43		0.016		0.025		0.027		0.0054		0.019		0.02		0.055		0.018		0.033		0.032		0.048		0.03		0.025		0.024		0.0062		0.023		0.02		0.028		0.021		0.049		0.039		0.067		0.016										0.0055		0.051										0.04		0.23		0.057		0.19		0.061		0.28		0.052		0.69		0.063		0.12		0.012		0.0016

		7.9		G697		LW3-G697		0.73				0.38		0.15		0.29		0.043		0.061		0.28		0.35		0.41		0.31		0.088		0.12		0.058		0.13		0.52		0.7		0.26		0.38		0.006		0.011		0.0094		0.0021		0.0073		0.0084		0.023		0.0063		0.012		0.0085		0.013		0.013		0.0076		0.0072		0.0021		0.0076		0.0086		0.012		0.0071		0.016		0.013		0.022		0.0053										0.0071		0.066														0.033		0.11		0.051		0.24						0.041		0.082		0.0054		0.0007

		7.9		LPSG-S-002-R-1		WLCASF97S002																																										0.045		0.039		0.011		0.037		0.022		0.06		0.018		0.033		0.027		0.041		0.03		0.033		0.031		0.011		0.042		0.023		0.033		0.035		0.08		0.05		0.087		0.018

		7.9		PSY36		PSYSEA98PSY36								0.12		0.24		0.04		0.057		0.23		0.29		1.3		0.95		0.12		0.16		0.057		0.12		0.47		0.64		0.35		0.51												0.025		0.068		0.017		0.031		0.026		0.039				0.034		0.032										0.021		0.049		0.046		0.08		0.017

		7.9		SD120		WR-WSI98SD120												0.1		0.14		0.34		0.42		0.28		0.21		0.13		0.19		0.057		0.12		0.58		0.78		0.23		0.33												0.022		0.06		0.017		0.031		0.029		0.044				0.025		0.024										0.021		0.049		0.033		0.057		0.015

		7.9		SD124		WR-WSI98SD124												0.06		0.085		0.33		0.41		0.85		0.64		0.13		0.18		0.047		0.1		0.6		0.81		0.27		0.39												0.033		0.091		0.031		0.058		0.04		0.06				0.031		0.03										0.057		0.13		0.059		0.1		0.025

		8		07B023		LWG0107B023SDS015C00								0.021		0.041		0.018		0.025		0.17		0.21		0.47		0.35		0.12		0.16						0.43		0.58		0.21		0.31												0.013		0.036		0.01		0.019		0.015		0.022		0.019		0.012		0.011														0.019		0.033		0.01																										1.3		4.2		0.67		3.1		0.97		13						0.21		0.027

		8		08R002		LWG0108R002SDS015C00								0.082		0.16		0.034		0.048		0.17		0.21		0.15		0.12		0.12		0.16						0.39		0.53		0.24		0.34												0.02		0.055		0.016		0.029		0.029		0.043				0.03		0.028										0.032		0.074		0.041		0.072		0.018		0.038		0.05		0.12

		8		BT022		LW2-GBT022		2				0.72		0.16		0.31		0.11		0.15		0.37		0.46		0.76		0.57		0.32		0.45		0.13		0.29		0.48		0.65		0.48		0.7				0.017		0.013		0.0037		0.013		0.016		0.044		0.013		0.024		0.022		0.032		0.015		0.016		0.015		0.0035		0.013						0.012		0.027		0.021		0.037		0.0096		0.15		0.18		0.43				0.0015		0.014						0.002		0.0072		0.00041		0.0024		0.094		0.31		0.071		0.33		0.013		0.18		0.043		0.084		0.0099		0.0013

		8		DM-22		PSYD&M97DM22								0.14		0.26		0.3		0.42		0.26		0.32		0.26		0.19		0.096		0.13		0.25		0.56		0.39		0.52		0.16		0.23												0.024		0.065		0.021		0.04		0.029		0.044				0.022		0.021										0.025		0.057		0.039		0.068		0.016

		8		G367		LW2-G367		1.5				0.34		0.2		0.39		0.11		0.16		0.3		0.37		0.65		0.49		0.54		0.76		0.15		0.32		0.4		0.54		0.57		0.83		0.07		0.84		0.16		0.057		0.2		0.27		0.73		0.14		0.27		0.36		0.55		0.27		0.67		0.64		0.14		0.51		0.041		0.059		0.61		1.4		0.72		1.3		0.25		2.1		1.5		3.6																				0.41		1.4		0.16		0.73		0.075		0.99		0.16		0.31		0.037		0.0048

		8		G372-1		LW2-G372		1.1				0.37		0.15		0.29		0.073		0.1		0.3		0.37		0.65		0.49		0.2		0.27		0.12		0.25		0.52		0.7		0.37		0.53		0.021		0.038		0.028		0.0085		0.029		0.026		0.071		0.024		0.045		0.034		0.051		0.043		0.028		0.026		0.0063		0.024		0.016		0.023		0.026		0.058		0.042		0.074		0.019		0.39		0.3		0.72												2.2		7.9						0.068		0.22		0.081		0.37		0.018		0.24		0.066		0.13		0.0098		0.0013

		8		G372-2		LW2-G372-2		1.2				0.41		0.14		0.28		0.072		0.1		0.3		0.37		0.68		0.51		0.2		0.28		0.095		0.21		0.5		0.68		0.38		0.55		0.0085		0.034		0.026		0.0085		0.029		0.029		0.078		0.026		0.049		0.038		0.057		0.055		0.023		0.022		0.0047		0.017		0.0093		0.013		0.021		0.047		0.033		0.057		0.018		0.18		0.16		0.4																0.11		0.64		0.064		0.21		0.054		0.25		0.012		0.16		0.11		0.22		0.0073		0.00094

		8		G387		LW2-G387		1				0.53		0.15		0.29		0.051		0.072		0.34		0.42		0.35		0.27		0.091		0.13		0.065		0.14		0.55		0.74		0.25		0.37		0.008		0.011		0.015		0.0031		0.011		0.007		0.019		0.0065		0.012		0.0085		0.013		0.016		0.0063		0.0059		0.0022		0.0083						0.007		0.016		0.0099		0.017		0.0048		0.032		0.043		0.1																				0.038		0.12		0.054		0.25		0.023		0.3		0.015		0.03		0.0073		0.00094

		8		G400		LW2-G400								0.096		0.19		0.038		0.053		0.28		0.34		0.23		0.18		0.074		0.1		0.038		0.082		0.47		0.63		0.2		0.29				0.0072		0.01		0.0018		0.0061		0.0062		0.017		0.0057		0.01		0.0067		0.01		0.012		0.0054		0.0051		0.0016		0.0061						0.0047		0.011		0.0079		0.014		0.0039		0.026		0.03		0.073

		8		G410-1		LW2-G410								0.12		0.24		0.055		0.078		0.33		0.41		0.28		0.21		0.13		0.18		0.089		0.19		0.56		0.76		0.25		0.37		0.0095		0.015		0.02		0.0032		0.011		0.0083		0.023		0.0069		0.013		0.0093		0.014		0.016		0.0099		0.0093		0.0032		0.012		0.011		0.016		0.01		0.023		0.016		0.027		0.0066		0.038		0.043		0.1																				0.074		0.24		0.064		0.3		0.041		0.55		0.074		0.15		0.012		0.0015

		8		G410-2		LW2-G410-2								0.13		0.25		0.06		0.085		0.35		0.43		0.3		0.23		0.12		0.17		0.061		0.13		0.54		0.73		0.29		0.42				0.028		0.052		0.0088		0.03		0.013		0.036		0.013		0.024		0.017		0.026		0.022		0.017		0.016		0.0063		0.024						0.017		0.039		0.023		0.04		0.011		0.026		0.043		0.1																				0.077		0.25		0.096		0.44		0.013		0.17		0.11		0.21		0.01		0.0013

		8		G413		LW2-G413								0.072		0.14		0.054		0.077		0.15		0.19		0.19		0.14		0.12		0.17		0.027		0.06		0.31		0.42		0.31		0.45		0.005		0.015		0.011		0.0022		0.0078		0.007		0.019		0.0063		0.012		0.0085		0.013		0.0096		0.0099		0.0093		0.0024		0.009						0.0051		0.012		0.015		0.026		0.0053		0.1		0.08		0.19												0.34		1.2						0.018		0.059		0.012		0.056		0.0019		0.025		0.036		0.072		0.0017		0.00022

		8		G699		LW3-G699		0.76				0.43		0.15		0.29		0.042		0.059		0.29		0.35		0.27		0.2		0.084		0.12		0.052		0.11		0.51		0.69		0.24		0.35		0.013		0.027		0.02		0.0044		0.015		0.012		0.034		0.01		0.019		0.015		0.022		0.014		0.015		0.014		0.0056		0.021		0.017		0.024		0.015		0.035		0.022		0.039		0.0092																										0.039		0.13		0.061		0.28						0.055		0.11		0.0061		0.00079

		8		G700		LW3-G700		0.63				0.32		0.1		0.2		0.037		0.052		0.26		0.32		0.46		0.35		0.086		0.12		0.058		0.13		0.47		0.64		0.26		0.38		0.012		0.02		0.02		0.0065		0.022		0.013		0.036		0.011		0.02		0.016		0.024		0.018		0.017		0.017		0.0045		0.017		0.016		0.022		0.015		0.035		0.026		0.046		0.01		0.016		0.03		0.072																				0.032		0.11		0.064		0.3		0.037		0.48		0.052		0.1		0.0091		0.0012

		8		LPSG-S-001-R-1		WLCASF97S001																																										0.079		0.063		0.018		0.061		0.042		0.12		0.036		0.066		0.051		0.077		0.063		0.052		0.049		0.019		0.069		0.031		0.045		0.058		0.13		0.079		0.14		0.032

		8		PSY18		PSYSEA98PSY18								0.21		0.41		0.14		0.2		0.29		0.36		1.1		0.83		0.41		0.57		0.15		0.33		0.56		0.75		0.82		1.2		0.075		0.36		0.12		0.083		0.29		0.31		0.83		0.23		0.43		0.38		0.57		0.28		0.37		0.35		0.088		0.33		0.055		0.079		0.33		0.75		0.51		0.88		0.2		0.56		0.4		0.97

		8		PSY21		PSYSEA98PSY21								0.18		0.35		0.06		0.085		0.26		0.32		0.65		0.49		0.75		1.1		0.094		0.21		0.47		0.64		0.41		0.6		0.07		0.13				0.032		0.11		0.15		0.4		0.13		0.25		0.16		0.24		0.27		0.2		0.19		0.026		0.097		0.059		0.084		0.093		0.21		0.28		0.49		0.11		0.16		0.13		0.32

		8		PSY24		PSYSEA98PSY24								0.18		0.35		0.04		0.057		0.28		0.34		0.54		0.41		0.16		0.23		0.075		0.16		0.53		0.72		0.32		0.46								0.038		0.13		0.075		0.21		0.06		0.11		0.081		0.12		0.1		0.15		0.14		0.043		0.16						0.16		0.36		0.23		0.4		0.066		0.032		0.053		0.13

		8		PSY25		PSYSEA98PSY25								0.18		0.35		0.04		0.057		0.3		0.37		0.58		0.44		0.14		0.2		0.066		0.14		0.53		0.72		0.3		0.43												0.039		0.11		0.033		0.061		0.047		0.071				0.071		0.067										0.042		0.095		0.095		0.16		0.032

		8		PSY26		PSYSEA98PSY26								0.18		0.35		0.12		0.17		0.23		0.29		1.8		1.4		0.62		0.87		0.12		0.27		0.45		0.61		0.68		1		0.15		1		0.2		0.42		1.5		0.53		1.5		0.31		0.58		1.1		1.6		0.49		0.96		0.91		0.32		1.2						0.89		2		1.1		2		0.44		0.86		0.59		1.4

		8		PSY34		PSYSEA98PSY34								0.15		0.29		0.04		0.057		0.29		0.36		0.51		0.39		0.12		0.17		0.057		0.12		0.56		0.75		0.27		0.39												0.036		0.099		0.026		0.049		0.04		0.059				0.064		0.061										0.032		0.074		0.088		0.15		0.027

		8		PSY35		PSYSEA98PSY35								0.15		0.29		0.02		0.028		0.23		0.29		0.41		0.31		0.1		0.15						0.47		0.64		0.21		0.31												0.028		0.075		0.019		0.035		0.026		0.038				0.041		0.039										0.025		0.056		0.054		0.094		0.019

		8		PSY41		PSYSEA98PSY41								0.12		0.24		0.04		0.057		0.24		0.3		0.29		0.22		0.1		0.15						0.47		0.64		0.19		0.28												0.028		0.075		0.018		0.033		0.025		0.037				0.03		0.029										0.028		0.064		0.043		0.075		0.017

		8		PSY42		PSYSEA98PSY42								0.091		0.18		0.02		0.028		0.2		0.24		0.18		0.14		0.087		0.12						0.43		0.58		0.16		0.23		0.075		0.21		0.086		0.047		0.16		0.094		0.26		0.063		0.12		0.074		0.11				0.11		0.1		0.062		0.23		0.043		0.061		0.14		0.31		0.16		0.27		0.057				0.1		0.25

		8		SD123		WR-WSI98SD123												0.08		0.11		0.3		0.37		0.28		0.21		0.11		0.15		0.057		0.12		0.58		0.78		0.21		0.31												0.019		0.052		0.014		0.026		0.032		0.048				0.025		0.023										0.028		0.064		0.03		0.053		0.015

		8		SD125		WR-WSI98SD125												0.08		0.11		0.31		0.39		0.44		0.33		0.094		0.13		0.057		0.12		0.58		0.78		0.23		0.33												0.021		0.057		0.021		0.038		0.027		0.041				0.02		0.019										0.024		0.054		0.038		0.065		0.016

		8		SD126		WR-WSI98SD126												0.08		0.11		0.34		0.42		0.48		0.36		0.13		0.18		0.094		0.21		0.6		0.81		0.28		0.41												0.035		0.096		0.028		0.051		0.043		0.064				0.043		0.041										0.04		0.091		0.063		0.11		0.026

		8.1		B021		LW2-B021								0.091		0.18		0.85		1.2		0.15		0.19		0.13		0.1		1.9		2.7		0.014		0.031		0.34		0.46		2.7		3.9		0.0075		0.0081		0.0078		0.0021		0.0073		0.0045		0.012		0.0032		0.006		0.0058		0.0087		0.0067		0.0076		0.0072		0.0021		0.0076						0.0066		0.015		0.012		0.021		0.0037		0.21		0.13		0.32																				0.019		0.063		0.0088		0.041		0.0069		0.091						0.0022		0.00028

		8.1		BT023		LW2-GBT023		1.4		0.34		0.55		0.2		0.4		0.052		0.073		0.38		0.46		1.6		1.2		0.18		0.25		0.14		0.31		0.62		0.83		0.48		0.7		0.015		0.11		0.024		0.019		0.065		0.068		0.18		0.059		0.11		0.068		0.1		0.11		0.063		0.059		0.018		0.069						0.067		0.15		0.099		0.17		0.041		0.19		0.16		0.4				0.0016		0.015										0.00046		0.0027		0.084		0.28		0.094		0.43		0.029		0.39		0.041		0.082		0.012		0.0016

		8.1		BT024		LW2-GBT024		0.71				0.25		0.12		0.23		0.12		0.17		0.32		0.39		0.28		0.21		0.32		0.45		0.075		0.16		0.58		0.78		0.62		0.9		0.011		0.055		0.018		0.0054		0.019		0.018		0.049		0.016		0.029		0.019		0.028		0.016		0.02		0.019		0.0095		0.035		0.01		0.015		0.019		0.043		0.032		0.055		0.012		0.13		0.11		0.28				0.0012		0.011										0.00029		0.0017		0.12		0.39		0.068		0.32		0.0056		0.074		0.033		0.066		0.01		0.0013

		8.1		DM-9		PSYD&M97DM09								0.17		0.33						0.28		0.35		0.98		0.74		0.16		0.22		0.083		0.18		0.57		0.77		0.37		0.54				0.19				0.025		0.088		0.097		0.26		0.064		0.12		0.1		0.15		0.21		0.092		0.087		0.034		0.13		0.022		0.031		0.11		0.25		0.12		0.21		0.057

		8.1		G364		LW2-G364								0.11		0.21		0.057		0.08		0.31		0.38		0.37		0.28		0.24		0.34		0.42		0.92		0.52		0.7		0.3		0.43		0.075		0.16		0.13		0.021		0.073		0.055		0.15		0.057		0.11		0.065		0.097		0.081		0.067		0.064		0.019		0.069		0.066		0.095		0.082		0.19		0.12		0.21		0.044		0.23		0.22		0.54																				0.18		0.59		0.19		0.9		0.013		0.17		0.008		0.016		0.021		0.0027

		8.1		G376		LW2-G376		2				0.55		0.22		0.43		0.098		0.14		0.4		0.49		1.5		1.1		0.37		0.52		0.19		0.42		0.63		0.85		0.65		0.95		0.016		0.099		0.033		0.015		0.053		0.068		0.18		0.057		0.11		0.07		0.1		0.11		0.067		0.064		0.014		0.052		0.0098		0.014		0.058		0.13		0.092		0.16		0.041		0.42		0.33		0.79												0.94		3.4						0.18		0.6		0.13		0.58		0.056		0.73		0.035		0.069		0.023		0.0029

		8.1		G392		LW2-G392		1.7				0.47		0.18		0.35		0.049		0.07		0.3		0.37		2.4		1.8		0.2		0.28		0.13		0.28		0.48		0.64		0.47		0.69		0.15		0.62		0.12		0.11		0.4		0.3		0.83		0.23		0.43		0.26		0.38		0.46		0.45		0.42		0.11		0.4		0.11		0.16		0.47		1.1		0.45		0.79		0.21		0.12		0.12		0.29												0.07		0.25						0.14		0.45		0.067		0.31		0.0059		0.078		0.074		0.15		0.011		0.0014

		8.1		G395		LW2-G395								0.11		0.22		0.043		0.06		0.3		0.37		0.59		0.45		0.09		0.13		0.038		0.082		0.57		0.77		0.26		0.38		0.016		0.021		0.014		0.005		0.017		0.036		0.099		0.022		0.041		0.039		0.058		0.053		0.03		0.028		0.0034		0.013						0.017		0.039		0.036		0.062		0.018		0.036		0.039		0.096				0.0033		0.031														0.034		0.11		0.027		0.13		0.0078		0.1		0.038		0.076		0.004		0.00051

		8.1		G414		LW2-G414								0.12		0.24		0.044		0.062		0.33		0.4		0.26		0.2		0.093		0.13		0.057		0.12		0.62		0.84		0.22		0.32				0.01		0.025		0.0044		0.015		0.013		0.036		0.01		0.019		0.013		0.02		0.02		0.011		0.01		0.003		0.011						0.01		0.023		0.014		0.025		0.0075				0.022		0.054				0.0062		0.057						0.14		0.5						0.25		0.83		0.073		0.34		0.02		0.26		0.091		0.18		0.019		0.0024

		8.1		G418		LW2-G418								0.13		0.25		0.066		0.093		0.36		0.45		0.31		0.23		0.13		0.18		0.057		0.12		0.61		0.83		0.3		0.43		0.02		0.027		0.026		0.0049		0.017		0.01		0.029		0.009		0.017		0.014		0.021		0.016		0.012		0.011		0.005		0.019						0.012		0.027		0.018		0.031		0.0083				0.035		0.086				0.0045		0.042														0.075		0.25		0.073		0.34		0.022		0.29		0.049		0.098		0.01		0.0013

		8.1		G422		LW2-G422								0.11		0.22		0.12		0.17		0.31		0.38		0.27		0.2		0.22		0.31		0.085		0.19		0.6		0.81		0.45		0.65		0.11		0.11		0.077		0.017		0.057		0.035		0.096		0.031		0.058		0.034		0.051		0.055		0.034		0.032		0.019		0.069		0.2		0.28		0.044		0.1		0.049		0.085		0.029		0.12		0.13		0.32				0.011		0.097														0.17		0.57		0.13		0.59		0.017		0.23		0.11		0.21		0.017		0.0022

		8.1		G705		LW3-G705		0.63				0.29		0.13		0.24		0.031		0.044		0.25		0.3		0.28		0.21		0.078		0.11		0.067		0.15		0.48		0.64		0.22		0.32		0.0095		0.029		0.013		0.0085		0.029		0.013		0.036		0.009		0.017		0.013		0.02		0.013		0.013		0.013		0.0065		0.024		0.01		0.015		0.022		0.05		0.022		0.038		0.0088										0.0055		0.051														0.05		0.16		0.051		0.24						0.068		0.13		0.0061		0.00079

		8.1		G706		LW3-G706		0.91				0.43		0.14		0.27		0.036		0.051		0.23		0.28		1.2		0.91		0.082		0.12		0.055		0.12		0.43		0.58		0.36		0.52		0.027		0.031		0.022		0.0028		0.0098		0.016		0.044		0.012		0.023		0.019		0.029		0.02		0.019		0.018		0.0063		0.024		0.02		0.028		0.021		0.049		0.029		0.05		0.012																										0.071		0.24		0.058		0.27		0.06		0.8		0.057		0.11		0.013		0.0017

		8.1		G707		LW3-G707		0.56				0.31		0.096		0.19		0.036		0.05		0.25		0.31		0.25		0.19		0.078		0.11		0.052		0.11		0.47		0.63		0.22		0.32		0.01		0.016		0.02		0.0034		0.012		0.0092		0.025		0.0076		0.014		0.012		0.019		0.012		0.014		0.013		0.0039		0.015		0.015		0.021		0.012		0.027		0.021		0.037		0.0079		0.025		0.03		0.072																				0.034		0.11		0.051		0.24		0.03		0.4		0.057		0.11		0.0077		0.00099

		8.1		PSY15		PSYSEA98PSY15								0.24		0.47		0.1		0.14		0.33		0.41		0.87		0.66		0.3		0.43		0.14		0.31		0.58		0.78		0.59		0.86		0.055		0.2		0.086		0.049		0.17		0.18		0.49		0.13		0.24		0.37		0.56		0.21		0.23		0.21		0.069		0.26		0.027		0.038		0.15		0.35		0.3		0.52		0.14		0.23		0.21		0.51

		8.1		PSY19		PSYSEA98PSY19								0.21		0.41		0.06		0.085		0.32		0.4		0.67		0.51		0.21		0.3		0.094		0.21		0.58		0.78		0.46		0.67								0.017		0.057		0.064		0.17		0.059		0.11		0.099		0.15		0.089		0.16		0.15										0.074		0.17		0.2		0.35		0.061		0.17		0.15		0.36

		8.1		PSY20		PSYSEA98PSY20								0.39		0.76		0.08		0.11		0.36		0.44		1.4		1.1		0.35		0.49		0.12		0.27		0.58		0.78		0.78		1.1				0.17				0.034		0.12		0.11		0.29		0.093		0.17		0.12		0.19		0.12		0.17		0.16		0.035		0.13		0.027		0.038		0.11		0.26		0.25		0.43		0.083		0.61		0.41		1

		8.1		PSY22		PSYSEA98PSY22								0.24		0.47		0.06		0.085		0.37		0.46		0.98		0.74		0.2		0.29		0.1		0.23		0.64		0.86		0.44		0.64				0.11				0.019		0.065		0.067		0.18		0.046		0.086		0.076		0.11				0.14		0.14		0.022		0.083						0.079		0.18		0.17		0.3		0.053		0.24		0.19		0.47

		8.1		PSY23		PSYSEA98PSY23								0.18		0.35		0.04		0.057		0.26		0.32		0.91		0.69		0.18		0.25		0.1		0.23		0.45		0.61		0.38		0.55				0.11				0.018		0.061		0.068		0.18		0.052		0.097		0.072		0.11				0.12		0.11		0.024		0.09						0.074		0.17		0.17		0.29		0.053		0.074		0.093		0.23

		8.1		PSY29		PSYSEA98PSY29								0.24		0.47		0.08		0.11		0.33		0.41		2.1		1.6		0.38		0.53		0.22		0.47		0.56		0.75		0.64		0.94		0.12		0.84				0.14		0.47		0.34		0.92		0.24		0.45		0.3		0.45		0.41		0.31		0.3		0.15		0.55		0.048		0.069		0.4		0.91		0.42		0.72		0.2		0.59		0.47		1.2

		8.1		PSY31		PSYSEA98PSY31								0.15		0.29		0.04		0.057		0.26		0.32		0.63		0.48		0.15		0.2		0.057		0.12		0.49		0.67		0.32		0.46								0.014		0.049		0.061		0.17		0.04		0.074		0.054		0.081				0.085		0.081										0.051		0.12		0.11		0.18		0.039

		8.1		PSY32		PSYSEA98PSY32								0.15		0.29		0.04		0.057		0.25		0.31		0.57		0.43		0.12		0.17		0.057		0.12		0.49		0.67		0.25		0.36				0.12				0.014		0.049		0.053		0.15		0.035		0.065		0.045		0.067				0.072		0.068										0.046		0.1		0.092		0.16		0.033

		8.1		PSY33		PSYSEA98PSY33								0.15		0.29		0.04		0.057		0.25		0.31		0.41		0.31		0.11		0.16		0.047		0.1		0.49		0.67		0.23		0.34												0.034		0.094		0.021		0.04		0.03		0.045				0.049		0.047										0.032		0.072		0.06		0.1		0.022

		8.1		SD127		WR-WSI98SD127												0.06		0.085		0.32		0.4		0.38		0.29		0.094		0.13		0.057		0.12		0.58		0.78		0.21		0.31												0.019		0.052		0.017		0.031		0.024		0.036				0.02		0.019										0.021		0.049		0.032		0.055		0.015

		8.1		SD128		WR-WSI98SD128								0.24		0.47		0.12		0.17		0.61		0.75		2.7		2.1		0.86		1.2		0.81		1.8		0.74		1		0.79		1.1		0.17		1.5				0.19		0.65		0.67		1.8		0.57		1		0.71		1.1		0.89		0.85		0.81		0.32		1.2		0.1		0.15		1		2.3		0.92		1.6		0.44		1.1		1.4		3.5

		8.1		SD129		WR-WSI98SD129												0.14		0.2		0.37		0.45		0.88		0.66		0.3		0.42		0.15		0.33		0.6		0.81		0.61		0.89		0.13		0.37				0.059		0.2		0.15		0.42		0.14		0.27		0.25		0.37		0.25		0.26		0.24		0.071		0.26		0.11		0.16		0.21		0.49		0.34		0.58		0.13

		8.1		SD130		WR-WSI98SD130												0.08		0.11		0.33		0.4		0.5		0.38		0.094		0.13		0.057		0.12		0.6		0.81		0.23		0.34												0.022		0.06		0.02		0.037		0.027		0.041				0.024		0.023										0.028		0.064		0.034		0.058		0.017

		8.1		WR-PG-76		WLCDRD05PG076		0.89				0.46		0.11		0.22		0.045		0.063		0.24		0.29		0.24		0.18		0.099		0.14		0.042		0.093		0.44		0.59		0.18		0.26		0.0055		0.0098		0.01		0.0024		0.0082		0.0079		0.022		0.0064		0.012		0.0093		0.014		0.013		0.0094		0.0089		0.0021		0.0076						0.0081		0.018		0.013		0.023		0.0057		0.028		0.046		0.11																								0.083		0.39		0.017		0.23		0.063		0.12		0.0084		0.0011

		8.2		08R003		LWG0108R003SDS015C00								0.073		0.14		0.028		0.04		0.22		0.27		0.76		0.57		0.21		0.3		0.14		0.31		0.45		0.61		0.32		0.47								0.031		0.11		0.087		0.24		0.062		0.12		0.085		0.13		0.19		0.081		0.076										0.085		0.19		0.12		0.21		0.048		0.065		0.07		0.17

		8.2		08R040		LWG0108R040SDS015C00								0.15		0.28		0.11		0.15		0.32		0.39		0.68		0.51		0.35		0.49		0.17		0.37		0.49		0.67		0.58		0.85		0.17		0.81		0.68		0.22		0.78		0.43		1.2		0.27		0.5		0.93		1.4		0.4		0.67		0.64		0.24		0.9		0.12		0.17		0.49		1.1		0.62		1.1		0.35		0.74		0.64		1.6

		8.2		DM-1		PSYD&M97DM01								0.19		0.38		0.25		0.36		0.33		0.41		0.73		0.55		0.24		0.34		0.12		0.27		0.61		0.82		0.53		0.77				0.16		0.078		0.031		0.11		0.13		0.35		0.09		0.17		0.16		0.24		0.28		0.15		0.15		0.029		0.11		0.026		0.037		0.12		0.28		0.22		0.38		0.083		0.49		0.34		0.83

		8.2		G382		LW2-G382		2.2				0.62		0.42		0.81		0.11		0.15		0.58		0.72		1.5		1.2		0.6		0.84		0.13		0.28		0.7		0.94		0.79		1.1		0.07		0.16		0.094		0.036		0.12		0.11		0.31		0.12		0.22		0.17		0.26		0.24		0.15		0.14		0.028		0.1		0.057		0.082		0.12		0.27		0.19		0.33		0.092		0.54		0.67		1.6																				0.21		0.71		0.048		0.22		0.037		0.48		0.049		0.096		0.017		0.0022

		8.2		G384-1		LW2-G384		1.8				0.58		0.19		0.37		0.063		0.089		0.35		0.43		2.3		1.8		0.16		0.22		0.068		0.15		0.56		0.76		0.53		0.77		0.022		0.091		0.015		0.0079		0.027		0.027		0.073		0.022		0.042		0.028		0.042		0.043		0.027		0.026		0.011		0.04		0.012		0.017		0.034		0.077		0.037		0.064		0.018		0.084		0.08		0.19																				0.088		0.29		0.088		0.41						0.02		0.039		0.0093		0.0012

		8.2		G384-2		LW2-G384-2		1.7				0.56		0.16		0.32		0.058		0.082		0.3		0.37		3.2		2.4		0.17		0.24		0.062		0.14		0.44		0.6		0.57		0.83		0.049		0.09		0.02		0.013		0.045		0.048		0.13		0.035		0.065		0.047		0.071		0.07		0.049		0.047		0.016		0.058		0.02		0.028		0.061		0.14		0.065		0.11		0.03		0.16		0.15		0.36																				0.064		0.21		0.11		0.49						0.35		0.69		0.0091		0.0012

		8.2		G390		LW2-G390		4.5				1		0.5		0.97		0.13		0.19		0.46		0.57		7.2		5.5		0.8		1.1		0.29		0.63		0.65		0.88		1.6		2.3		0.2		3.4		0.36		0.52		1.8		1		2.9		0.76		1.4		1		1.5		1.8		1.2		1.1		0.54		2		0.11		0.16		1.6		3.7		1.4		2.5		0.7		3.2		2.4		5.8												0.26		0.95						1		3.4		0.27		1.3		0.39		5.2		1.5		2.9		0.11		0.014

		8.2		G398		LW2-G398		0.93				0.4		0.16		0.31		0.048		0.067		0.3		0.37		1.4		1		0.11		0.15		0.054		0.12		0.5		0.68		0.35		0.51		0.06		0.051		0.037		0.0092		0.032		0.022		0.06		0.017		0.031		0.027		0.041		0.035		0.032		0.03		0.0095		0.035		0.062		0.09		0.032		0.072		0.044		0.077		0.019																		0.93		3.3						0.015		0.049		0.028		0.13										0.0026		0.00034

		8.2		G406		LW2-G406								0.087		0.17		0.04		0.056		0.27		0.33		0.38		0.29		0.09		0.13		0.075		0.16		0.61		0.82		0.22		0.33		0.013		0.017		0.017		0.0039		0.013		0.011		0.031		0.012		0.023		0.016		0.023		0.026		0.011		0.011		0.0032		0.012						0.011		0.025		0.016		0.027		0.0083				0.027		0.065				0.003		0.028						0.19		0.7						0.053		0.18		0.049		0.23		0.044		0.58		0.046		0.091		0.01		0.0013

		8.2		G409		LW2-G409								0.1		0.19		0.034		0.047		0.29		0.36		0.35		0.27		0.093		0.13		0.047		0.1		0.53		0.71		0.24		0.35		0.055		0.089		0.016		0.0046		0.016		0.011		0.031		0.012		0.022		0.014		0.021		0.024		0.012		0.011		0.0097		0.036		0.053		0.077		0.021		0.049		0.02		0.035		0.011		0.025		0.028		0.068																				0.036		0.12		0.053		0.25		0.0073		0.096		0.046		0.091		0.0055		0.0007

		8.2		G423		LW2-G423								0.13		0.26		0.1		0.15		0.32		0.39		0.31		0.23		0.2		0.28		0.12		0.27		0.59		0.8		0.41		0.59				0.019		0.024		0.0045		0.016		0.012		0.034		0.011		0.02		0.013		0.02		0.019		0.011		0.011		0.0032		0.012						0.01		0.023		0.015		0.026		0.0079		0.078		0.081		0.2																				0.033		0.11		0.041		0.19		0.0024		0.031		0.02		0.04		0.0042		0.00054

		8.2		G710		LW3-G710		0.58				0.3		0.14		0.27		0.035		0.049		0.26		0.32		0.23		0.18		0.083		0.12		0.062		0.14		0.49		0.66		0.22		0.32		0.01		0.013		0.016		0.0043		0.015		0.01		0.029		0.0076		0.014		0.012		0.019		0.0096		0.012		0.011		0.0039		0.015		0.013		0.019		0.011		0.025		0.018		0.032		0.0075										0.0039		0.036														0.023		0.074		0.038		0.18		0.03		0.4		0.038		0.074		0.0066		0.00085

		8.2		G711		LW3-G711		0.57				0.33		0.1		0.2		0.041		0.057		0.25		0.31		0.25		0.19		0.077		0.11		0.048		0.1		0.48		0.65		0.21		0.3		0.012		0.024		0.021		0.005		0.017		0.031		0.086		0.018		0.033		0.022		0.032		0.021		0.023		0.022		0.0054		0.02		0.014		0.019		0.016		0.037		0.036		0.063		0.014		0.018		0.028		0.069																				0.046		0.15		0.054		0.25						0.048		0.096		0.0061		0.00079

		8.2		GSP08E		LW3-GSP08E								0.08		0.16		0.017		0.024		0.081		0.1		0.098		0.074		0.047		0.066		0.034		0.074		0.25		0.34		0.13		0.19		0.014		0.035		0.17		0.037		0.13		0.1		0.29		0.13		0.24		0.85		1.3		0.27		0.9		0.85		0.011		0.04		0.014		0.02		0.2		0.45		0.86		1.5		0.33				0.018		0.043																				0.018		0.058		0.0064		0.03		0.0092		0.12		0.012		0.024		0.0023		0.00029

		8.2		PSY16		PSYSEA98PSY16								0.21		0.41		0.06		0.085		0.32		0.39		0.65		0.49		0.24		0.33		0.11		0.25		0.58		0.78		0.49		0.72								0.024		0.082		0.089		0.24		0.083		0.15		0.12		0.18		0.1		0.13		0.13		0.022		0.083		0.023		0.033		0.082		0.19		0.2		0.35		0.07		0.18		0.19		0.47

		8.2		PSY17		PSYSEA98PSY17								0.27		0.53		0.08		0.11		0.38		0.47		1		0.78		0.44		0.61		0.15		0.33		0.62		0.83		0.81		1.2				0.13				0.033		0.11		0.1		0.28		0.081		0.15		0.14		0.21		0.1		0.2		0.19		0.032		0.12		0.034		0.049		0.11		0.25		0.28		0.49		0.088		0.75		0.61		1.5

		8.2		PSY27		PSYSEA98PSY27								0.52		1		0.14		0.2		0.39		0.48		4.4		3.3		0.74		1		0.2		0.43		12		17		1.3		1.9		0.26		0.67		0.094		0.96		3.3		0.36		0.97		0.23		0.43		0.42		0.63		0.32		0.42		0.4		0.38		1.4		0.086		0.12		0.54		1.2		0.55		0.95		0.27		0.67		0.44		1.1				0.16		1.5														0.25		0.82		0.19		0.89		2.2		29		0.34		0.67		0.26		0.034

		8.2		PSY27C		PSYSEA98PSY27C								0.091		0.18						0.58		0.71		0.77		0.58		0.18		0.25						0.7		0.94		0.15		0.22

		8.2		PSY28		PSYSEA98PSY28								0.12		0.24		0.02		0.028		0.11		0.13		0.19		0.15		0.12		0.16		0.057		0.12		0.33		0.44		0.22		0.32												0.012		0.034		0.0097		0.018		0.019		0.029				0.013		0.012										0.012		0.027		0.024		0.041		0.0096		0.14		0.12		0.3

		8.2		PSY30		PSYSEA98PSY30								0.15		0.29		0.04		0.057		0.22		0.27		2.7		2		0.2		0.28		0.066		0.14		0.45		0.61		0.52		0.76		0.08		0.2				0.026		0.09		0.12		0.34		0.083		0.15		0.11		0.16		0.13		0.17		0.17		0.043		0.16		0.029		0.041		0.14		0.31		0.21		0.37		0.079		0.047		0.061		0.15

		8.2		PSY30C		PSYSEA98PSY30C								0.18		0.35		0.06		0.085		0.24		0.3		1.8		1.3		0.2		0.28		0.12		0.27		0.47		0.64		0.4		0.58

		8.2		PSY43		PSYSEA98PSY43								0.12		0.24		0.02		0.028		0.24		0.3		0.36		0.27		0.098		0.14						0.49		0.66		0.21		0.3												0.023		0.062		0.014		0.027		0.021		0.031				0.024		0.023										0.019		0.043		0.035		0.061		0.014

		8.2		PSY44		PSYSEA98PSY44								0.091		0.18		0.02		0.028		0.23		0.29		0.22		0.17		0.095		0.13		0.047		0.1		0.47		0.63		0.17		0.24												0.021		0.057		0.013		0.024		0.019		0.028				0.026		0.025										0.022		0.05		0.036		0.062		0.014

		8.2		SD131		WR-WSI98SD131												0.1		0.14		0.31		0.39		0.27		0.2		0.16		0.22		0.057		0.12		0.58		0.78		0.27		0.4								0.024		0.082		0.031		0.086		0.028		0.052		0.047		0.07				0.035		0.033										0.033		0.076		0.045		0.079		0.023

		8.2		SD132		WR-WSI98SD132												0.06		0.085		0.32		0.39		0.43		0.33		0.094		0.13		0.047		0.1		0.61		0.82		0.22		0.32												0.028		0.075		0.027		0.05		0.034		0.051				0.019		0.018										0.027		0.062		0.033		0.057		0.018

		8.2		SD133		WR-WSI98SD133								0.48		0.94		0.12		0.17		0.43		0.53		3.6		2.8		0.55		0.77		0.28		0.62		0.64		0.86		1.2		1.7		0.16		1.1				0.14		0.49		0.38		1		0.26		0.49		0.37		0.56		0.28		0.24		0.23		0.19		0.69		0.052		0.074		0.5		1.1		0.45		0.79		0.21		1.7		1.8		4.3

		8.2		SD134		WR-WSI98SD134												0.14		0.2		0.51		0.63		1.1		0.86		0.31		0.44		0.11		0.25		0.72		0.97		0.73		1.1				0.24				0.056		0.19		0.12		0.34		0.097		0.18		0.16		0.23		0.18		0.15		0.14		0.049		0.18		0.041		0.059		0.17		0.39		0.2		0.34		0.083

		8.2		WR-PG-78		WLCDRD05PG078		1				0.53		0.12		0.23		0.05		0.071		0.25		0.3		0.25		0.19		0.11		0.15		0.075		0.16		0.46		0.62		0.19		0.28		0.0095		0.018		0.02		0.0033		0.011		0.0088		0.024		0.0076		0.014		0.012		0.017		0.016		0.011		0.011		0.0035		0.013						0.01		0.023		0.016		0.027		0.007		0.032		0.052		0.13																								0.093		0.43		0.03		0.4		0.068		0.13		0.011		0.0014

		8.2		WR-PG-80		WLCDRD05PG080		0.84				0.45		0.11		0.21		0.041		0.058		0.24		0.29		0.23		0.18		0.092		0.13		0.087		0.19		0.44		0.6		0.17		0.25		0.006		0.0087		0.014		0.0024		0.0082		0.008		0.022		0.0069		0.013		0.01		0.015		0.015		0.0085		0.0081		0.0021		0.0076						0.0066		0.015		0.013		0.022		0.0057		0.032		0.07		0.17																								0.086		0.4		0.054		0.71		0.085		0.17		0.013		0.0017

		8.3		1901		WLCOFJ021901		4.7						0.12		0.23		0.079		0.11		0.28		0.35		0.68		0.52		0.69		0.97		0.75		1.6		0.48		0.64		0.46		0.68		0.3		0.81		0.27		0.12		0.4		0.14		0.38		0.074		0.14		0.17		0.26				0.19		0.18		0.15		0.55		0.14		0.2		0.33		0.75		0.27		0.47		0.11										0.028		0.26														0.33		1.1		0.29		1.4						0.73		1.4		0.035		0.0045

		8.3		1902		WLCOFJ021902		42						0.17		0.33		0.27		0.38		0.4		0.49		1.8		1.4		1.5		2		0.39		0.86		0.93		1.3		0.86		1.3		1.6		5.7				1.1		3.6		1.2		3.1		0.62		1.2		1		1.5		1.6		1.3		1.3		1.4		5.3		0.39		0.56		1.9		4.2		1.9		3.3		0.75										0.45		4.2		0.071		0.24						0.28		1.7		1.6		5.4		1		4.7		0.22		3		4.2		8.2		0.16		0.021

		8.3		1903		WLCOFJ021903		0.51						0.081		0.16						0.18		0.22		0.42		0.32		0.19		0.27		0.099		0.22		0.31		0.43		0.21		0.31		0.22		0.45		0.24		0.12		0.43		0.1		0.28		0.054		0.099		0.072		0.11				0.11		0.1		0.076		0.28		0.19		0.28		0.19		0.42		0.17		0.3		0.075										0.045		0.42														0.45		1.5		0.18		0.84		0.1		1.4		0.82		1.6		0.044		0.0056

		8.3		19A01		WLCOFJ0219A01		3.8						0.71		1.4		0.57		0.8		7		8.6		5.2		3.9		2.7		3.8		0.28		0.62		3.1		4.3		2.9		4.2		0.91		2.8		1.5		0.42		1.5		0.81		2.2		0.51		0.94		0.67		1		1.2		0.6		0.57		0.4		1.5		0.48		0.69		0.91		2.1		1.1		1.9		0.44																						0.11		0.65		0.85		2.8		0.5		2.3		0.3		3.9						0.1		0.013

		8.3		19A02		WLCOFJ0219A02		1.3						0.11		0.21		0.012		0.017		0.25		0.31		0.32		0.25		0.25		0.35		0.15		0.32		0.43		0.59		0.29		0.43		0.37		0.65		0.57		0.12		0.41		0.26		0.7		0.18		0.33		0.21		0.32		0.39		0.23		0.22		0.14		0.53		0.2		0.29		0.26		0.59		0.39		0.68		0.15										0.025		0.23														0.26		0.84		0.24		1.1						0.68		1.3		0.029		0.0037

		8.3		19A03		WLCOFJ0219A03		1.4						0.11		0.22		0.066		0.094		0.25		0.31		0.41		0.31		0.26		0.37		0.14		0.31		0.43		0.59		0.3		0.44		0.38		0.68		0.24		0.091		0.32		0.11		0.3		0.068		0.13		0.12		0.17				0.14		0.13		0.099		0.37		0.26		0.37		0.23		0.51		0.22		0.39		0.092																										0.28		0.91		0.25		1.1										0.03		0.0039

		8.3		B022-1		LW2-B022								0.11		0.21		0.14		0.2		0.22		0.27		0.36		0.27		0.38		0.53		0.16		0.36		0.39		0.52		0.54		0.78		0.065		1.3		0.27		0.26		0.9		0.9		2.5		0.9		1.7		0.78		1.2		1.3		0.76		0.72		0.11		0.41		0.052		0.074		0.68		1.6		1.1		1.8		0.53				0.19		0.47				0.012		0.11						0.3		1.1						0.075		0.25		0.078		0.36		0.024		0.31		0.076		0.15		0.011		0.0014

		8.3		B022-2		LW2-B022-2								0.12		0.23		0.12		0.17		0.22		0.27		0.37		0.28		0.32		0.44		0.065		0.14		0.47		0.64		0.6		0.87		0.024		0.13		0.057		0.038		0.13		0.12		0.34		0.12		0.22		0.12		0.17		0.2		0.12		0.11		0.019		0.069		0.016		0.023		0.094		0.21		0.15		0.26		0.075				0.13		0.31												0.21		0.75						0.082		0.27		0.037		0.17		0.026		0.35		0.016		0.032		0.0089		0.0011

		8.3		C379		LW2-C379		3.3				1

		8.3		C434		LW2-C434																																								0.018		0.13		0.046		0.026		0.09		0.057		0.16		0.043		0.081		0.061		0.092		0.049		0.054		0.051		0.021		0.076						0.053		0.12		0.092		0.16		0.034

		8.3		DM-H		WRD&M98DMH								0.15		0.3		0.38		0.54		0.32		0.4		0.26		0.2		0.098		0.14		0.35		0.77		0.5		0.68		0.18		0.26				0.092		0.15		0.051		0.18		0.21		0.57		0.19		0.35		0.21		0.32		0.25		0.23		0.22		0.021		0.076		0.031		0.044		0.21		0.47		0.56		0.97		0.15

		8.3		G379		LW2-G379								0.18		0.35		0.095		0.13		0.41		0.5		0.68		0.51		0.25		0.35		0.12		0.26		0.64		0.86		0.53		0.77		0.047		0.11		0.13		0.036		0.12		0.1		0.29		0.076		0.14		0.14		0.21		0.14		0.1		0.098		0.022		0.083		0.039		0.056		0.079		0.18		0.14		0.25		0.066		0.38		0.61		1.5																				0.12		0.4		0.096		0.44		0.05		0.65						0.017		0.0021

		8.3		G412		LW2-G412								0.11		0.21		0.044		0.062		0.27		0.33		0.33		0.25		0.099		0.14		0.047		0.1		0.55		0.74		0.22		0.32				0.0088		0.011		0.0025		0.0086		0.0085		0.023		0.0076		0.014		0.0085		0.013		0.015		0.0067		0.0064		0.0021		0.0076						0.0057		0.013		0.0092		0.016		0.0048				0.028		0.069				0.0043		0.04						0.23		0.85						0.064		0.21		0.07		0.32		0.0074		0.097		0.048		0.095		0.0077		0.00099

		8.3		G427		LW2-G427								0.12		0.24		0.088		0.12		0.3		0.38		0.32		0.25		0.18		0.26		0.094		0.21		0.58		0.79		0.35		0.51		0.08		0.051		0.039		0.015		0.053		0.017		0.047		0.018		0.033		0.022		0.032		0.036		0.017		0.016		0.012		0.046						0.025		0.056		0.024		0.042		0.014		0.19		0.13		0.32				0.0073		0.067						0.2		0.71						0.19		0.61		0.1		0.47		1		13		0.08		0.16		0.13		0.016

		8.3		G431		LW2-G431								0.089		0.17		0.092		0.13		0.24		0.29		0.5		0.38		0.28		0.4		0.086		0.19		0.4		0.54		0.36		0.53		0.075		0.33		0.055		0.098		0.34		0.3		0.83		0.31		0.58		0.29		0.43		0.59		0.25		0.23		0.06		0.22		0.043		0.061		0.26		0.58		0.29		0.5		0.18		0.089		0.19		0.47																				0.09		0.3		0.095		0.44						0.08		0.16		0.01		0.0013

		8.3		G432		LW2-G432		2.6				0.66		0.12		0.22		0.22		0.31		0.33		0.4		0.54		0.41		0.5		0.7		0.21		0.45		0.64		0.86		0.75		1.1		0.14		0.46		0.12		0.095		0.33		0.22		0.6		0.19		0.35		0.22		0.32		0.33		0.23		0.22		0.084		0.31		0.062		0.09		0.27		0.62		0.28		0.48		0.14		0.89		0.91		2.2												0.32		1.2						0.33		1.1		0.11		0.49		0.078		1		0.068		0.13		0.03		0.0038

		8.3		G434		LW2-G434								0.12		0.24		0.13		0.18		0.25		0.31		0.32		0.24		0.33		0.46		0.094		0.21		0.52		0.71		0.41		0.6		0.1		0.42		0.71		0.51		1.8		0.78		2.1		0.57		1.1		0.71		1.1		0.74		0.58		0.55		0.12		0.44		0.057		0.082		0.63		1.4		0.86		1.5		0.38		0.37		0.38		0.94																				0.2		0.67		0.088		0.41		0.031		0.41		0.08		0.16		0.018		0.0023

		8.3		G713		LW3-G713		0.56				0.25		0.088		0.17		0.03		0.042		0.24		0.3		0.21		0.16		0.074		0.1		0.047		0.1		0.45		0.61		0.2		0.29		0.01		0.074		0.014		0.0057		0.02		0.011		0.031		0.009		0.017		0.018		0.027		0.014		0.014		0.014		0.01		0.039		0.011		0.015		0.019		0.043		0.02		0.034		0.0092		0.016		0.024		0.058				0.0011		0.0099														0.025		0.083		0.058		0.27		0.021		0.27		0.036		0.071		0.0066		0.00085

		8.3		PSY12		PSYSEA98PSY12								0.52		1		0.08		0.11		0.15		0.19		0.8		0.6		0.21		0.29						0.37		0.5		0.58		0.84		0.1		0.81		0.69		0.51		1.8		1.4		3.8		1.1		2.1		1.7		2.5		0.93		1.6		1.5		0.23		0.86		0.061		0.087		1.5		3.3		2.8		4.9		0.88		0.11		0.11		0.28

		8.3		PSY14		PSYSEA98PSY14								0.27		0.53		0.12		0.17		0.41		0.51		0.94		0.71		0.49		0.68		0.13		0.29		0.64		0.86		0.97		1.4		0.065		0.16				0.033		0.11		0.1		0.27		0.08		0.15		0.12		0.19		0.13		0.2		0.19		0.035		0.13		0.043		0.061		0.12		0.26		0.27		0.46		0.088				3.7		9

		8.3		PSY45		PSYSEA98PSY45								0.12		0.24		0.04		0.057		0.26		0.32		0.26		0.19		0.1		0.14		0.066		0.14		0.49		0.66		0.18		0.26												0.033		0.091		0.019		0.036		0.029		0.044				0.032		0.031										0.017		0.039		0.051		0.088		0.018

		8.3		R2GN01PG		R2-GN-01-PG								0.09		0.17		0.048		0.068		0.36		0.44		0.28		0.21		0.11		0.16		0.085		0.19		0.45		0.61		0.24		0.36		0.014		0.042				0.0058		0.02		0.024		0.065		0.019		0.035		0.023		0.035		0.026		0.02		0.019		0.005		0.019		0.012		0.017		0.022		0.05		0.033		0.057		0.014

		8.3		SD135		WR-WSI98SD135												0.08		0.11		0.28		0.35		0.25		0.19		0.13		0.18		0.047		0.1		0.53		0.72		0.22		0.33												0.032		0.088		0.032		0.059		0.045		0.067				0.044		0.042										0.061		0.14		0.052		0.09		0.025

		8.3		WR-PG-82		WLCDRD05PG082		0.62				0.3		0.1		0.19		0.036		0.05		0.23		0.28		0.21		0.16		0.088		0.12		0.049		0.11		0.46		0.62		0.17		0.25		0.008		0.017		0.023		0.0046		0.016		0.012		0.034		0.012		0.022		0.015		0.022		0.024		0.014		0.013		0.0041		0.015						0.015		0.033		0.018		0.032		0.0092		0.028		0.036		0.087																								0.089		0.41						0.057		0.11		0.0082		0.0011

		8.4		C380		LW2-C380		0.42				0.11

		8.4		C436		LW2-C436																																																																																																										0.027		0.16		0.046		0.15		0.048		0.22		0.017		0.23		0.05		0.099		0.0068		0.00088

		8.4		G380		LW2-G380								0.26		0.5		0.085		0.12		0.23		0.29		1.1		0.86		0.18		0.25		0.046		0.1		0.35		0.47		0.44		0.64		0.18		2.2		0.45		0.34		1.2		0.75		2.1		0.28		0.51		0.65		0.97		0.36		1.1		1		0.3		1.1		0.057		0.082		0.94		2.1		1.1		1.9		0.41		0.33		0.27		0.65																				0.064		0.21		0.077		0.36		0.037		0.49						0.012		0.0015

		8.4		G383		LW2-G383		3.4				0.78		0.046		0.089		0.085		0.12		1.2		1.4		0.23		0.17		0.08		0.11		0.03		0.066		0.19		0.26		0.38		0.55		0.029		0.039		0.013		0.0089		0.031		0.033		0.091		0.026		0.047		0.028		0.042		0.089		0.042		0.04		0.011		0.042						0.038		0.087		0.06		0.1		0.023		0.067		0.057		0.14																				0.045		0.15						0.052		0.69		0.055		0.11		0.0086		0.0011

		8.4		G385		LW2-G385		3.4				1.1		0.24		0.47		0.14		0.2		0.41		0.51		0.7		0.53		0.37		0.51		0.12		0.26		0.59		0.8		0.6		0.87		0.017		0.045		0.052		0.014		0.049		0.046		0.12		0.039		0.073		0.063		0.094		0.073		0.049		0.047		0.01		0.038		0.015		0.021		0.037		0.083		0.072		0.13		0.032		1.9		1.5		3.6												0.81		2.9						0.19		0.64		0.029		0.14						0.13		0.25		0.011		0.0014

		8.4		G393		LW2-G393								0.47		0.92		0.2		0.28		0.56		0.69		2.2		1.7		0.74		1		0.15		0.34		0.64		0.87		1.3		1.9		0.08		2		0.34		0.45		1.6		1.3		3.6		0.9		1.7		1.2		1.7		1.6		1.7		1.6		0.32		1.2						1.1		2.5		1.6		2.9		0.75		2		3.5		8.5																				0.63		2.1						0.31		4						0.077		0.0099

		8.4		G419		LW2-G419								0.13		0.25		0.05		0.07		0.35		0.43		0.51		0.38		0.11		0.15		0.047		0.1		0.63		0.85		0.27		0.39		0.018		0.021		0.016		0.0041		0.014		0.013		0.036		0.012		0.023		0.016		0.024		0.026		0.014		0.014		0.0043		0.016						0.017		0.039		0.018		0.032		0.0096		0.042		0.053		0.13				0.0052		0.048														0.039		0.13		0.042		0.2		0.0081		0.11		0.053		0.1		0.0051		0.00065

		8.4		G420		LW2-G420		0.68				0.28		0.12		0.23		0.037		0.052		0.28		0.35		0.49		0.37		0.095		0.13		0.056		0.12		0.48		0.65		0.29		0.42		0.033		0.053		0.027		0.006		0.021		0.015		0.042		0.013		0.024		0.023		0.035		0.025		0.067		0.064		0.008		0.03		0.029		0.041		0.057		0.13		0.061		0.11		0.022		0.034		0.034		0.083																				0.037		0.12		0.057		0.26		0.0059		0.078		0.068		0.13		0.0055		0.00071

		8.4		G428		LW2-G428								0.11		0.22		0.043		0.061		0.33		0.4		0.26		0.2		0.089		0.12		0.075		0.16		0.6		0.81		0.22		0.32				0.017		0.0077		0.0025		0.0086		0.011		0.031		0.012		0.023		0.011		0.016		0.024		0.0081		0.0076		0.0019		0.0069						0.007		0.016		0.011		0.018		0.007		0.023		0.031		0.076				0.0033		0.031						0.24		0.88						0.054		0.18		0.045		0.21		0.01		0.14		0.051		0.1		0.0063		0.00081

		8.4		G436		LW2-G436								0.029		0.057		0.018		0.025		0.078		0.097		0.089		0.067		0.024		0.034						0.21		0.28		0.089		0.13				0.021		0.0086		0.0043		0.015		0.0051		0.014		0.003		0.0055		0.0068		0.01		0.005		0.011		0.01		0.0062		0.023						0.008		0.018		0.012		0.021		0.0044		0.007		0.012		0.03

		8.4		G437		LW2-G437		1.2				0.33		0.11		0.22		0.083		0.12		0.24		0.3		0.3		0.22		0.2		0.28		0.14		0.3		0.4		0.54		0.34		0.5		0.038		0.067		0.067		0.015		0.053		0.044		0.12		0.038		0.07		0.05		0.074		0.063		0.045		0.042		0.014		0.051		0.032		0.046		0.044		0.1		0.066		0.11		0.029		0.084		0.087		0.21																				0.12		0.4		0.083		0.39		0.0052		0.069		0.05		0.099		0.011		0.0014

		8.4		G439		LW2-G439								0.1		0.2		0.055		0.078		0.3		0.37		0.24		0.18		0.2		0.28		0.075		0.16		0.52		0.71		0.27		0.39		0.05		0.12		0.13		0.034		0.12		0.09		0.24		0.069		0.13		0.13		0.2		0.14		0.13		0.12		0.022		0.083		0.039		0.056		0.085		0.19		0.15		0.26		0.066		0.069		0.077		0.19																				0.21		0.68		0.13		0.6		0.058		0.77		0.057		0.11		0.024		0.003

		8.4		G715		LW3-G715		0.55				0.29		0.13		0.24		0.032		0.045		0.24		0.3		0.22		0.16		0.077		0.11		0.036		0.078		0.49		0.67		0.2		0.29		0.01		0.024		0.015		0.0051		0.018		0.0095		0.026		0.0076		0.014		0.012		0.019		0.013		0.013		0.012		0.0049		0.018		0.011		0.015		0.018		0.041		0.021		0.037		0.0079										0.0049		0.045														0.057		0.19		0.038		0.18						0.057		0.11		0.0051		0.00065

		8.4		GN01EPG		GN-01-E-PG								0.1		0.2		0.11		0.15		0.33		0.41		0.32		0.25		0.28		0.39		0.43		0.94		0.44		0.59		0.32		0.47		0.09		0.16		0.094		0.015		0.053		0.018		0.049		0.019		0.035		0.022		0.032		0.018		0.03		0.028		0.019		0.069		0.07		0.1		0.055		0.12		0.063		0.11		0.022

		8.4		GN02EPG		GN-02-E-PG								0.098		0.19		0.077		0.11		0.36		0.44		0.31		0.23		0.22		0.31		0.25		0.54		0.45		0.6		0.26		0.38		0.06		0.093		0.077		0.017		0.057		0.023		0.062		0.018		0.033		0.023		0.035		0.018		0.032		0.03		0.021		0.076		0.041		0.059		0.048		0.11		0.06		0.1		0.02

		8.4		PP01M101		WLCOFH02M101		11						0.18		0.35		0.32		0.45		0.86		1.1		0.53		0.4		0.63		0.89		0.12		0.26		0.43		0.58		1.1		1.6						0.76		0.12		0.41																0.29		0.28		0.24		0.9						0.14		0.33		0.41		0.71		0.094		0.24		0.41		1																				0.25		0.81		0.15		0.69						0.66		1.3		0.026		0.0034

		8.4		PP01M103		WLCOFH02M103		8.6						0.18		0.34		0.26		0.37		0.36		0.44		0.54		0.41		0.34		0.48		0.12		0.27		0.49		0.66		0.69		1								0.08		0.28																0.37		0.35		0.19		0.72						0.36		0.83		0.55		0.95		0.14		0.18		0.2		0.48																				0.21		0.68		0.17		0.77						0.71		1.4		0.026		0.0034

		8.4		PP01M104		WLCOFH02M104		0.6						0.12		0.23		0.07		0.099		1.3		1.6		0.17		0.13		0.27		0.37						0.29		0.39		0.78		1.1								0.0073		0.025										0.027		0.041				0.017		0.016						0.023		0.033		0.018		0.04		0.032		0.055		0.01

		8.4		PP01M105		WLCOFH02M105		3.8						0.12		0.24		0.38		0.54		0.28		0.35		0.49		0.37		0.45		0.63		0.1		0.22		0.36		0.48		0.79		1.1				1.2				0.16		0.56										0.36		0.54				0.39		0.37		0.24		0.9						0.32		0.72		0.51		0.88		0.14		0.23		0.5		1.2																								0.13		0.59						0.74		1.5		0.019		0.0025

		8.4		PP01M106		WLCOFH02M106		2.9						0.12		0.24		0.25		0.36		0.8		0.99		0.33		0.25		0.3		0.42						0.35		0.48		0.78		1.1								0.12		0.42		0.29		0.8						0.35		0.52				0.34		0.32										0.28		0.64		0.39		0.68		0.15		0.058		0.064		0.16

		8.4		PP01M107		WLCOFH02M107		0.29						0.085		0.17						0.1		0.12		0.1		0.076		0.043		0.06						0.23		0.32		0.12		0.18								0.0059		0.02																0.015		0.014										0.012		0.028		0.017		0.03		0.0053																																		0.062		0.82						0.017		0.0021

		8.4		PP01M108		WLCOFH02M108		0.49						0.27		0.53						0.19		0.23		0.23		0.17		0.11		0.16						0.3		0.41		0.32		0.46		0.047		0.3		0.17		0.043		0.15		0.14		0.39		0.094		0.17		0.12		0.19				0.2		0.19		0.048		0.18		0.026		0.037		0.27		0.61		0.23		0.4		0.096				0.037		0.09

		8.4		PP01M109		WLCOFH02M109		2.3						0.15		0.28		0.098		0.14		0.31		0.39		0.43		0.32		0.19		0.27						0.46		0.63		0.42		0.61		0.077		0.23		0.15		0.02		0.071		0.14		0.38		0.079		0.15		0.1		0.15				0.099		0.093		0.042		0.16		0.034		0.049		0.08		0.18		0.14		0.24		0.061		0.097		0.3		0.72																								0.13		0.6										0.019		0.0024

		8.4		PP01M110		WLCOFH02M110		0.92						0.11		0.21		0.036		0.051		0.18		0.23		0.24		0.18		0.084		0.12						0.36		0.48		0.27		0.39						0.084		0.014		0.049		0.055		0.15						0.042		0.062				0.045		0.042		0.037		0.14		0.024		0.035		0.041		0.094		0.072		0.13		0.023				0.029		0.07

		8.4		PSY08		PSYSEA98PSY08								0.2		0.38		0.56		0.79		0.47		0.58		0.55		0.42		0.44		0.61		0.11		0.25		0.48		0.65		0.92		1.3		0.17		0.4		1.8		0.21		0.73		0.55		1.5		0.49		0.91		0.54		0.81		0.45		1		0.95		0.26		0.97		0.099		0.14		1.5		3.3		1.9		3.3		0.53		0.46		0.37		0.9				0.073		0.67																		0.16		0.74		0.13		1.7		0.45		0.9		0.024		0.0031

		8.4		PSY11		PSYSEA98PSY11								0.24		0.47		0.24		0.34		0.39		0.48		0.8		0.6		0.43		0.6		0.16		0.35		0.58		0.78		0.73		1.1		0.065		0.22				0.063		0.22		0.23		0.62		0.15		0.27		0.32		0.48		0.18		0.2		0.19		0.056		0.21		0.048		0.069		0.2		0.45		0.3		0.52		0.13		0.5		0.55		1.3

		8.4		PSY46		PSYSEA98PSY46								0.15		0.29		0.04		0.057		0.26		0.32		0.27		0.21		0.1		0.15						0.58		0.78		0.2		0.29												0.029		0.078		0.017		0.032		0.024		0.036				0.029		0.028										0.016		0.037		0.044		0.077		0.016

		8.4		S0601		WLCOFJ02S0601		0.4						0.13		0.25						0.44		0.54		0.41		0.31		0.14		0.19		0.073		0.16		0.6		0.82		0.26		0.38		0.02		0.048				0.0058		0.02		0.015		0.041		0.018		0.033		0.017		0.026				0.013		0.013		0.0054		0.02		0.018		0.025		0.0097		0.022		0.02		0.035		0.011

		8.4		SD136		WR-WSI98SD136												0.2		0.28		0.22		0.27		0.55		0.41		0.19		0.26		0.057		0.12		0.41		0.56		0.39		0.57								0.022		0.078		0.066		0.18		0.059		0.11		0.1		0.15				0.11		0.1										0.094		0.21		0.14		0.25		0.053

		8.4		SD137		WR-WSI98SD137												0.09		0.13		0.33		0.41		0.28		0.21		0.13		0.18		0.061		0.13		0.59		0.79		0.22		0.32												0.03		0.083		0.025		0.046		0.047		0.071				0.033		0.031										0.057		0.13		0.039		0.068		0.022																										0.046		0.15		0.053		0.24		0.024		0.31						0.0079		0.001

		8.4		WR-PG-84		WLCDRD05PG084		0.79				0.43		0.12		0.23		0.047		0.067		0.27		0.33		0.24		0.18		0.097		0.14		0.062		0.14		0.49		0.67		0.19		0.27		0.009		0.02		0.02		0.004		0.014		0.013		0.036		0.011		0.02		0.019		0.028		0.02		0.013		0.013		0.0039		0.015						0.011		0.025		0.019		0.033		0.0088		0.027		0.044		0.11																								0.083		0.39		0.021		0.27		0.063		0.12		0.0093		0.0012

		8.5		08R001		LWG0108R001SDS015C00								0.07		0.14		0.05		0.071		0.33		0.4		0.32		0.24		0.15		0.21		0.094		0.21		0.47		0.64		0.26		0.38								0.1		0.35		0.18		0.49		0.097		0.18		0.31		0.46		0.21		0.39		0.37										0.25		0.56		0.39		0.69		0.15		0.041		0.055		0.13																				0.082		0.27		0.16		0.76										0.016		0.002

		8.5		BT025		LW2-GBT025		0.99				0.29		0.12		0.22		0.042		0.06		0.29		0.36		0.28		0.21		0.11		0.15		0.086		0.19		0.53		0.71		0.25		0.37		0.018		0.071		0.026		0.0083		0.029		0.028		0.075		0.018		0.033		0.042		0.063		0.016		0.022		0.021		0.0088		0.033		0.014		0.02		0.024		0.054		0.036		0.062		0.016				0.037		0.09				0.0027		0.025						0.002		0.0071		0.00058		0.0034		0.15		0.5		0.13		0.61		0.0061		0.081		0.085		0.17		0.015		0.002

		8.5		BT026		LW2-GBT026		3.5				1.3		0.2		0.39		0.14		0.2		0.58		0.72		0.74		0.56		0.39		0.55		0.12		0.26		0.81		1.1		0.66		0.96		0.027		0.11		0.077		0.028		0.098		0.16		0.44		0.12		0.23		0.22		0.34		0.18		0.15		0.14		0.019		0.069		0.02		0.028		0.13		0.29		0.22		0.39		0.096				0.33		0.79				0.00061		0.0057										0.00016		0.00095		0.039		0.13		0.026		0.12		0.0037		0.048		0.025		0.049		0.0037		0.00047

		8.5		C440		LW2-C440																																																																																																														0.068		0.22		0.12		0.53		0.029		0.38		0.097		0.19		0.013		0.0016

		8.5		C441-1		LW2-C441		1.1				0.31

		8.5		G388		LW2-G388								0.054		0.1		0.046		0.065		0.24		0.29		0.14		0.1		0.18		0.26		0.054		0.12		0.35		0.47		0.21		0.3		0.012		0.018		0.015		0.0069		0.024		0.021		0.057		0.017		0.032		0.029		0.044		0.027		0.017		0.017		0.0024		0.009						0.019		0.043		0.049		0.086		0.014		0.25		0.18		0.43

		8.5		G397		LW2-G397		2.6				0.94		0.18		0.35		0.11		0.16		0.37		0.45		0.65		0.49		0.28		0.39		0.11		0.23		0.55		0.75		0.58		0.84		0.04		0.12		0.2		0.057		0.2		0.1		0.29		0.09		0.17		0.16		0.23		0.19		0.13		0.12		0.03		0.11		0.041		0.059		0.11		0.25		0.18		0.32		0.083				0.61		1.5																0.066		0.39		0.091		0.3		0.061		0.28		0.051		0.68		0.036		0.071		0.013		0.0017

		8.5		G402		LW2-G402		2.9				1		0.28		0.55		0.11		0.16		0.4		0.49		1		0.79		0.53		0.74		0.12		0.25		0.62		0.83		0.71		1		0.037		0.22		0.13		0.051		0.18		0.16		0.44		0.12		0.23		0.19		0.28		0.28		0.21		0.2		0.034		0.13		0.025		0.036		0.14		0.31		0.25		0.43		0.11		0.57		1.1		2.6

		8.5		G424		LW2-G424								0.099		0.19		0.032		0.045		0.27		0.34		0.29		0.22		0.083		0.12		0.1		0.22		0.46		0.62		0.24		0.36		0.0095		0.012		0.014		0.0045		0.016		0.014		0.039		0.012		0.023		0.016		0.024		0.023		0.013		0.012		0.0026		0.0097						0.012		0.027		0.02		0.035		0.0088		0.034		0.033		0.08																				0.91		3		0.12		0.55		0.043		0.57						0.056		0.0071

		8.5		G440		LW2-G440								0.11		0.22		0.048		0.068		0.29		0.36		0.28		0.22		0.12		0.17		0.084		0.18		0.54		0.73		0.25		0.36		0.0085		0.027		0.023		0.004		0.014		0.011		0.031		0.009		0.017		0.013		0.02		0.013		0.01		0.0098		0.0035		0.013						0.01		0.023		0.016		0.029		0.007				0.052		0.13

		8.5		G441		LW2-G441								0.11		0.22		0.053		0.075		0.24		0.3		0.23		0.17		0.14		0.19		0.087		0.19		0.46		0.63		0.21		0.3		0.028		0.061		0.045		0.012		0.041		0.049		0.13		0.024		0.045		0.053		0.08		0.037		0.09		0.085		0.012		0.044		0.021		0.031		0.052		0.12		0.099		0.17		0.033				0.055		0.13												1.4		5						0.15		0.49		0.19		0.88		0.033		0.43		0.23		0.45		0.021		0.0027

		8.5		G445		LW2-G445		6.7				1.1		1		2		0.15		0.22		0.54		0.67		1.7		1.3		3.5		5		0.43		0.94		0.7		0.95		3		4.3		0.37		9.1		0.16		0.11		0.39		0.27		0.73		0.19		0.36		0.26		0.39		0.48		0.38		0.36		0.21		0.76		0.27		0.38		0.31		0.7		0.64		1.1		0.24				0.44		1.1				0.064		0.59						0.47		1.7						1.8		5.9		0.58		2.7		1.1		14		0.098		0.19		0.24		0.03

		8.5		G716		LW3-G716		0.91				0.41		0.092		0.18		0.05		0.071		0.26		0.32		0.27		0.2		0.095		0.13		0.06		0.13		0.5		0.68		0.25		0.36		0.0095		0.013		0.016		0.0039		0.013		0.01		0.029		0.0083		0.015		0.012		0.019		0.013		0.011		0.011		0.0034		0.013		0.012		0.017		0.01		0.023		0.017		0.03		0.0075		0.0062		0.014		0.034																				0.05		0.16		0.08		0.37		0.033		0.44		0.052		0.1		0.01		0.0013

		8.5		G717		LW3-G717		0.67				0.31		0.088		0.17		0.054		0.076		0.25		0.31		0.27		0.2		0.1		0.14		0.089		0.19		0.49		0.66		0.24		0.35		0.013		0.021		0.016		0.0043		0.015		0.011		0.031		0.009		0.017		0.013		0.02		0.015		0.015		0.014		0.005		0.019		0.013		0.019		0.015		0.033		0.021		0.037		0.0088				0.027		0.065																				0.043		0.14		0.061		0.28						0.057		0.11		0.0066		0.00085

		8.5		G718		LW3-G718		0.63				0.35		0.11		0.2		0.038		0.054		0.26		0.32		0.26		0.2		0.078		0.11		0.05		0.11		0.5		0.68		0.22		0.33		0.011		0.016		0.022		0.0053		0.018		0.012		0.034		0.01		0.019		0.016		0.024		0.015		0.016		0.015		0.0043		0.016		0.016		0.023		0.014		0.031		0.023		0.04		0.0096		0.014		0.024		0.058																				0.039		0.13		0.048		0.22						0.045		0.09		0.0054		0.0007

		8.5		GN05APG		GN-05-A-PG								0.25		0.48		0.095		0.13		0.51		0.63		0.58		0.44		0.49		0.69		0.072		0.16		0.44		0.59		0.61		0.89		0.06		0.27		0.061		0.021		0.073		0.045		0.12		0.032		0.06		0.055		0.082		0.056		0.067		0.064		0.062		0.23		0.016		0.022		0.1		0.23		0.099		0.17		0.038

		8.5		GN05APG2		GN-05-A-PG-2								0.17		0.33		0.086		0.12		0.31		0.38		0.51		0.38		0.43		0.6		0.08		0.17		0.42		0.57		0.5		0.73		0.049		0.16		0.07		0.037		0.13		0.1		0.29		0.076		0.14		0.1		0.15		0.1		0.12		0.11		0.035		0.13		0.027		0.038		0.13		0.29		0.17		0.3		0.066

		8.5		WR-PG-86		WLCDRD05PG086		0.97				0.53		0.13		0.25		0.047		0.066		0.27		0.33		0.24		0.18		0.1		0.15		0.07		0.15		0.48		0.65		0.18		0.27		0.0055		0.0082		0.0094		0.0018		0.0061		0.005		0.014		0.004		0.0074		0.0063		0.0094		0.0089		0.0067		0.0064		0.0019		0.0069						0.0053		0.012		0.0092		0.016		0.0038		0.029		0.044		0.11																								0.089		0.41		0.022		0.29		0.074		0.15		0.0093		0.0012

		8.6		08R041		LWG0108R041SDS015C00								0.073		0.14		0.048		0.068		0.31		0.38		0.29		0.22		0.18		0.25		0.094		0.21		0.51		0.69		0.23		0.33												0.04		0.11		0.021		0.038		0.057		0.086				0.039		0.037										0.027		0.062		0.047		0.081		0.024				0.19		0.47																				0.29		0.94		0.64		3										0.051		0.0065

		8.6		C447		LW2-C447																																																																																																														0.089		0.29		0.16		0.73		0.059		0.78		0.2		0.39		0.019		0.0025

		8.6		G396		LW2-G396								0.064		0.12		0.018		0.025		0.27		0.33		0.19		0.15		0.038		0.054		0.036		0.078		0.53		0.72		0.14		0.21		0.0034				0.0056		0.00073		0.0025		0.0012		0.0034		0.0015		0.0028		0.0031		0.0046				0.0049		0.0047										0.0042		0.0095		0.0057		0.0099		0.0018

		8.6		G408		LW2-G408		6.1				1.3		0.27		0.52		0.11		0.16		0.47		0.58		2.4		1.8		0.43		0.6		0.12		0.25		0.67		0.91		1		1.5		0.038		0.48		0.059		0.025		0.086		0.08		0.22		0.059		0.11		0.11		0.16		0.13		0.1		0.098		0.067		0.25		0.016		0.023		0.094		0.21		0.13		0.23		0.057		0.22		0.19		0.47												1.5		5.3						0.24		0.8		0.1		0.47		0.055		0.73		0.046		0.09		0.023		0.0029

		8.6		G429		LW2-G429								0.13		0.25		0.042		0.059		0.31		0.38		0.27		0.2		0.097		0.14		0.047		0.1		0.55		0.74		0.22		0.32		0.0055		0.0098		0.01		0.0022		0.0078		0.0062		0.017		0.0058		0.011		0.0065		0.0097		0.012		0.0063		0.0059		0.0017		0.0065						0.0054		0.012		0.0099		0.017		0.0044				0.046		0.11																				0.26		0.86		0.1		0.48		0.064		0.84		0.072		0.14		0.026		0.0034

		8.6		G435		LW2-G435								0.14		0.27		0.049		0.069		0.37		0.45		0.3		0.22		0.097		0.14		0.038		0.082		0.71		0.95		0.25		0.36		0.005		0.0062		0.011		0.001		0.0036		0.004		0.011		0.0034		0.0063		0.0033		0.005		0.0059		0.0033		0.0031		0.0013		0.0049		0.0071		0.01		0.0029		0.0066		0.0053		0.0093		0.0025		0.029		0.033		0.081				0.005		0.047						0.47		1.7						0.049		0.16		0.071		0.33		0.01		0.14		0.067		0.13		0.0075		0.00097

		8.6		G444		LW2-G444								0.12		0.24		0.059		0.084		0.29		0.36		0.29		0.22		0.19		0.26		0.092		0.2		0.51		0.68		0.26		0.37		0.017		0.039		0.031		0.0076		0.026		0.027		0.073		0.023		0.043		0.043		0.064		0.047		0.029		0.027		0.006		0.022						0.021		0.047		0.041		0.071		0.019		0.1		0.13		0.31				0.35		3.2														3.3		11		3.9		18		0.028		0.37		3.8		7.5		0.38		0.049

		8.6		G447		LW2-G447		0.99				0.34		0.34		0.66		0.054		0.076		0.29		0.36		0.38		0.29		0.23		0.32		0.082		0.18		0.52		0.7		0.35		0.51		0.009		0.019		0.023		0.0044		0.015		0.014		0.039		0.014		0.027		0.021		0.031		0.024		0.015		0.014		0.0032		0.012						0.011		0.025		0.024		0.041		0.011		0.095		0.11		0.26

		8.6		G719		LW3-G719		0.87				0.38		0.099		0.19		0.053		0.075		0.28		0.34		0.27		0.21		0.1		0.14		0.11		0.23		0.54		0.73		0.24		0.35		0.009		0.016		0.018		0.0043		0.015		0.011		0.031		0.0083		0.015		0.012		0.019		0.011		0.013		0.013		0.0034		0.013		0.014		0.021		0.012		0.027		0.022		0.038		0.0079																										0.03		0.099		0.048		0.22										0.0049		0.00063

		8.6		G720		LW3-G720		0.36				0.15		0.11		0.21		0.021		0.03		0.18		0.22		0.16		0.12		0.058		0.081		0.036		0.078		0.46		0.62		0.17		0.25		0.0075		0.02		0.011		0.0033		0.011		0.0076		0.021		0.0058		0.011		0.0093		0.014		0.0089		0.009		0.0085		0.003		0.011		0.01		0.015		0.011		0.025		0.014		0.025		0.0057		0.01		0.018		0.043				0.0023		0.021																		0.024		0.11		0.016		0.21		0.023		0.046		0.0035		0.00045

		8.6		G722		LW3-G722		0.77				0.45		0.1		0.2		0.039		0.055		0.25		0.31		0.26		0.2		0.086		0.12		0.053		0.12		0.47		0.64		0.24		0.35		0.012		0.017		0.02		0.0039		0.013		0.01		0.029		0.009		0.017		0.015		0.022		0.014		0.016		0.015		0.0047		0.017		0.014		0.02		0.013		0.029		0.024		0.041		0.0088		0.019		0.031		0.076																				0.039		0.13		0.073		0.34		0.012		0.16		0.051		0.1		0.0073		0.00094

		8.6		PSY10		PSYSEA98PSY10								0.45		0.88		0.12		0.17		0.35		0.43		1.3		0.95		0.39		0.55		0.14		0.31		0.58		0.78		1.5		2.2		0.94		3.1				0.088		0.3		0.17		0.46		0.12		0.23		0.25		0.37		0.16		0.31		0.3		0.53		2		0.26		0.38		0.48		1.1		0.35		0.61		0.19		0.15		0.22		0.54

		8.6		PSY47		PSYSEA98PSY47								0.15		0.29		0.04		0.057		0.34		0.42		0.31		0.24		0.12		0.17		0.085		0.19		0.61		0.83		0.22		0.32												0.029		0.078		0.022		0.041		0.026		0.039				0.031		0.03										0.021		0.049		0.047		0.081		0.018

		8.6		PSY48		PSYSEA98PSY48								0.091		0.18		0.04		0.057		0.31		0.38		0.23		0.18		0.1		0.14		0.047		0.1		0.53		0.72		0.19		0.27												0.031		0.086		0.025		0.046		0.033		0.05				0.035		0.034										0.031		0.07		0.049		0.085		0.02

		8.6		SD138		WR-WSI98SD138												0.08		0.11		0.34		0.42		0.38		0.29		0.12		0.16		0.057		0.12		0.62		0.83		0.24		0.36																0.014		0.026		0.019		0.029				0.015		0.014														0.021		0.037		0.011																										0.039		0.13		0.045		0.21		0.022		0.29						0.0068		0.00088

		8.6		SD139		WR-WSI98SD139												0.16		0.23		0.47		0.58		0.89		0.68		0.34		0.48		0.15		0.33		0.68		0.92		1		1.5								0.053		0.18		0.06		0.16		0.12		0.22		0.29		0.43				0.11		0.11		0.035		0.13		0.039		0.056		0.1		0.23		0.24		0.42		0.088

		8.6		WR-PG-88		WLCDRD05PG088		1.2				0.65		0.12		0.23		0.048		0.068		0.24		0.29		0.24		0.18		0.11		0.15		0.063		0.14		0.44		0.59		0.19		0.28				0.012		0.0094		0.0024		0.0082		0.0073		0.02		0.005		0.0093		0.011		0.016		0.0089		0.012		0.011		0.0022		0.0083						0.01		0.023		0.016		0.029		0.0057		0.041		0.053		0.13																												0.024		0.31		0.074		0.15		0.0049		0.00063

		8.7		08B032		LWG0108B032SDS015C00								0.067		0.13		0.014		0.02		0.2		0.25		0.16		0.12		0.08		0.11						0.43		0.58		0.16		0.23												0.012		0.034		0.011		0.02		0.014		0.021		0.014		0.011		0.011														0.022		0.038		0.01		0.02		0.04		0.097

		8.7		B023		LW2-B023								0.051		0.098		0.02		0.028		0.13		0.16		0.17		0.13		0.11		0.15		0.014		0.031		0.41		0.55		0.17		0.24		0.0036		0.0026		0.013		0.0015		0.0053		0.0036		0.0099		0.0043		0.0081		0.0047		0.007		0.01		0.0032		0.0031		0.00052		0.0019						0.0025		0.0056		0.0056		0.0097		0.0031				0.053		0.13				0.00091		0.0084														0.01		0.033		0.013		0.062		0.0084		0.11		0.014		0.027		0.0021		0.00027

		8.7		BT0271		LW2-GBT027-1		0.84		1.1		0.33		0.095		0.18		0.048		0.068		0.3		0.36		0.25		0.19		0.13		0.19		0.05		0.11		0.42		0.56		0.26		0.38		0.0095		0.022		0.029		0.004		0.014		0.021		0.057		0.021		0.04		0.022		0.034		0.03		0.014		0.014		0.0047		0.017						0.012		0.027		0.03		0.053		0.013		0.079		0.095		0.23				0.0015		0.014										0.0013		0.0076		0.079		0.26		0.052		0.24		0.013		0.18		0.032		0.063		0.0081		0.001

		8.7		BT0272		LW2-GBT027-2		0.86				0.42		0.1		0.19		0.051		0.072		0.3		0.37		0.25		0.19		0.12		0.17		0.059		0.13		0.44		0.6		0.26		0.38		0.021		0.026		0.015		0.0059		0.02		0.017		0.047		0.016		0.03		0.023		0.035		0.021		0.022		0.021		0.0061		0.023						0.021		0.047		0.033		0.057		0.013				0.033		0.079				0.001		0.0094						0.0021		0.0078		0.00036		0.0021		0.09		0.3		0.044		0.2		0.0062		0.082		0.028		0.055		0.0075		0.00096

		8.7		C448		LW2-C448																																																																																																														0.12		0.39		0.17		0.8		0.035		0.46		0.14		0.28		0.019		0.0025

		8.7		G415		LW2-G415		5.3				1.4		0.26		0.5		0.13		0.18		0.44		0.54		1.6		1.2		0.67		0.94		0.31		0.67		0.48		0.64		1		1.5		0.095		0.91		0.73		0.36		1.2		0.72		2		0.54		1		1.1		1.6		1.1		1.1		1		0.15		0.56		0.053		0.077		0.94		2.1		1.4		2.4		0.53		1.5		1.3		3.2																				0.36		1.2		0.2		0.94		0.22		2.9		0.17		0.34		0.053		0.0068

		8.7		G433-1		LW2-G433								0.11		0.21		0.043		0.061		0.35		0.44		0.28		0.21		0.13		0.19		0.077		0.17		0.59		0.79		0.26		0.38		0.015		0.06		0.016		0.0056		0.019		0.038		0.1		0.037		0.068		0.04		0.059		0.074		0.028		0.027		0.0082		0.031						0.028		0.064		0.041		0.072		0.023		0.029		0.056		0.14																				0.023		0.075		0.061		0.28		0.0032		0.042		0.03		0.06		0.0049		0.00063

		8.7		G433-2		LW2-G433-2								0.1		0.2		0.044		0.063		0.33		0.4		0.27		0.2		0.11		0.16		0.057		0.12		0.56		0.75		0.25		0.36		0.011		0.056		0.045		0.0071		0.024		0.046		0.12		0.043		0.079		0.047		0.071		0.1		0.037		0.035		0.0067		0.025		0.02		0.028		0.027		0.062		0.047		0.082		0.029		0.027		0.058		0.14																				0.043		0.14		0.063		0.29		0.006		0.079		0.042		0.083		0.0062		0.0008

		8.7		G448		LW2-G448		1.8				0.63		0.14		0.26		0.056		0.079		0.34		0.42		0.32		0.24		0.16		0.22		0.081		0.18		0.56		0.76		0.28		0.41		0.014		0.043		0.029		0.0076		0.026		0.018		0.049		0.009		0.017		0.022		0.034		0.013		0.023		0.022		0.0078		0.029						0.029		0.066		0.028		0.049		0.011		0.11		0.16		0.4

		8.7		G450-1		LW2-G450		1.7				0.65		0.14		0.26		0.068		0.096		0.34		0.42		0.31		0.23		0.19		0.26		0.075		0.16		0.56		0.76		0.3		0.43		0.029		0.079		0.039		0.014		0.049		0.035		0.096		0.022		0.041		0.049		0.073		0.05		0.043		0.04		0.016		0.06						0.041		0.093		0.057		0.098		0.024				0.19		0.47																				0.25		0.81		0.31		1.4		0.041		0.53		0.42		0.83		0.033		0.0043

		8.7		G450-2		LW2-G450-2		1.9				0.65		0.15		0.3		0.071		0.1		0.27		0.33		0.27		0.21		0.18		0.26		0.072		0.16		0.46		0.62		0.26		0.38		0.033		0.064		0.037		0.012		0.041		0.028		0.075		0.017		0.031		0.039		0.058		0.037		0.034		0.032		0.015		0.056		0.029		0.041		0.038		0.085		0.046		0.08		0.02				0.18		0.43																				0.091		0.3		0.2		0.91		0.084		1.1		0.29		0.57		0.024		0.0031

		8.7		G725		LW3-G725		0.95				0.53		0.15		0.3		0.043		0.06		0.3		0.37		0.29		0.22		0.089		0.12		0.058		0.13		0.53		0.72		0.25		0.37		0.012		0.019		0.02		0.0049		0.017		0.015		0.042		0.012		0.023		0.019		0.028		0.019		0.018		0.017		0.0041		0.015		0.014		0.021		0.016		0.037		0.028		0.049		0.011		0.019		0.05		0.12				0.0076		0.07														0.046		0.15		0.073		0.34						0.068		0.13		0.0075		0.00097

		8.7		GCRSP08W		LW3-GCRSP08W								0.1		0.19		0.067		0.094		0.19		0.23		0.22		0.17		0.32		0.45		0.12		0.25		0.33		0.45		0.35		0.51		0.07		0.11		0.068		0.025		0.086		0.082		0.22		0.061		0.11		0.12		0.17		0.11		0.13		0.12		0.026		0.097		0.037		0.054		0.085		0.19		0.14		0.24		0.061		0.14		0.25		0.61												0.068		0.25		0.069		0.4		0.3		0.98		0.3		1.4		0.078		1		0.25		0.49		0.04		0.0052

		8.7		PSY06		PSYSEA98PSY06								0.061		0.12						0.11		0.13		0.1		0.079		0.082		0.12						0.33		0.44		0.14		0.21												0.016		0.044		0.01		0.019		0.021		0.031				0.024		0.023										0.027		0.062		0.028		0.048		0.013

		8.7		PSY07		PSYSEA98PSY07								0.18		0.35		0.1		0.14		0.28		0.34		0.63		0.48		0.28		0.4		0.12		0.27		0.47		0.64		0.57		0.83				0.12				0.026		0.09		0.1		0.27		0.079		0.15		0.14		0.21		0.13		0.15		0.15		0.028		0.1		0.02		0.028		0.12		0.28		0.22		0.38		0.079		0.16		0.21		0.51

		8.7		SD140		WR-WSI98SD140												0.12		0.17		0.34		0.42		0.3		0.22		0.12		0.16		0.075		0.16		0.62		0.83		0.22		0.32												0.038		0.1		0.025		0.046		0.071		0.11				0.058		0.055										0.053		0.12		0.072		0.13		0.029

		8.7		SD142		WR-WSI98SD142												0.1		0.14		0.34		0.42		0.32		0.24		0.13		0.19		0.057		0.12		0.6		0.81		0.25		0.36				0.39				0.024		0.082		0.055		0.15		0.033		0.061		0.067		0.1				0.09		0.085		0.062		0.23						0.12		0.27		0.092		0.16		0.043

		8.8		B024		LW2-B024								0.24		0.47		0.11		0.15		0.24		0.3		0.41		0.31		0.57		0.8		0.095		0.21		0.4		0.54		0.59		0.86		0.007		0.013		0.017		0.0044		0.015		0.019		0.052		0.015		0.028		0.019		0.028		0.033		0.016		0.015		0.0021		0.0076						0.0085		0.019		0.026		0.046		0.011				0.12		0.3																				0.27		0.9		0.16		0.75		0.013		0.17		0.36		0.71		0.024		0.003

		8.8		BT028		LW2-GBT028		7.4				2		0.14		0.28		0.15		0.21		0.42		0.52		0.45		0.34		0.67		0.94		0.15		0.33		0.45		0.6		0.49		0.71		0.06		0.2		0.029		0.027		0.094		0.073		0.2		0.049		0.091		0.078		0.12		0.067		0.072		0.068		0.05		0.19						0.085		0.19		0.11		0.19		0.044		1.1		1.9		4.7				0.15		1.4		0.00013		0.00043		0.0087		0.031		0.0011		0.0067		1.3		4.1		1.6		7.4		0.049		0.65		1.5		3		0.15		0.02

		8.8		C449		LW2-C449																																																																																																														0.079		0.26		0.12		0.56		0.037		0.48		0.085		0.17		0.015		0.0019

		8.8		G405		LW2-G405		0.77				0.8		0.1		0.2		0.068		0.096		0.14		0.17		0.21		0.16		0.1		0.14		0.057		0.12		0.27		0.36		0.29		0.42		0.031		0.033		0.027		0.011		0.037		0.031		0.086		0.026		0.049		0.043		0.064		0.061		0.031		0.03										0.04		0.091		0.054		0.094		0.023		0.026		0.027		0.065

		8.8		G411		LW2-G411								0.061		0.12		0.024		0.034		0.14		0.18		0.17		0.13		0.099		0.14		0.028		0.062		0.4		0.54		0.17		0.25		0.0055		0.019		0.018		0.0054		0.019		0.014		0.039		0.015		0.028		0.019		0.028		0.031		0.018		0.017		0.0035		0.013						0.015		0.033		0.026		0.046		0.012		0.019		0.029		0.071												0.098		0.36						0.0096		0.032		0.0038		0.018		0.0061		0.081		0.015		0.03		0.0013		0.00017

		8.8		G443		LW2-G443								0.12		0.24		0.043		0.061		0.26		0.32		0.24		0.18		0.084		0.12		0.045		0.099		0.5		0.68		0.19		0.28		0.0065		0.01		0.015		0.0031		0.011		0.0073		0.02		0.0057		0.011		0.0085		0.013		0.0089		0.0067		0.0064		0.0021		0.0076						0.0079		0.018		0.012		0.021		0.0048																										0.015		0.05		0.03		0.14										0.0027		0.00034

		8.8		G449		LW2-G449								0.12		0.23		0.052		0.074		0.27		0.33		0.28		0.21		0.11		0.15		0.057		0.12		0.5		0.68		0.23		0.33		0.014				0.037		0.0053		0.018		0.011		0.031		0.009		0.017		0.011		0.016		0.014		0.012		0.011		0.0052		0.019						0.014		0.031		0.021		0.037		0.0083				0.041		0.1

		8.8		G452		LW2-G452								0.12		0.23		0.05		0.071		0.24		0.3		0.28		0.21		0.1		0.14		0.058		0.13		0.49		0.67		0.21		0.31		0.011		0.015		0.025		0.005		0.017		0.011		0.031		0.0083		0.015		0.014		0.021		0.013		0.01		0.0098		0.0034		0.013						0.011		0.025		0.019		0.033		0.0075				0.028		0.069

		8.8		G453		LW2-G453		93		8.2		15		0.22		0.43		1.1		1.5		1.3		1.6		0.81		0.61		7.5		10		1.9		4.1		0.45		0.61		1.2		1.8		1.8		2.5				0.2		0.69		0.16		0.44		0.1		0.19		0.16		0.23		0.2		0.24		0.23		0.97		3.6		0.18		0.26		1.7		3.9		0.45		0.78		0.25				46		110				5.8		53														49		160		81		370		0.46		6.1		38		74		6.9		0.88

		8.8		G455		LW2-G455		3.9		0.88		1		0.28		0.55		0.19		0.27		0.34		0.42		0.49		0.37		2.9		4		0.14		0.31		0.49		0.67		0.76		1.1		0.06		0.16		0.032		0.021		0.073		0.05		0.14		0.037		0.068		0.042		0.063		0.089		0.067		0.064		0.041		0.15						0.079		0.18		0.099		0.17		0.038				1.4		3.4				0.049		0.45														0.64		2.1		0.66		3.1		0.038		0.5		0.68		1.3		0.072		0.0092

		8.8		G456		LW2-G456								0.69		1.3		0.068		0.096		0.39		0.48		2.4		1.8		0.52		0.72		0.063		0.14		0.64		0.87		1		1.5		0.29		1.5		0.078		0.21		0.73		0.37		1		0.28		0.52		0.32		0.48		0.53		0.49		0.47		0.22		0.83		0.062		0.09		0.78		1.8		0.54		0.94		0.26		0.2		0.31		0.76																				0.38		1.3		0.32		1.5		0.12		1.5		0.52		1		0.049		0.0063

		8.8		G727		LW3-G727		0.62				0.34		0.14		0.26		0.033		0.046		0.27		0.33		0.24		0.18		0.073		0.1		0.043		0.095		0.5		0.67		0.21		0.3		0.0095		0.017		0.016		0.0045		0.016		0.013		0.036		0.0097		0.018		0.016		0.024		0.013		0.017		0.016		0.0034		0.013		0.012		0.017		0.014		0.031		0.025		0.043		0.0092		0.023		0.036		0.087																				0.064		0.21		0.048		0.22		0.024		0.31		0.08		0.16		0.0084		0.0011

		8.8		M0201		WLCOFJ02M0201		0.65						0.12		0.24		0.02		0.028		0.13		0.17		0.18		0.14		0.095		0.13						0.23		0.31		0.37		0.54				0.18								0.025		0.067						0.037		0.056				0.046		0.043										0.05		0.11		0.082		0.14		0.025										0.36		3.3

		8.8		M0202		WLCOFJ02M0202		0.4						0.13		0.24		0.0089		0.012		0.24		0.29		0.15		0.11		0.068		0.096						0.34		0.46		0.2		0.28												0.017		0.046						0.04		0.06				0.046		0.043		0.039		0.14						0.048		0.11		0.091		0.16		0.027

		8.8		M0203		WLCOFJ02M0203		0.16						0.081		0.16						0.13		0.16		0.13		0.096		0.072		0.1		0.035		0.077		0.37		0.49		0.18		0.26		0.44		1.3		0.15		0.051		0.18		0.075		0.2		0.028		0.052		0.078		0.12				0.42		0.39		0.15		0.56		0.059		0.085		0.77		1.7		0.48		0.83		0.14														0.0065		0.021										0.15		0.51														0.012		0.0016

		8.8		M02031		WLCOFJ02M02031		0.19						0.088		0.17						0.13		0.16		0.14		0.11		0.073		0.1		0.025		0.054		0.32		0.44		0.17		0.25		0.027		0.67		0.11		0.066		0.23		0.056		0.15		0.022		0.041		0.065		0.097				0.29		0.27		0.1		0.38		0.01		0.015		0.55		1.2		0.35		0.6		0.1

		8.8		M0204		WLCOFJ02M0204		0.073						0.085		0.16						0.34		0.42		0.24		0.18		0.062		0.086		0.034		0.075		0.53		0.72		0.13		0.19																				0.0024		0.0036				0.0017		0.0016														0.0035		0.006		0.0012

		8.8		M0205		WLCOFJ02M0205		0.043						0.089		0.17						0.35		0.43		0.23		0.17		0.048		0.067		0.033		0.073		0.55		0.74		0.13		0.18																										0.0014		0.0014														0.0023		0.004		0.00096

		8.8		PP011801		WLCOFH021801		0.46						0.17		0.33		0.013		0.018		0.2		0.24		0.28		0.21		0.47		0.66						0.34		0.45		0.43		0.63								0.019		0.064		0.07		0.19		0.041		0.076		0.04		0.06				0.07		0.066		0.017		0.063		0.016		0.023		0.06		0.14		0.084		0.15		0.035		0.055		0.11		0.26																				0.35		1.2		0.51		2.4						0.79		1.6		0.051		0.0065

		8.8		PP011802		WLCOFH021802		0.18						0.17		0.34		0.092		0.13		0.31		0.38		0.38		0.28		0.7		0.99		0.18		0.39		0.41		0.55		0.44		0.64		0.17		0.27		0.18		0.036		0.12																0.11		0.1		0.074		0.27		0.06		0.086		0.019		0.043		0.17		0.29		0.032		0.34		0.42		1																				1.6		5.4		2.1		9.8						3.5		7		0.19		0.025

		8.8		PP011803		WLCOFH021803		1.1						0.18		0.35		0.11		0.16		0.35		0.43		0.4		0.3		1.2		1.7		0.18		0.38		0.42		0.57		0.58		0.84		0.065		0.18		0.076		0.025		0.087		0.079		0.22		0.099		0.18		0.082		0.12				0.076		0.072						0.019		0.027		0.073		0.17		0.11		0.19		0.043		0.18		0.36		0.87																				0.86		2.8		1.1		5.3						2		4		0.11		0.014

		8.8		PP011805		WLCOFH021805		4.1						0.16		0.32		0.13		0.18		0.4		0.5		0.44		0.34		0.62		0.87		0.19		0.42		0.41		0.56		0.56		0.81		0.62		0.74		0.4		0.11		0.38		0.25		0.69		0.34		0.64		0.27		0.41				0.21		0.2		0.23		0.85		0.12		0.17		0.23		0.53		0.35		0.61		0.17		0.24		0.37		0.89																				1.5		4.9		2.3		11						2.4		4.7		0.21		0.027

		8.8		PP011806		WLCOFH021806		2.1						0.3		0.57		0.18		0.25		0.64		0.79		0.66		0.5		1.6		2.3		0.3		0.65		0.41		0.55		0.59		0.85		0.73		2.1				0.2		0.69		0.39		1.1		0.18		0.32		0.32		0.49				0.33		0.31						0.24		0.34		0.59		1.3		0.52		0.9		0.19		0.47		0.96		2.3																				2.8		9.3		4.1		19						3.1		6.2		0.37		0.047

		8.8		PP011807		WLCOFH021807		2.9						0.22		0.44		0.13		0.19		0.21		0.26		0.53		0.4		0.76		1.1		0.23		0.5		0.37		0.5		0.53		0.78		1		0.51		0.13		0.044		0.15																0.12		0.11						0.079		0.11		0.14		0.33		0.16		0.28		0.048		0.33		0.72		1.8																				3.6		12		2.5		12						3.5		6.8		0.32		0.041

		8.8		PP011808		WLCOFH021808		1.8						0.17		0.33		0.14		0.2		0.29		0.36		0.51		0.38		1.2		1.6		0.32		0.69		0.38		0.51		0.56		0.82		0.062		0.15		0.096		0.017		0.058		0.066		0.18												0.064		0.061										0.051		0.11		0.095		0.17		0.027		0.24		0.53		1.3																				0.46		1.5		0.97		4.5						1.3		2.6		0.08		0.01

		8.8		PP011809		WLCOFH021809		2.2						0.17		0.33		0.15		0.22		0.29		0.36		0.51		0.38		1.3		1.8		0.43		0.93		0.35		0.47		0.59		0.86		0.13		0.28		0.13		0.021		0.071		0.057		0.16						0.064		0.097				0.045		0.043		0.07		0.26		0.03		0.044		0.051		0.11		0.092		0.16		0.026		0.11		0.25		0.62																				2.1		6.8		2.6		12						2.4		4.7		0.25		0.032

		8.8		PP011810		WLCOFH021810		0.81						0.13		0.26		0.015		0.022		0.32		0.4		0.32		0.24		0.53		0.74		0.12		0.26		0.49		0.66		0.26		0.38																										0.017		0.016						0.023		0.032		0.039		0.089		0.036		0.062		0.0088		0.072		0.15		0.37																				0.64		2.1		2.2		10						1.2		2.3		0.16		0.02

		8.8		PSY49		PSYSEA98PSY49								0.12		0.24		0.04		0.057		0.28		0.34		0.24		0.19		0.11		0.16		0.51		1.1		0.53		0.72		0.19		0.28												0.028		0.075						0.028		0.042				0.029		0.028										0.022		0.05		0.042		0.073		0.016																														0.096		0.44										0.0087		0.0011

		8.8		PSY50		PSYSEA98PSY50								0.12		0.24		0.02		0.028		0.26		0.32		0.22		0.17		0.11		0.15		0.047		0.1		0.53		0.72		0.19		0.27												0.013		0.036		0.011		0.02		0.016		0.024				0.012		0.011										0.012		0.027		0.02		0.035		0.0096

		8.8		SD141		WR-WSI98SD141												0.16		0.23		0.39		0.48		0.64		0.49		0.28		0.39		0.14		0.31		0.65		0.88		0.61		0.89								0.028		0.098		0.088		0.24		0.075		0.14		0.12		0.19				0.11		0.1		0.037		0.14		0.055		0.079		0.098		0.22		0.19		0.33		0.066		0.091		0.13		0.33																				1.8		5.9		0.054		0.25		0.86		11						0.19		0.025

		8.8		SD143		WR-WSI98SD143												0.1		0.14		0.29		0.36		0.23		0.17		0.22		0.31		0.038		0.082		0.48		0.64		0.24		0.35		0.18		0.22								0.036		0.099		0.038		0.07		0.053		0.079				0.049		0.047		0.05		0.19						0.094		0.21		0.072		0.13		0.034

		8.8		SD144		WR-WSI98SD144												0.1		0.14		0.35		0.44		0.32		0.25		0.16		0.22		0.057		0.12		0.62		0.83		0.26		0.38												0.036		0.099		0.028		0.052		0.053		0.079				0.049		0.047										0.05		0.11		0.058		0.1		0.028

		8.8		SD146		WR-WSI98SD146												0.08		0.11		0.34		0.42		0.29		0.22		0.11		0.15		0.047		0.1		0.62		0.83		0.22		0.32												0.021		0.057		0.016		0.029		0.029		0.044				0.025		0.023										0.027		0.062		0.033		0.057		0.015

		8.9		C421		LW2-C421																																																																																														0.068		0.63		0.0036		0.012										0.12		0.39		0.08		0.37		0.4		5.2		0.4		0.79		0.054		0.007

		8.9		DM-16		PSYD&M97DM16								0.22		0.42		0.31		0.43		0.36		0.44		0.82		0.62		0.42		0.59		0.24		0.52		0.61		0.83		0.86		1.3				0.28		0.15		0.048		0.17		0.16		0.44		0.13		0.25		0.21		0.31		0.34		0.19		0.18		0.053		0.2		0.06		0.086		0.17		0.38		0.31		0.53		0.11				0.19		0.47

		8.9		DM-G		WRD&M98DMG								0.11		0.21		0.28		0.39		0.25		0.31		0.21		0.16		0.1		0.15		0.29		0.63		0.4		0.54		0.18		0.26												0.011		0.029		0.0094		0.018		0.015		0.023				0.01		0.0098										0.012		0.027		0.02		0.034		0.0083		0.15		0.16		0.4

		8.9		G416		LW2-G416		3.4				0.94		0.23		0.44		0.13		0.18		0.38		0.47		0.63		0.48		0.42		0.59		0.17		0.37		0.59		0.79		0.66		0.96		0.065		0.07		0.18		0.049		0.17		0.3		0.83		0.13		0.24		0.54		0.81		0.17		0.58		0.55		0.013		0.049		0.036		0.051		0.081		0.18		0.92		1.6		0.22		0.4		0.52		1.3												1.4		5.2						0.22		0.71		0.15		0.69		0.0081		0.11		0.034		0.068		0.02		0.0025

		8.9		G421		LW2-G421								0.42		0.81		0.14		0.19		0.36		0.45		0.86		0.65		0.49		0.69		0.26		0.56		0.54		0.73		0.74		1.1		0.07		0.52		0.63		0.22		0.78		0.34		0.94		0.27		0.5		0.53		0.8		0.65		0.49		0.47		0.086		0.32		0.05		0.072		0.27		0.62		0.72		1.3		0.28		1		0.86		2.1

		8.9		G438		LW2-G438								0.085		0.17		0.038		0.054		0.18		0.23		0.16		0.12		0.12		0.17		0.15		0.33		0.52		0.7		0.22		0.32		0.07		0.15		0.086		0.026		0.09		0.031		0.086		0.032		0.059		0.031		0.046		0.037		0.049		0.047		0.017		0.063		0.082		0.12		0.078		0.18		0.092		0.16		0.031		0.046		0.047		0.11				0.0071		0.066						0.41		1.5						0.088		0.29		0.034		0.16		0.01		0.13		0.068		0.13		0.0073		0.00094

		8.9		G457		LW2-G457								0.21		0.41		0.058		0.082		0.32		0.39		1.3		0.95		0.2		0.28		0.08		0.17		0.62		0.83		0.48		0.7		0.07		0.33		0.066		0.059		0.2		0.2		0.55		0.13		0.24		0.25		0.37		0.24		0.23		0.22		0.052		0.19		0.032		0.046		0.21		0.47		0.26		0.45		0.12		0.17		0.22		0.54				0.015		0.14														0.14		0.47		0.22		1		0.039		0.51		0.18		0.36		0.023		0.003

		8.9		G458		LW2-G458								0.11		0.22		0.05		0.071		0.26		0.32		0.27		0.21		0.11		0.15		0.08		0.17		0.48		0.65		0.23		0.34		0.019		0.03		0.038		0.008		0.028		0.024		0.065		0.022		0.041		0.024		0.036		0.035		0.03		0.029		0.0065		0.024		0.025		0.036		0.026		0.06		0.046		0.08		0.018				0.046		0.11																				0.04		0.13		0.046		0.21						0.042		0.083		0.0048		0.00062

		8.9		G460		LW2-G460								0.13		0.25		0.048		0.068		0.27		0.33		0.26		0.2		0.1		0.14		0.054		0.12		0.47		0.63		0.22		0.32		0.012				0.03		0.0051		0.018		0.0093		0.025		0.0083		0.015		0.012		0.019		0.013		0.0085		0.0081		0.0034		0.013						0.0085		0.019		0.015		0.026		0.0066				0.028		0.069

		8.9		G729		LW3-G729		0.54				0.31		0.14		0.27		0.034		0.047		0.25		0.31		0.27		0.21		0.094		0.13		0.066		0.14		0.48		0.65		0.22		0.32		0.0049		0.021		0.01		0.0084		0.029		0.012		0.034		0.0083		0.015		0.012		0.019		0.011		0.017		0.016		0.0045		0.017		0.0061		0.0087		0.02		0.045		0.021		0.037		0.0083										0.0049		0.045														0.054		0.18		0.042		0.19						0.068		0.13		0.0056		0.00072

		8.9		PSY05		PSYSEA98PSY05								0.18		0.35		0.1		0.14		0.28		0.34		0.71		0.54		0.26		0.37		0.12		0.27		0.51		0.69		0.55		0.81		0.075		0.26				0.03		0.1		0.11		0.29		0.086		0.16		0.16		0.23		0.096		0.15		0.14		0.045		0.17		0.027		0.038		0.14		0.31		0.22		0.38		0.083		0.071		0.11		0.26

		8.9		SD145		WR-WSI98SD145												0.08		0.11		0.3		0.37		0.26		0.19		0.11		0.15		0.057		0.12		0.58		0.78		0.22		0.32												0.023		0.062		0.026		0.049		0.03		0.045				0.014		0.013														0.031		0.054		0.018

		8.9		SD147		WR-WSI98SD147												0.1		0.14		0.33		0.41		0.3		0.23		0.12		0.16		0.057		0.12		0.64		0.86		0.22		0.32												0.021		0.057		0.019		0.035		0.029		0.043				0.026		0.024										0.021		0.049		0.036		0.062		0.016

		8.9		WR-PG-90		WLCDRD05PG090		1.2				0.59		0.12		0.24		0.043		0.06		0.24		0.3		0.25		0.19		0.095		0.13		0.061		0.13		0.44		0.6		0.18		0.26		0.01		0.022		0.02		0.0047		0.016		0.012		0.034		0.0097		0.018		0.016		0.024		0.019		0.017		0.016		0.0043		0.016		0.018		0.026		0.016		0.037		0.023		0.04		0.0096		0.025		0.04		0.097																				0.032		0.1		0.058		0.27		0.022		0.29		0.085		0.17		0.0072		0.00092

		9		09B028		LWG0109B028SDS015C00								0.039		0.076		0.006		0.0085		0.19		0.23		0.13		0.096		0.094		0.13						0.53		0.72		0.17		0.25												0.005		0.014		0.0032		0.0059		0.0059		0.0088																				0.013		0.023		0.0061				0.022		0.054

		9		BT029		LW2-GBT029		0.91				0.37		0.099		0.19		0.063		0.089		0.3		0.37		0.24		0.18		0.14		0.19		0.087		0.19		0.42		0.57		0.31		0.45		0.014		0.019		0.027		0.0054		0.019		0.019		0.052		0.018		0.033		0.025		0.037		0.026		0.021		0.02		0.0054		0.02		0.011		0.016		0.02		0.045		0.038		0.065		0.014				0.087		0.21				0.0019		0.018		0.000048		0.00016		0.0071		0.026		0.00034		0.002		0.084		0.27		0.05		0.23		0.0043		0.057		0.12		0.24		0.0073		0.00094

		9		C426		LW2-C426																																								0.008		0.054		0.03		0.0076		0.026		0.03		0.083		0.026		0.047		0.046		0.068		0.039		0.038		0.036		0.008		0.03						0.026		0.06		0.064		0.11		0.022

		9		C461		LW2-C461		1.8				0.66

		9		G417		LW2-G417								0.078		0.15		0.053		0.075		0.18		0.23		0.15		0.12		0.11		0.15		0.17		0.38		0.25		0.34		0.22		0.33		0.021		0.028		0.02		0.005		0.017		0.01		0.029		0.0083		0.015		0.012		0.017		0.017		0.012		0.011		0.0035		0.013		0.036		0.051		0.011		0.025		0.021		0.037		0.0088				0.21		0.51																				0.14		0.45		0.021		0.098		0.007		0.092		0.33		0.66		0.0086		0.0011

		9		G426		LW2-G426		5.4				1.3		0.2		0.38		0.16		0.23		0.32		0.39		0.86		0.65		0.43		0.6		0.21		0.45		0.48		0.64		0.92		1.3		0.1		0.92		1.2		0.38		1.3		0.88		2.4		0.52		0.96		1.5		2.2		0.89		2.2		2.1		0.26		0.97		0.073		0.1		0.84		1.9		2.2		3.9		0.75		0.3		0.44		1.1												0.96		3.5						0.15		0.49		0.12		0.57		0.017		0.22						0.016		0.002

		9		G442		LW2-G442								0.11		0.22		0.044		0.061		0.28		0.35		0.27		0.2		0.12		0.17		0.066		0.14		0.59		0.79		0.22		0.33		0.0075		0.022		0.025		0.005		0.017		0.019		0.052		0.021		0.038		0.022		0.032		0.032		0.016		0.015		0.0032		0.012		0.012		0.017		0.014		0.031		0.028		0.049		0.013		0.073		0.075		0.18				0.0042		0.039														0.039		0.13		0.04		0.18		0.016		0.21		0.063		0.12		0.0058		0.00074

		9		G461		LW2-G461								0.13		0.25		0.054		0.076		0.3		0.37		0.32		0.24		0.15		0.21		0.076		0.17		0.48		0.65		0.28		0.4		0.012		0.016		0.017		0.004		0.014		0.015		0.042		0.01		0.019		0.023		0.035		0.022		0.018		0.017		0.0035		0.013						0.013		0.029		0.026		0.045		0.011		0.11		0.13		0.32				0.0088		0.081														0.079		0.26		0.17		0.8		0.012		0.16		0.11		0.22		0.015		0.0019

		9		G462		LW2-G462								0.15		0.28		0.052		0.074		0.34		0.42		0.27		0.21		0.11		0.15		0.053		0.12		0.59		0.79		0.24		0.34		0.013		0.02		0.033		0.0064		0.022		0.012		0.034		0.009		0.017		0.018		0.027		0.015		0.014		0.013		0.005		0.019						0.015		0.033		0.022		0.039		0.0092		0.044		0.062		0.15

		9		G467		LW2-G467								0.3		0.58		0.19		0.27		0.51		0.62		1.7		1.3		1.1		1.5		0.11		0.23		0.86		1.2		0.75		1.1		0.32		5.3		0.5		1.1		3.6		1.5		4.2		0.54		1		1.2		1.7		0.81		2.7		2.6		1.8		6.7		0.03		0.043		4.8		11		3.2		5.5		1.1		1.8		1.9		4.7												0.62		2.2						1.4		4.6		0.24		1.1		0.14		1.8		0.23		0.46		0.098		0.013

		9		PSY04		PSYSEA98PSY04								0.21		0.41		0.12		0.17		0.31		0.38		0.61		0.46		0.33		0.46		0.15		0.33		0.51		0.69		0.61		0.89				0.12				0.027		0.094		0.098		0.27		0.092		0.17		0.13		0.2		0.21		0.2		0.19		0.024		0.09		0.025		0.036		0.087		0.2		0.31		0.55		0.092		0.21		0.21		0.51

		9		SD149		WR-WSI98SD149												0.12		0.17		0.37		0.46		0.4		0.3		0.3		0.43		0.094		0.21		0.7		0.94		0.34		0.49								0.027		0.094		0.08		0.22		0.043		0.081		0.13		0.2		0.14		0.14		0.14		0.035		0.13						0.15		0.35		0.16		0.27		0.066

		9		WR-PG-92		WLCDRD05PG092		1.2				0.62		0.13		0.24		0.046		0.065		0.26		0.33		0.24		0.18		0.098		0.14		0.057		0.12		0.48		0.64		0.18		0.26		0.0075		0.016		0.02		0.0057		0.02		0.0091		0.025		0.0076		0.014		0.012		0.017		0.013		0.012		0.011		0.0039		0.015						0.012		0.027		0.016		0.029		0.007		0.024		0.04		0.097																				0.035		0.12		0.061		0.28		0.022		0.29		0.097		0.19		0.0075		0.00097

		9.1		09R001		LWG0109R001SDS015C10								0.26		0.5		0.047		0.067		0.18		0.23		0.46		0.35		0.33		0.47		0.15		0.33		0.34		0.46		0.36		0.52		0.55		1.1		2.3		0.51		1.8		0.62		1.7		0.37		0.69		0.58		0.87		1.1		0.9		0.85		0.56		2.1		0.41		0.59		1.3		2.9		0.92		1.6		0.43

		9.1		09R001		LWG0109R001SDS015C20								0.27		0.52		0.078		0.11		0.17		0.21		0.61		0.46		0.3		0.43		0.14		0.31		0.35		0.47		0.42		0.61						0.23		0.051		0.18		0.12		0.34		0.12		0.22		0.16		0.24				0.19		0.18		0.041		0.15		0.046		0.066		0.16		0.37		0.27		0.47		0.096				0.067		0.16

		9.1		09R001		LWG0109R001SDS015C30								0.22		0.42		0.13		0.18		0.29		0.36		0.69		0.52		0.4		0.56		0.36		0.79		0.48		0.65		0.66		0.96						1		0.22		0.76		0.96		2.6		0.72		1.3		0.95		1.4		0.94		0.92		0.87		0.16		0.59						0.58		1.3		1.1		2		0.53		0.18		0.24		0.58

		9.1		B020		LW2-B020								0.054		0.1		0.023		0.033		0.15		0.18		0.097		0.074		0.07		0.098		0.043		0.095		0.44		0.59		0.16		0.24		0.011		0.024		0.015		0.0036		0.012		0.012		0.034		0.01		0.019		0.01		0.015		0.016		0.013		0.012		0.0034		0.013		0.013		0.019		0.013		0.029		0.018		0.032		0.0079				0.055		0.13																				0.039		0.13		0.017		0.078		0.012		0.16		0.012		0.024		0.0041		0.00053

		9.1		C430		LW2-C430								0.13		0.25		0.09		0.13		0.3		0.37		0.48		0.36		0.3		0.42						0.51		0.69		0.47		0.68		0.021		0.13		0.055		0.022		0.078		0.082		0.22		0.076		0.14		0.11		0.16		0.15		0.099		0.093		0.017		0.062		0.023		0.033		0.084		0.19		0.16		0.27		0.061		0.19		0.21		0.51

		9.1		G425		LW2-G425		0.61				0.18		0.061		0.12		0.038		0.054		0.14		0.17		0.13		0.097		0.099		0.14		0.05		0.11		0.35		0.47		0.28		0.4		0.029		0.027		0.016		0.0039		0.013		0.012		0.034		0.01		0.019		0.014		0.021		0.021		0.023		0.022		0.0073		0.027						0.019		0.043		0.034		0.059		0.011		0.026		0.028		0.068																				0.013		0.043		0.0051		0.024		0.003		0.039		0.08		0.16		0.0012		0.00016

		9.1		G430		LW2-G430		0.21				0.073		0.1		0.2		0.027		0.038		0.12		0.14		0.14		0.11		0.066		0.093		0.032		0.07		0.22		0.29		0.19		0.28		0.0049		0.07		0.019		0.057		0.2		0.081		0.22		0.066		0.12		0.078		0.12		0.12		0.09		0.085		0.014		0.053						0.085		0.19		0.13		0.23		0.053		0.007		0.01		0.025																				0.0059		0.02														0.00045		0.000058

		9.1		G446		LW2-G446								0.1		0.19		0.027		0.037		0.18		0.23		0.14		0.11		0.16		0.22		0.028		0.062		0.45		0.6		0.19		0.28		0.075		0.045		0.016		0.006		0.021		0.014		0.039		0.011		0.02		0.013		0.02		0.02		0.01		0.0098		0.0076		0.028		0.011		0.016		0.021		0.047		0.017		0.03		0.0092		0.28		0.3		0.73																				0.07		0.23		0.023		0.11		0.035		0.46						0.0086		0.0011

		9.1		G464		LW2-G464								0.15		0.28		0.049		0.069		0.34		0.42		0.27		0.2		0.094		0.13		0.058		0.13		0.61		0.82		0.22		0.33		0.011				0.03		0.0062		0.021		0.014		0.039		0.0097		0.018		0.017		0.026		0.015		0.013		0.013		0.0045		0.017						0.012		0.027		0.022		0.038		0.0088				0.03		0.072

		9.1		G468		LW2-G468								0.13		0.25		0.048		0.068		0.33		0.4		0.32		0.24		0.14		0.19		0.061		0.13		0.57		0.77		0.28		0.41		0.055		0.073		0.11		0.024		0.082		0.05		0.14		0.034		0.063		0.085		0.13		0.073		0.058		0.055		0.021		0.076		0.048		0.069		0.051		0.12		0.072		0.13		0.036				0.078		0.19				0.0067		0.062														0.058		0.19		0.11		0.51		0.019		0.25		0.098		0.19		0.011		0.0014

		9.1		G469		LW2-G469								0.13		0.26		0.048		0.068		0.29		0.35		0.25		0.19		0.099		0.14		0.051		0.11		0.53		0.71		0.21		0.31		0.0085		0.01		0.0086		0.0019		0.0065		0.0069		0.019		0.0044		0.0082		0.0085		0.013		0.0096		0.0072		0.0068		0.0026		0.0097						0.0061		0.014		0.0092		0.016		0.0043				0.033		0.079																				0.033		0.11		0.038		0.17		0.016		0.21		0.027		0.053		0.0054		0.0007

		9.1		G473		LW2-G473		1.3				0.5		0.18		0.36		0.24		0.34		0.5		0.62		0.72		0.54		1.4		1.9		0.38		0.84		0.73		0.99		0.97		1.4		0.065		0.22		0.17		0.064		0.22		0.17		0.47		0.17		0.31		0.26		0.38		0.39		0.2		0.19		0.037		0.14		0.032		0.046		0.14		0.31		0.27		0.47		0.12				2.4		5.8																				1.8		6		0.44		2		0.17		2.2		0.71		1.4		0.13		0.017

		9.1		G730		LW3-G730		0.12				0.049		0.076		0.15		0.011		0.016		0.12		0.15		0.1		0.079		0.028		0.04		0.017		0.037		0.31		0.42		0.13		0.19		0.0026		0.0031		0.0034						0.0016		0.0044		0.0009		0.0017		0.0017		0.0026				0.002		0.0019						0.0036		0.0051		0.002		0.0045		0.0034		0.0058		0.0012										0.0016		0.015														0.0068		0.022		0.0073		0.034		0.015		0.2		0.0091		0.018		0.0024		0.00031

		9.1		G731		LW3-G731		3.5				0.69		0.12		0.23		0.03		0.042		0.14		0.18		0.14		0.11		0.13		0.18		0.086		0.19		0.36		0.49		0.21		0.31		0.01		0.012		0.016		0.0085		0.029		0.014		0.039		0.012		0.022		0.015		0.022		0.019		0.012		0.011		0.0026		0.0097		0.0087		0.013		0.013		0.029		0.026		0.045		0.0092		0.05		0.071		0.17																				0.026		0.087		0.045		0.21		0.057		0.75						0.01		0.0013

		9.1		G7321		LW3-G732-1		0.61				0.34		0.13		0.25		0.034		0.048		0.24		0.3		0.24		0.18		0.077		0.11		0.051		0.11		0.48		0.64		0.22		0.32		0.01		0.02		0.017		0.0049		0.017		0.013		0.036		0.009		0.017		0.015		0.022		0.015		0.013		0.013		0.0039		0.015		0.014		0.02		0.015		0.033		0.021		0.037		0.0088										0.0042		0.039														0.05		0.16		0.045		0.21						0.051		0.1		0.0054		0.0007

		9.1		G7322		LW3-G732-2		0.58				0.33		0.13		0.25		0.032		0.045		0.24		0.29		0.23		0.17		0.071		0.099		0.046		0.1		0.46		0.62		0.22		0.31		0.009		0.028		0.016		0.0039		0.013		0.0095		0.026		0.0076		0.014		0.011		0.016		0.011		0.011		0.011		0.0049		0.018		0.011		0.015		0.013		0.029		0.016		0.029		0.007										0.0045		0.042														0.046		0.15		0.042		0.19						0.048		0.094		0.0051		0.00065

		9.1		M0301		WLCOFJ02M0301		25						0.23		0.45		9.3		13		0.9		1.1		1.6		1.2		7.3		10		0.73		1.6		1.3		1.7		6.2		9		1.5				3.9																				0.78		0.74						0.4		0.57						1.5		2.6		0.42																										2.6		8.4						1.3		17		11		21		0.33		0.043

		9.1		M0302		WLCOFJ02M0302		0.11						0.067		0.13						0.15		0.18		0.14		0.11		0.11		0.16		0.021		0.046		0.39		0.53		0.17		0.25		0.014		0.16		0.022		0.004		0.014		0.013		0.036		0.009		0.017		0.013		0.019				0.012		0.012		0.015		0.055		0.0038		0.0054		0.015		0.033		0.019		0.032		0.0085

		9.1		M0303		WLCOFJ02M0303		0.92						0.12		0.24		0.018		0.025		0.2		0.25		0.48		0.37		0.25		0.35		0.038		0.082		0.37		0.49		0.51		0.75						0.22		0.051		0.18		0.085		0.23		0.059		0.11		0.067		0.1				0.1		0.094		0.041		0.15						0.091		0.21		0.15		0.26		0.048

		9.1		M0304		WLCOFJ02M0304		0.91						0.18		0.34		0.034		0.047		0.23		0.28		0.29		0.22		0.24		0.34						0.39		0.53		0.39		0.57		0.14		1.7		0.96		1.6		5.6		5.3		14		1.8		3.3		8.6		13		4.9		17		16		0.68		2.5		0.055		0.079		9.7		22		19		34		4.8																						0.16		0.96		0.2		0.67										0.47		0.93		0.016		0.0021

		9.1		M0305		WLCOFJ02M0305		1.2						0.12		0.23		0.039		0.055		0.47		0.58		0.3		0.23		0.23		0.32		0.015		0.033		0.49		0.66		0.38		0.56		0.098		0.26		0.27		0.072		0.25		0.11		0.29		0.07		0.13		0.13		0.2				0.14		0.14		0.057		0.21		0.053		0.076		0.14		0.31		0.27		0.47		0.082

		9.1		PSY01		PSYSEA98PSY01								0.15		0.29		0.22		0.31		0.32		0.4		0.48		0.36		0.53		0.75		0.094		0.21		0.45		0.61		0.95		1.4		0.27		0.66		0.13		0.2		0.69		0.39		1.1		0.25		0.46		0.44		0.65		0.53		0.63		0.59		0.16		0.61		0.12		0.17		0.72		1.6		0.87		1.5		0.29		0.21		0.19		0.47				0.097		0.9		0.029		0.096		1.2		4.3										0.26		1.2		0.16		2.1		0.74		1.5		0.037		0.0047

		9.1		S0203		WLCOFJ02S0203		0.12						0.11		0.21						0.11		0.14		0.16		0.12		0.066		0.093		0.035		0.077		0.26		0.35		0.14		0.21				0.07				0.0038		0.013		0.013		0.035		0.0097		0.018		0.015		0.023				0.011		0.01		0.013		0.048						0.0066		0.015		0.021		0.037		0.0083

		9.1		S0204		WLCOFJ02S0204		0.25						0.066		0.13						0.13		0.15		0.21		0.16		0.14		0.2		0.2		0.44		0.28		0.37		0.17		0.25		0.019		0.098		0.061		0.019		0.065		0.063		0.17		0.054		0.1		0.067		0.1		0.27		0.07		0.067		0.016		0.06		0.0098		0.014		0.076		0.17		0.11		0.18		0.043

		9.1		SD148		WR-WSI98SD148												0.12		0.17		0.32		0.39		0.44		0.33		0.21		0.3		0.15		0.33		0.58		0.78		0.43		0.63		0.12		0.53				0.049		0.17		0.084		0.23		0.083		0.15		0.1		0.15				0.099		0.093		0.071		0.26		0.2		0.28		0.16		0.37		0.22		0.39		0.075

		9.1		SD150		WR-WSI98SD150												0.08		0.11		0.25		0.3		0.22		0.16		0.2		0.27		0.066		0.14		0.48		0.65		0.41		0.6												0.087		0.24		0.097		0.18		0.12		0.17				0.054		0.051										0.085		0.19		0.17		0.3		0.057		0.14		0.3		0.72

		9.1		SD151		WR-WSI98SD151												0.14		0.2		0.35		0.43		0.38		0.29		0.37		0.51		0.25		0.55		0.66		0.89		0.39		0.57				0.25				0.031		0.11		0.11		0.29		0.063		0.12		0.14		0.21		0.16		0.14		0.13		0.044		0.16						0.14		0.31		0.14		0.25		0.07		1.5		1.6		4

		9.1		WR-PG-94		WLCDRD05PG094		1.2				0.61		0.13		0.25		0.05		0.071		0.26		0.32		0.24		0.19		0.1		0.14		0.053		0.12		0.48		0.64		0.19		0.28				0.0069		0.0073		0.0019		0.0065		0.0058		0.016		0.0046		0.0084		0.0074		0.011		0.0074		0.0076		0.0072		0.0018		0.0066						0.0061		0.014		0.011		0.019		0.0042		0.056		0.07		0.17																								0.064		0.3		0.03		0.4		0.1		0.2		0.008		0.001

		9.2		09B024		LWG0109B024SDS015C00								0.033		0.065		0.008		0.011		0.14		0.17		0.12		0.092		0.037		0.051						0.39		0.53		0.12		0.17												0.017		0.047		0.0097		0.018		0.016		0.024		0.019		0.015		0.014										0.027		0.062		0.03		0.053		0.012		0.016		0.028		0.069

		9.2		G451		LW2-G451								0.099		0.19		0.045		0.063		0.26		0.32		0.2		0.15		0.18		0.25		0.062		0.14		0.53		0.72		0.27		0.39		0.014		0.051		0.15		0.0043		0.015		0.021		0.057		0.024		0.045		0.022		0.032		0.036		0.013		0.013		0.0049		0.018		0.016		0.023		0.013		0.029		0.023		0.04		0.014				0.061		0.15																				0.03		0.098		0.037		0.17		0.0064		0.085		0.021		0.042		0.0042		0.00054

		9.2		G466		LW2-G466								0.12		0.23		0.04		0.057		0.31		0.38		0.25		0.19		0.086		0.12		0.037		0.08		0.59		0.79		0.21		0.31		0.0043		0.012		0.012		0.0022		0.0078		0.0073		0.02		0.0057		0.011		0.0077		0.011		0.0089		0.0063		0.0059		0.0017		0.0062						0.0062		0.014		0.011		0.019		0.0042		0.025		0.025		0.061				0.0047		0.044														0.046		0.15		0.047		0.22						0.034		0.066		0.0051		0.00065

		9.2		G471		LW2-G471								0.12		0.24		0.04		0.057		0.33		0.41		0.28		0.21		0.088		0.12		0.05		0.11		0.6		0.81		0.23		0.33		0.007		0.0087		0.016		0.0024		0.0082		0.0051		0.014		0.004		0.0074		0.0052		0.0078		0.0062		0.0076		0.0072		0.0026		0.0097						0.007		0.016		0.0099		0.017		0.0039		0.026		0.031		0.076

		9.2		G474		LW2-G474		0.7				0.36		0.12		0.22		0.047		0.067		0.25		0.3		0.24		0.18		0.098		0.14		0.051		0.11		0.47		0.64		0.2		0.29		0.014		0.027		0.017		0.0038		0.013		0.01		0.029		0.0083		0.015		0.014		0.021		0.017		0.011		0.01		0.0065		0.024						0.012		0.027		0.016		0.027		0.0075				0.044		0.11																				0.071		0.24		0.099		0.46		0.012		0.16		0.061		0.12		0.01		0.0013

		9.2		G477		LW2-G477		1.4				0.57		0.18		0.34		0.21		0.3		0.42		0.52		0.67		0.51		0.95		1.3		0.27		0.59		0.88		1.2		0.87		1.3		0.25		0.27		0.13		0.05		0.17		0.18		0.49		0.14		0.27		0.37		0.56		0.33		0.42		0.39		0.058		0.22		0.055		0.079		0.67		1.5		0.49		0.86		0.21		4.9		3.7		9																				1.6		5.2		0.33		1.5		0.14		1.9		0.18		0.35		0.11		0.014

		9.2		G479		LW2-G479								0.11		0.22		0.046		0.065		0.29		0.36		0.27		0.21		0.098		0.14		0.049		0.11		0.54		0.73		0.23		0.34		0.0085		0.025		0.018		0.0047		0.016		0.011		0.031		0.0069		0.013		0.011		0.016		0.011		0.014		0.014		0.0049		0.018						0.011		0.025		0.02		0.034		0.007				0.036		0.087																				0.075		0.25		0.065		0.3						0.057		0.11		0.0073		0.00094

		9.2		G480		LW2-G480								0.073		0.14		0.04		0.057		0.15		0.19		0.16		0.12		0.18		0.25		0.064		0.14						0.25		0.37		0.08		7.1		0.086		0.045		0.16		0.064		0.17		0.048		0.088		0.066		0.099		0.081		0.13		0.12		0.63		2.4		0.048		0.069		0.66		1.5		0.16		0.27		0.12		0.25		0.22		0.54																				0.5		1.6		0.68		3.1		0.033		0.43		0.091		0.18		0.065		0.0083

		9.2		GSP09W		LW3-GSP09W								0.071		0.14		0.051		0.072		0.17		0.2		0.24		0.18		0.26		0.36		0.076		0.17		0.38		0.52		0.44		0.64		0.016		0.093		0.02		0.011		0.038		0.042		0.11		0.028		0.051		0.059		0.088		0.058		0.063		0.059		0.019		0.069		0.016		0.023		0.05		0.11		0.066		0.11		0.029		0.56		0.28		0.69																				0.079		0.26						0.3		4		0.49		0.98		0.04		0.0052

		9.2		PSY03		PSYSEA98PSY03								0.12		0.24		0.08		0.11		0.14		0.17		0.26		0.2		0.2		0.28		0.047		0.1		0.33		0.44		0.29		0.42				0.58		0.094		0.12		0.4		0.33		0.89		0.26		0.49		0.33		0.49		0.36		0.33		0.31		0.082		0.31		0.034		0.049		0.4		0.92		0.47		0.82		0.21

		9.2		S0201		WLCOFJ02S0201		0.21						0.045		0.088						0.14		0.17		0.14		0.11		0.095		0.13		0.082		0.18		0.35		0.47		0.14		0.21				0.032				0.0091		0.031		0.014		0.039		0.012		0.022		0.025		0.038				0.025		0.023		0.008		0.03		0.0063		0.009		0.021		0.048		0.039		0.068		0.014

		9.2		S0202		WLCOFJ02S0202		0.18						0.06		0.12						0.11		0.13		0.18		0.14		0.068		0.096		0.021		0.045		0.29		0.39		0.14		0.2												0.005		0.014		0.0054		0.01		0.0087		0.013				0.0071		0.0067										0.005		0.011		0.013		0.022		0.0053

		9.2		S0205		WLCOFJ02S0205		0.062						0.073		0.14						0.088		0.11		0.086		0.065		0.036		0.05		0.03		0.064		0.2		0.28		0.099		0.14				0.024				0.0046		0.016		0.01		0.028		0.0084		0.016		0.013		0.02				0.012		0.011		0.0036		0.013		0.0031		0.0044		0.011		0.026		0.019		0.033		0.0075

		9.2		WR-PG-96		WLCDRD05PG096		1.3				0.68		0.14		0.27		0.05		0.071		0.28		0.35		0.26		0.2		0.11		0.15		0.058		0.13		0.52		0.7		0.2		0.29		0.007		0.013		0.01		0.0032		0.011		0.0073		0.02		0.0057		0.01		0.012		0.017		0.011		0.013		0.013		0.0034		0.013						0.011		0.025		0.017		0.03		0.0066		0.027		0.043		0.1																				0.043		0.14		0.07		0.33		0.025		0.34		0.074		0.15		0.0086		0.0011

		9.3		B025-1		LW2-B025								0.076		0.15		0.046		0.065		0.13		0.16		0.12		0.094		0.17		0.23		0.032		0.071		0.4		0.54		0.28		0.41		0.0042		0.018		0.008		0.0017		0.0059		0.0042		0.011		0.003		0.0056		0.0031		0.0046		0.0061		0.0041		0.0039		0.0015		0.0057						0.0023		0.0051		0.0051		0.0089		0.0025		0.23		0.18		0.43																				0.0071		0.024		0.0064		0.03		0.0055		0.072						0.0013		0.00017

		9.3		B025-2		LW2-B025-2								0.074		0.14		0.027		0.038		0.1		0.13		0.098		0.074		0.12		0.17		0.027		0.059		0.33		0.44		0.23		0.33		0.0034		0.029		0.0086		0.0025		0.0086		0.011		0.031		0.0069		0.013		0.01		0.015		0.013		0.0099		0.0093		0.0028		0.01						0.0051		0.012		0.013		0.023		0.0057		0.16		0.12		0.3																				0.046		0.15		0.026		0.12		0.0071		0.093		0.014		0.028		0.0045		0.00058

		9.3		BT030		LW2-GBT030		1.5		0.23		0.42		0.097		0.19		0.056		0.078		0.29		0.35		0.24		0.18		0.12		0.17		0.2		0.44		0.44		0.59		0.26		0.38		0.09		0.24		0.086		0.026		0.09		0.042		0.11		0.023		0.043		0.048		0.072		0.027		0.072		0.068		0.045		0.17		0.071		0.1		0.094		0.21		0.092		0.16		0.036		0.05		0.074		0.18				0.01		0.094										0.00063		0.0036		0.21		0.7		0.093		0.43		0.012		0.16		0.1		0.2		0.017		0.0022

		9.3		G454		LW2-G454		0.28				0.098		0.079		0.15		0.03		0.042		0.13		0.16		0.12		0.094		0.18		0.25		0.017		0.037						0.25		0.37		0.004		0.0038		0.0045		0.0013		0.0045		0.0036		0.0099		0.0029		0.0054		0.0028		0.0042		0.01		0.0033		0.0031		0.001		0.0038						0.0038		0.0085		0.0059		0.01		0.0024		0.022		0.023		0.057																				0.03		0.1														0.0023		0.0003

		9.3		G459		LW2-G459								0.082		0.16		0.031		0.044		0.22		0.27		0.14		0.11		0.091		0.13		0.039		0.084		0.41		0.55		0.19		0.27		0.007		0.022		0.016		0.0051		0.018		0.017		0.047		0.014		0.026		0.019		0.028		0.024		0.018		0.017		0.0032		0.012						0.015		0.035		0.026		0.045		0.011		0.035		0.053		0.13												0.044		0.16						0.0097		0.032		0.01		0.048		0.0073		0.096		0.01		0.02		0.0018		0.00024

		9.3		G475-1		LW2-G475								0.11		0.21		0.037		0.052		0.34		0.42		0.25		0.19		0.08		0.11		0.034		0.074		0.63		0.86		0.22		0.31		0.012		0.015		0.24		0.032		0.11		0.1		0.29		0.083		0.15		0.12		0.17		0.18		0.11		0.1		0.0056		0.021						0.072		0.16		0.11		0.19		0.066		0.019		0.022		0.053												0.38		1.4						0.047		0.15		0.05		0.23		0.0049		0.065		0.057		0.11		0.0056		0.00072

		9.3		G475-2		LW2-G475-2								0.1		0.2		0.038		0.053		0.3		0.37		0.24		0.18		0.08		0.11		0.041		0.088		0.6		0.81		0.21		0.3		0.0055		0.0062		0.013		0.003		0.01		0.016		0.044		0.0059		0.011		0.02		0.03		0.0089		0.031		0.029		0.0018		0.0067						0.0062		0.014		0.033		0.057		0.0096		0.022		0.025		0.06																				0.038		0.13		0.04		0.19										0.0042		0.00054

		9.3		G482		LW2-G482								0.12		0.24		0.046		0.065		0.34		0.42		0.29		0.22		0.11		0.16		0.081		0.18		0.63		0.84		0.24		0.35		0.0048		0.008		0.011		0.0014		0.0049		0.0032		0.0088		0.0029		0.0054		0.0023		0.0035				0.0037		0.0035		0.0018		0.0067						0.0035		0.008		0.0054		0.0094		0.0023		0.034		0.037		0.09																				0.076		0.25		0.081		0.38		0.0051		0.068		0.089		0.18		0.0087		0.0011

		9.3		S0501		WLCOFJ02S0501		1						0.35		0.68		0.2		0.29		0.26		0.32		2.7		2.1		0.68		0.95		0.074		0.16		0.37		0.5		1.6		2.4																																										0.1		0.18		0.057																																		0.074		0.97						0.013		0.0017

		9.3		S0502		WLCOFJ02S0502		0.19						0.15		0.29						0.2		0.24		0.23		0.18		0.25		0.35		0.021		0.046		0.51		0.69		0.34		0.49												0.0028		0.0075						0.0034		0.005				0.0017		0.0016														0.0036		0.0062		0.0018

		9.3		S0503		WLCOFJ02S0503		0.049						0.066		0.13						0.093		0.11		0.15		0.11		0.17		0.23		0.038		0.083		0.24		0.32		0.2		0.29												0.0029		0.0078		0.0032		0.006		0.0029		0.0044				0.0021		0.002														0.003		0.0053		0.0021

		9.3		S0504		WLCOFJ02S0504		0.27						0.093		0.18						0.16		0.2		0.17		0.13		0.31		0.44		0.069		0.15		0.28		0.38		0.17		0.25								0.0029		0.01		0.0062		0.017		0.0047		0.0087		0.0059		0.0088				0.0037		0.0035										0.0084		0.019		0.01		0.018		0.0041

		9.3		S0505		WLCOFJ02S0505		0.096						0.17		0.32						0.1		0.12		0.16		0.12		0.18		0.25		0.014		0.03		0.27		0.36		0.27		0.39				0.031																																						0.0036		0.0063		0.00096

		9.3		S0506		WLCOFJ02S0506		0.54						0.063		0.12						0.18		0.22		0.12		0.094		0.42		0.58		0.083		0.18		0.3		0.41		0.15		0.22																										0.025		0.023										0.026		0.06		0.07		0.12		0.014

		9.3		S0507		WLCOFJ02S0507		0.25						0.074		0.14						0.15		0.19		0.14		0.11		0.1		0.14		0.044		0.096		0.34		0.46		0.14		0.2				0.028		0.013		0.0049		0.017						0.0077		0.014		0.0077		0.012				0.0091		0.0086										0.0097		0.022		0.014		0.025		0.0065

		9.3		WR-PG-98		WLCDRD05PG098		1.2				0.69		0.13		0.26		0.046		0.065		0.27		0.34		0.25		0.19		0.095		0.13		0.059		0.13		0.48		0.65		0.18		0.26		0.0048		0.01		0.0086		0.0017		0.0057		0.0048		0.013		0.0038		0.007		0.0064		0.0095		0.0081		0.0058		0.0055		0.0019		0.0069						0.0054		0.012		0.0086		0.015		0.0036		0.024		0.038		0.094																				0.046		0.15		0.067		0.31		0.019		0.25						0.008		0.001

		9.4		09B026		LWG0109B026SDS015C00								0.073		0.14		0.01		0.014		0.12		0.15		0.12		0.093		0.086		0.12						0.35		0.47		0.26		0.38																				0.0028		0.0042																								0.0044

		9.4		G463		LW2-G463								0.1		0.2		0.035		0.05		0.33		0.41		0.21		0.16		0.095		0.13		0.036		0.078		0.58		0.79		0.21		0.3		0.0041		0.011		0.019		0.0041		0.014		0.019		0.052		0.0097		0.018		0.026		0.038		0.015		0.045		0.042		0.0022		0.0083						0.011		0.025		0.051		0.089		0.014		0.023		0.041		0.1												0.32		1.2						0.0066		0.022		0.016		0.072										0.0012		0.00016

		9.4		G465		LW2-G465								0.069		0.13		0.021		0.029		0.2		0.25		0.13		0.1		0.048		0.067		0.02		0.043		0.4		0.54		0.16		0.23		0.0036		0.0054		0.0055		0.00083		0.0029		0.0033		0.0091		0.0032		0.0059		0.0026		0.0039		0.0054		0.0033		0.0031		0.00095		0.0035						0.0029		0.0066		0.0044		0.0077		0.0022				0.042		0.1												1		3.6						0.035		0.11		0.031		0.14						0.022		0.043		0.0035		0.00045

		9.4		G478		LW2-G478								0.098		0.19		0.037		0.052		0.25		0.3		0.21		0.16		0.094		0.13		0.052		0.11		0.52		0.71		0.19		0.28		0.005		0.0039		0.012		0.0012		0.0041		0.0042		0.011		0.0037		0.0068		0.0045		0.0067		0.005		0.004		0.0038		0.00091		0.0034						0.0027		0.0062		0.0066		0.011		0.0028		0.017		0.03		0.072																				0.048		0.16		0.045		0.21		0.012		0.16		0.028		0.055		0.0062		0.00079

		9.4		G485		LW2-G485								0.095		0.19		0.043		0.061		0.23		0.29		0.21		0.16		0.086		0.12		0.046		0.1		0.42		0.56		0.19		0.28		0.015		0.082		0.017		0.0069		0.024		0.017		0.047		0.012		0.022		0.021		0.031		0.02		0.033		0.031		0.019		0.069						0.049		0.11		0.039		0.069		0.015		0.089		0.083		0.2				0.006		0.056														0.077		0.25		0.067		0.31		0.0023		0.03		0.091		0.18		0.0077		0.00099

		9.4		G734		LW3-G734		0.76				0.39		0.14		0.27		0.033		0.046		0.25		0.31		0.23		0.17		0.073		0.1		0.042		0.091		0.47		0.64		0.22		0.31		0.0095		0.016		0.02		0.0053		0.018		0.015		0.042		0.012		0.022		0.017		0.026		0.017		0.017		0.017		0.0032		0.012		0.013		0.019		0.017		0.039		0.025		0.043		0.01										0.0053		0.049														0.028		0.093		0.042		0.19						0.048		0.094		0.0044		0.00056

		9.4		G735		LW3-G735		0.71				0.37		0.12		0.24		0.032		0.045		0.24		0.29		0.21		0.16		0.073		0.1		0.05		0.11		0.44		0.6		0.21		0.31		0.11		0.24		0.048		0.047		0.16		0.16		0.44		0.05		0.093		0.16		0.24		0.056		0.085		0.081		0.043		0.16		0.12		0.17		0.11		0.25		0.099		0.17		0.061				0.05		0.12																				0.039		0.13		0.048		0.22		0.059		0.78		0.097		0.19		0.011		0.0014

		9.4		G736		LW3-G736		0.41				0.31		0.094		0.18		0.032		0.046		0.24		0.29		0.23		0.17		0.065		0.091		0.044		0.097		0.47		0.64		0.19		0.28		0.01		0.028		0.013		0.0046		0.016		0.01		0.029		0.0076		0.014		0.011		0.016		0.011		0.013		0.012		0.0058		0.022		0.0098		0.014		0.016		0.037		0.018		0.031		0.007		0.014		0.027		0.065																				0.061		0.2		0.048		0.22		0.022		0.29		0.047		0.092		0.008		0.001

		9.4		WR-PG-100		WLCDRD05PG100		1.4				0.72		0.13		0.26		0.049		0.069		0.28		0.35		0.26		0.2		0.1		0.14		0.05		0.11		0.51		0.69		0.19		0.28		0.019		0.1		0.03		0.0088		0.03		0.018		0.049		0.019		0.036		0.022		0.034		0.019		0.022		0.021		0.012		0.044		0.023		0.033		0.024		0.054		0.034		0.058		0.015		0.032		0.053		0.13																				0.043		0.14		0.064		0.3		0.029		0.38		0.097		0.19		0.0087		0.0011

		9.4		WR-PG-33		WLCDRD05PG033		0.3				0.15		0.087		0.17		0.02		0.028		0.15		0.19		0.13		0.1		0.056		0.079		0.031		0.068		0.38		0.51		0.14		0.2				0.0035		0.0054		0.00097		0.0033		0.0037		0.01		0.0029		0.0054		0.0043		0.0065		0.0096		0.0037		0.0035		0.0006		0.0022						0.0022		0.005		0.0061		0.011		0.0025				0.034		0.083																				0.024		0.08		0.021		0.098		0.027		0.36		0.048		0.096		0.0052		0.00067

		9.4		WR-PG-35		WLCDRD05PG035		0.82				0.36		0.092		0.18		0.039		0.055		0.21		0.26		0.19		0.14		0.1		0.14		0.051		0.11		0.41		0.56		0.16		0.23				0.011		0.0073		0.0019		0.0065		0.012		0.034		0.01		0.019		0.014		0.021		0.025		0.01		0.0098		0.0015		0.0056						0.0073		0.017		0.016		0.027		0.0075		0.024		0.036		0.087																				0.039		0.13		0.048		0.22		0.016		0.21		0.052		0.1		0.0063		0.00081

		9.5		BT031		LW2-GBT031		0.66				0.29		0.096		0.19		0.045		0.064		0.37		0.46		0.25		0.19		0.1		0.14		0.048		0.1		0.45		0.61		0.24		0.36		0.0048		0.016		0.0086		0.0033		0.011		0.012		0.034		0.011		0.02		0.013		0.02		0.011		0.012		0.011						0.0055		0.0079		0.011		0.025		0.016		0.029		0.0075				0.038		0.094				0.0007		0.0064														0.02		0.066		0.023		0.11		0.0037		0.049		0.014		0.027		0.0027		0.00034

		9.5		G470		LW2-G470								0.099		0.19		0.04		0.057		0.31		0.38		0.24		0.18		0.11		0.15		0.044		0.097		0.53		0.71		0.22		0.32		0.006		0.013		0.0094		0.0021		0.0073		0.01		0.029		0.01		0.019		0.012		0.019		0.019		0.009		0.0085		0.0017		0.0062						0.0071		0.016		0.014		0.025		0.0066		0.025		0.095		0.23												1.5		5.3						0.029		0.095		0.035		0.16						0.028		0.055		0.0035		0.00045

		9.5		G472		LW2-G472								0.1		0.2		0.036		0.051		0.21		0.25		0.17		0.13		0.091		0.13		0.032		0.07		0.48		0.64		0.19		0.28		0.0055		0.15		0.028		0.026		0.09		0.05		0.14		0.026		0.049		0.05		0.075		0.04		0.034		0.032		0.0026		0.0097						0.015		0.033		0.052		0.09		0.021		0.034		0.21		0.51												0.1		0.38						0.016		0.053		0.026		0.12		0.01		0.14		0.013		0.025		0.0033		0.00043

		9.5		G483		LW2-G483								0.11		0.22		0.04		0.057		0.29		0.36		0.24		0.18		0.08		0.11		0.042		0.091		0.54		0.73		0.2		0.29		0.005		0.0048		0.0086		0.0013		0.0045		0.0045		0.012		0.004		0.0074		0.0046		0.0068		0.0059		0.0045		0.0042		0.0014		0.0051						0.0043		0.0097		0.0064		0.011		0.0029				0.014		0.035																				0.039		0.13		0.051		0.24										0.0049		0.00063

		9.5		G488		LW2-G488								0.12		0.23		0.048		0.068		0.29		0.36		0.26		0.19		0.12		0.16		0.067		0.15		0.5		0.68		0.27		0.4		0.014		0.034		0.02		0.0043		0.015		0.0095		0.026		0.0083		0.015		0.012		0.017		0.014		0.011		0.011		0.0062		0.023						0.013		0.029		0.017		0.03		0.007				0.18		0.43																				0.16		0.52		0.11		0.49		0.072		0.95		0.097		0.19		0.021		0.0027

		9.5		G737		LW3-G737		0.62				0.37		0.11		0.22		0.035		0.049		0.26		0.32		0.25		0.19		0.074		0.1		0.05		0.11		0.5		0.67		0.22		0.33		0.022		0.038		0.029		0.0065		0.022		0.014		0.039		0.011		0.02		0.018		0.027		0.018		0.02		0.019		0.0078		0.029		0.029		0.041		0.021		0.047		0.029		0.05		0.011		0.018		0.036		0.087																								0.12		0.53		0.051		0.67		0.11		0.21		0.014		0.0018

		9.5		RC483-2		LW3-RC483-2		0.52		1.8		0.44		0.17		0.32		0.044		0.062		0.4		0.5		0.48		0.36		0.096		0.13		0.044		0.097		0.73		0.99		0.21		0.31				0.024		0.033		0.008		0.028		0.016		0.044		0.011		0.02		0.018		0.027		0.013		0.017		0.017		0.0052		0.019		0.021		0.031		0.024		0.054		0.038		0.065		0.011																										0.029		0.094		0.045		0.21		0.027		0.36		0.085		0.17		0.0066		0.00085

		9.5		WR-PG-102		WLCDRD05PG102		1.1				0.55		0.1		0.2		0.039		0.055		0.2		0.25		0.21		0.16		0.095		0.13		0.067		0.15		0.42		0.56		0.16		0.23		0.036		0.12		0.028		0.012		0.041		0.015		0.042		0.012		0.022		0.019		0.028		0.017		0.023		0.022		0.021		0.076		0.043		0.061		0.037		0.083		0.03		0.053		0.014		0.029		0.046		0.11																				0.079		0.26		0.096		0.44		0.024		0.31						0.012		0.0015

		9.5		WR-PG-37		WLCDRD05PG037		1.4				0.43		0.098		0.19		0.048		0.068		0.21		0.26		0.21		0.16		0.15		0.21		0.074		0.16		0.43		0.59		0.19		0.27		0.022		0.19		0.04		0.015		0.053		0.08		0.22		0.076		0.14		0.085		0.13		0.16		0.076		0.072		0.019		0.069		0.021		0.031		0.066		0.15		0.099		0.17		0.053		0.044		0.059		0.14																				0.1		0.34		0.07		0.33		0.045		0.59		0.074		0.15		0.014		0.0018

		9.6		B026		LW2-B026								0.086		0.17		0.048		0.068		0.27		0.34		0.18		0.14		0.24		0.34		0.044		0.097		0.39		0.53		0.62		0.9		0.017		0.054		0.33		0.04		0.14		0.12		0.34		0.17		0.32		0.16		0.23		0.18		0.19		0.18		0.014		0.053		0.012		0.017		0.15		0.35		0.38		0.65		0.12				0.53		1.3																				0.12		0.39		0.07		0.33		0.22		2.9		0.11		0.21		0.033		0.0043

		9.6		G476		LW2-G476								0.097		0.19		0.037		0.052		0.29		0.36		0.21		0.16		0.088		0.12		0.081		0.18		0.51		0.69		0.2		0.29		0.0065		0.027		0.011		0.0021		0.0073		0.0076		0.021		0.009		0.017		0.0093		0.014		0.014		0.0081		0.0076		0.0022		0.0083						0.0072		0.016		0.012		0.021		0.0057		0.031		0.16		0.4												0.22		0.81						0.019		0.064		0.042		0.19		0.0033		0.044		0.013		0.025		0.0037		0.00047

		9.6		G486		LW2-G486								0.12		0.23		0.042		0.059		0.3		0.37		0.24		0.18		0.085		0.12		0.074		0.16		0.59		0.8		0.21		0.3		0.0049		0.0081		0.013		0.0022		0.0078		0.011		0.031		0.0097		0.018		0.01		0.015		0.01		0.0081		0.0076		0.0013		0.0047						0.0045		0.01		0.013		0.022		0.0057		0.04		0.037		0.09																				0.075		0.25		0.058		0.27		0.0098		0.13		0.032		0.064		0.0079		0.001

		9.6		G494		LW2-G494								0.11		0.2		0.059		0.083		0.23		0.29		0.2		0.15		0.22		0.3		0.042		0.091		0.34		0.46		1.3		1.9		0.027		0.11		0.12		0.027		0.094		0.095		0.26		0.097		0.18		0.13		0.2		0.14		0.17		0.16		0.024		0.09		0.014		0.02		0.13		0.29		0.25		0.43		0.083		0.31		0.95		2.3												0.82		2.9						0.09		0.3		0.077		0.36		0.04		0.52		0.084		0.17		0.013		0.0017

		9.6		G738		LW3-G738		1.3				0.3		0.082		0.16		0.043		0.061		0.19		0.23		0.27		0.2		0.098		0.14		0.07		0.15		0.45		0.61		0.26		0.37		0.75		2.5		0.23		0.13		0.45		0.54		1.5		0.58		1.1		1		1.5		0.81		1.3		1.3		0.43		1.6		0.62		0.9		2.8		6.4		1.6		2.7		0.7		0.17		0.52		1.3												1.1		4.1						0.29		0.96		0.12		0.53		0.15		1.9		0.074		0.15		0.037		0.0047

		9.6		WR-PG-104		WLCDRD05PG104		1.4				0.72		0.13		0.25		0.05		0.07		0.32		0.39		0.25		0.19		0.56		0.79		0.066		0.14		0.45		0.6		0.21		0.31		0.025		0.033		0.018		0.0053		0.018		0.016		0.044		0.013		0.024		0.022		0.032		0.022		0.023		0.022		0.008		0.03		0.021		0.031		0.021		0.049		0.03		0.053		0.013				0.092		0.22																				0.086		0.28		0.077		0.36		0.1		1.4		0.097		0.19		0.019		0.0025

		9.6		WR-PG-39		WLCDRD05PG039		0.7				0.35		0.11		0.21		0.047		0.066		0.27		0.34		0.24		0.19		0.096		0.13		0.29		0.64		0.53		0.72		0.18		0.26		0.0047		0.029		0.011		0.0032		0.011		0.016		0.044		0.014		0.026		0.018		0.027		0.021		0.016		0.015		0.0026		0.0097						0.012		0.027		0.022		0.039		0.01		0.024		0.036		0.087																								0.045		0.21		0.019		0.25		0.057		0.11		0.0052		0.00067

		9.7		09R002		LWG0109R002SDS015C00								0.12		0.22		0.4		0.57		0.25		0.31		0.33		0.25		0.26		0.36						0.41		0.56		0.49		0.72												0.29		0.78		0.24		0.45		0.32		0.48		0.96		0.31		0.3										0.32		0.74		0.37		0.64		0.18				0.22		0.54

		9.7		09R040		LWG0109R040SDS015C00								0.076		0.15		0.032		0.045		0.32		0.39		0.28		0.21		0.099		0.14						0.58		0.78		0.21		0.3												0.042		0.11		0.025		0.046		0.054		0.081				0.063		0.059										0.062		0.14		0.072		0.13		0.031		0.019		0.031		0.076																								0.051		0.24										0.0047		0.00061

		9.7		09R041		LWG0109R041SDS015C00								0.045		0.088		0.024		0.034		0.28		0.34		0.21		0.16		0.077		0.11						0.58		0.78		0.19		0.27												0.021		0.057		0.014		0.026		0.029		0.043				0.025		0.024										0.025		0.056		0.032		0.056		0.016				0.093		0.23

		9.7		BT032		LW2-GBT032		2.2				0.85		0.11		0.22		0.067		0.095		0.28		0.34		0.25		0.19		0.23		0.32		0.11		0.24		0.34		0.46		1.4		2		0.075		0.04		0.071		0.017		0.057		0.055		0.15		0.061		0.11		0.073		0.11		0.057		0.067		0.064		0.012		0.043						0.061		0.14		0.13		0.23		0.044				0.46		1.1				0.0055		0.051						0.0023		0.0083		0.0017		0.0097		0.083		0.27		0.061		0.28		0.0065		0.086		0.15		0.3		0.0081		0.001

		9.7		DM-E		WRD&M98DME								0.11		0.22		0.23		0.33		0.26		0.33		0.17		0.13		0.084		0.12		0.19		0.41		0.36		0.48		0.13		0.19												0.018		0.049		0.016		0.03		0.022		0.033				0.017		0.016						0.012		0.017		0.019		0.043		0.03		0.052		0.013

		9.7		G481		LW2-G481								0.09		0.17		0.037		0.052		0.28		0.34		0.22		0.16		0.084		0.12		0.04		0.086		0.56		0.75		0.19		0.28		0.0049		0.0072		0.0066		0.0013		0.0045		0.0035		0.0096		0.0036		0.0066		0.0037		0.0056		0.0081		0.0032		0.0031		0.0011		0.004						0.0032		0.0074		0.0053		0.0091		0.0025				0.12		0.28												0.15		0.53						0.022		0.073		0.038		0.18						0.023		0.046		0.0033		0.00043

		9.7		G489		LW2-G489								0.12		0.23		0.044		0.061		0.32		0.39		0.26		0.2		0.098		0.14		0.053		0.12		0.6		0.81		0.22		0.32		0.009		0.015		0.016		0.0028		0.0098		0.0095		0.026		0.0076		0.014		0.0093		0.014		0.011		0.009		0.0085		0.0026		0.0097		0.0086		0.012		0.0085		0.019		0.014		0.025		0.0061		0.024		0.023		0.057																				0.057		0.19		0.067		0.31		0.0048		0.063		0.06		0.12		0.007		0.0009

		9.7		G492-1		LW2-G492								0.096		0.19		0.05		0.071		0.21		0.26		0.18		0.13		0.14		0.19		0.048		0.1		0.33		0.44		0.47		0.69		0.01		0.02		0.03		0.0083		0.029		0.024		0.065		0.027		0.049		0.033		0.05		0.046		0.032		0.03		0.0044		0.016						0.027		0.062		0.047		0.082		0.019				0.3		0.72																				0.039		0.13		0.05		0.23		0.012		0.15		0.14		0.28		0.0059		0.00076

		9.7		G492-2		LW2-G492-2								0.1		0.2		0.048		0.068		0.23		0.29		0.19		0.14		0.13		0.18		0.053		0.12		0.36		0.48		0.45		0.65		0.013		0.033		0.033		0.0089		0.031		0.03		0.083		0.03		0.055		0.044		0.066		0.05		0.049		0.047		0.0065		0.024						0.038		0.087		0.072		0.13		0.026				0.19		0.47												1.4		5.2		0.059		0.34		0.034		0.11		0.031		0.14		0.0072		0.094		0.093		0.18		0.0042		0.00054

		9.7		G497		LW2-G497		5.1				2.1		0.24		0.46		0.15		0.22		0.33		0.4		0.46		0.35		0.38		0.53		0.065		0.14		0.48		0.64		0.91		1.3		0.075		0.4		0.094		0.062		0.21		0.25		0.68		0.25		0.46		0.28		0.42		0.63		0.36		0.34		0.067		0.25		0.041		0.059		0.26		0.6		0.38		0.65		0.2				0.43		1				0.078		0.73						0.72		2.6						0.061		0.2		0.02		0.092		0.0082		0.11		0.44		0.88		0.0049		0.00063

		9.7		G739		LW3-G739		1				0.37		0.081		0.16		0.05		0.07		0.22		0.27		0.23		0.17		0.12		0.16		0.056		0.12		0.43		0.58		0.32		0.47		0.055		0.42		0.077		0.022		0.078		0.07		0.19		0.05		0.092		0.043		0.064		0.068		0.054		0.051		0.049		0.18		0.046		0.066		0.081		0.18		0.092		0.16		0.04		0.082		0.19		0.47												0.05		0.18						0.13		0.41		0.086		0.4		0.11		1.5		0.12		0.24		0.023		0.0029

		9.7		G740		LW3-G740		0.99				0.52		0.061		0.12		0.031		0.044		0.14		0.18		0.17		0.13		0.12		0.16		0.032		0.07		0.24		0.33		0.54		0.79		0.027		0.052		0.045		0.015		0.053		0.046		0.12		0.044		0.082		0.062		0.093		0.06		0.063		0.059		0.013		0.047		0.02		0.028		0.057		0.13		0.092		0.16		0.036				0.34		0.83				0.0024		0.022						0.066		0.24						0.17		0.55		0.045		0.21						0.2		0.4		0.023		0.0029

		9.7		PSY70		PSYSEA98PSY70								0.12		0.24		0.04		0.057		0.21		0.26		0.23		0.18		0.099		0.14						0.45		0.61		0.18		0.26												0.017		0.047		0.012		0.023		0.023		0.035				0.035		0.033										0.02		0.045		0.049		0.085		0.016

		9.7		WR-PG-41		WLCDRD05PG041		0.58				0.29		0.1		0.2		0.046		0.065		0.26		0.32		0.22		0.17		0.099		0.14		0.043		0.095		0.54		0.73		0.18		0.26		0.0043		0.046		0.0094		0.0086		0.03		0.022		0.06		0.021		0.04		0.029		0.043		0.051		0.019		0.018		0.0032		0.012						0.015		0.033		0.024		0.042		0.014		0.053		0.061		0.15																				0.057		0.19		0.051		0.24		0.043		0.57						0.01		0.0013

		9.8		09B027		LWG0109B027SDS015C								0.042		0.082		0.018		0.025		0.19		0.24		0.16		0.12		0.087		0.12						0.43		0.58		0.15		0.23												0.0093		0.025		0.0062		0.012		0.0097		0.015				0.013		0.012														0.016		0.027		0.0079		0.076		0.13		0.32

		9.8		G484		LW2-G484								0.11		0.22		0.043		0.061		0.32		0.39		0.25		0.19		0.096		0.13		0.056		0.12		0.6		0.81		0.21		0.31		0.009		0.016		0.02		0.0031		0.011		0.015		0.042		0.012		0.023		0.017		0.026		0.018		0.013		0.012		0.003		0.011		0.014		0.019		0.0094		0.021		0.02		0.035		0.0088		0.028		0.15		0.36																				0.039		0.13		0.055		0.25						0.039		0.076		0.0049		0.00063

		9.8		G493		LW2-G493								0.11		0.21		0.041		0.058		0.31		0.38		0.27		0.21		0.095		0.13		0.056		0.12		0.49		0.66		0.23		0.34		0.012		0.016		0.021		0.0036		0.012		0.0095		0.026		0.0076		0.014		0.013		0.02		0.019		0.01		0.0098		0.0032		0.012						0.01		0.023		0.016		0.027		0.007				0.022		0.054																				0.054		0.18		0.077		0.36		0.0065		0.086		0.063		0.12		0.0075		0.00097

		9.8		G741		LW3-G741		0.43				0.26		0.093		0.18		0.036		0.051		0.25		0.3		0.23		0.17		0.072		0.1		0.042		0.093		0.49		0.66		0.21		0.3		0.008		0.011		0.013		0.0028		0.0098		0.01		0.029		0.0076		0.014		0.012		0.019		0.013		0.011		0.011		0.0026		0.0097		0.013		0.018		0.0085		0.019		0.016		0.029		0.007		0.016		0.034		0.083																				0.031		0.1		0.048		0.22		0.019		0.25		0.063		0.12		0.0063		0.00081

		9.8		PSY71		PSYSEA98PSY71								0.12		0.24		0.04		0.057		0.23		0.29		0.24		0.18		0.099		0.14		0.047		0.1		0.47		0.64		0.19		0.27												0.018		0.049		0.013		0.024		0.022		0.032				0.043		0.041										0.016		0.037		0.054		0.094		0.017

		9.8		PSY77		PSYSEA98PSY77								0.18		0.35		0.02		0.028		0.23		0.28		0.22		0.16		0.12		0.17						0.47		0.64		0.19		0.27		0.18		0.51				0.1		0.35		0.11		0.3		0.064		0.12		0.098		0.15				0.13		0.12		0.14		0.51		0.057		0.082		0.34		0.76		0.23		0.41		0.083																																		0.048		0.63						0.0087		0.0011

		9.8		WR-PG-43		WLCDRD05PG043		0.67				0.39		0.1		0.2		0.049		0.069		0.22		0.28		0.23		0.17		0.091		0.13		0.059		0.13		0.46		0.62		0.16		0.24				0.0051		0.0063		0.0017		0.0057		0.0062		0.017		0.0049		0.0091		0.0072		0.011		0.0089		0.0045		0.0042		0.001		0.0039						0.0039		0.0089		0.0066		0.011		0.0035		0.021		0.034		0.083																								0.054		0.25		0.016		0.21		0.08		0.16		0.0052		0.00067

		9.9		DM-D		WRD&M98DMD								0.11		0.2		0.29		0.41		0.24		0.3		0.16		0.12		0.12		0.17		0.26		0.56		0.38		0.51		0.16		0.23				0.27		0.091		0.098		0.34		0.18		0.5		0.14		0.25		0.2		0.3		0.23		0.15		0.14		0.04		0.15		0.024		0.035		0.14		0.32		0.25		0.43		0.1

		9.9		DM-F		WRD&M98DMF								0.087		0.17		0.27		0.38		0.24		0.29		0.21		0.16		0.25		0.34		0.26		0.57		0.38		0.51		0.26		0.37				0.23		0.069		0.059		0.2		0.18		0.48		0.14		0.27		0.19		0.28		0.24		0.18		0.17		0.038		0.14		0.024		0.034		0.22		0.49		0.29		0.51		0.11		0.32		0.25		0.61

		9.9		G487		LW2-G487								0.19		0.38		0.069		0.097		0.13		0.16		0.78		0.59		0.43		0.6		0.039		0.084		0.26		0.35		0.73		1.1		0.007		0.018		0.031		0.014		0.049		0.029		0.078		0.022		0.041		0.04		0.06		0.041		0.029		0.028		0.0041		0.015						0.021		0.049		0.053		0.093		0.018		0.02		0.071		0.17												0.13		0.48						0.04		0.13						0.0033		0.044		0.013		0.025		0.0024		0.0003

		9.9		G742		LW3-G742		0.38				0.19		0.073		0.14		0.039		0.056		0.21		0.26		0.2		0.15		0.078		0.11		0.056		0.12		0.46		0.62		0.19		0.27		0.006		0.025		0.0094		0.0021		0.0073		0.0082		0.022		0.0064		0.012		0.0085		0.013		0.011		0.0081		0.0076		0.0024		0.009		0.0064		0.0092		0.0075		0.017		0.012		0.021		0.0053																										0.019		0.063		0.029		0.13		0.043		0.57		0.026		0.052		0.0072		0.00092

		9.9		G743		LW3-G743		0.4				0.22		0.11		0.21		0.058		0.082		0.12		0.14		0.52		0.39		0.26		0.37		0.037		0.08		0.29		0.39		0.41		0.6		0.005		0.019		0.011		0.0057		0.02		0.016		0.044		0.011		0.02		0.017		0.026		0.022		0.016		0.015		0.0032		0.012		0.0043		0.0061		0.015		0.033		0.028		0.048		0.01		0.013		0.018		0.043																				0.023		0.075		0.013		0.061		0.0073		0.096		0.039		0.076		0.0026		0.00034

		9.9		G744		LW3-G744		0.51				0.3		0.093		0.18		0.031		0.044		0.24		0.3		0.22		0.17		0.074		0.1		0.044		0.097		0.45		0.61		0.2		0.29		0.011		0.011		0.016		0.0044		0.015		0.011		0.031		0.0083		0.015		0.013		0.02		0.014		0.015		0.014		0.0034		0.013		0.013		0.018		0.013		0.029		0.022		0.038		0.0083		0.019		0.04		0.097																				0.043		0.14		0.054		0.25		0.0095		0.13		0.068		0.13		0.0059		0.00076

		9.9		G745		LW3-G745		0.57				0.31		0.098		0.19		0.038		0.054		0.27		0.33		0.23		0.18		0.078		0.11		0.048		0.1		0.5		0.67		0.22		0.31		0.011		0.013		0.02		0.0038		0.013		0.013		0.036		0.01		0.019		0.019		0.029		0.016		0.022		0.021		0.0041		0.015		0.014		0.02		0.017		0.039		0.029		0.05		0.011		0.021		0.046		0.11																				0.039		0.13		0.045		0.21		0.03		0.4		0.085		0.17		0.0077		0.00099

		9.9		GSP10E		LW3-GSP10E								0.056		0.11		0.025		0.035		0.1		0.12		0.11		0.084		0.14		0.2		0.022		0.047		0.25		0.34		0.16		0.24		0.021		0.026		0.045		0.024		0.082		0.054		0.15		0.048		0.088		0.075		0.11		0.096		0.04		0.038		0.0065		0.024		0.014		0.02		0.029		0.066		0.059		0.1		0.032				0.031		0.076												0.034		0.12						0.016		0.054		0.015		0.068		0.021		0.27		0.034		0.067		0.0038		0.00049

		9.9		WR-PG-45		WLCDRD05PG045		0.46				0.24		0.089		0.17		0.039		0.055		0.22		0.27		0.23		0.17		0.092		0.13		0.058		0.13		0.46		0.63		0.14		0.21		0.0041		0.015		0.0077		0.0021		0.0073		0.011		0.031		0.009		0.017		0.012		0.019		0.014		0.01		0.0098		0.0017		0.0062						0.0083		0.019		0.014		0.025		0.0061		0.032		0.043		0.1																				0.14		0.45		0.077		0.36		0.035		0.46		0.063		0.12		0.014		0.0018

		10		BT033		LW2-GBT033		1.1				0.55		0.12		0.23		0.059		0.083		0.23		0.28		0.2		0.15		0.14		0.19		0.067		0.15		0.36		0.49		0.18		0.26		0.009		0.036		0.011		0.018		0.061		0.026		0.07		0.019		0.036		0.042		0.063		0.033		0.018		0.017		0.0052		0.019						0.015		0.035		0.032		0.055		0.015				0.028		0.069				0.0015		0.014						0.0013		0.0049		0.0006		0.0035		0.049		0.16		0.046		0.21		0.0063		0.084		0.053		0.1		0.0056		0.00072

		10		G490		LW2-G490								0.086		0.17		0.046		0.064		0.29		0.36		0.26		0.2		0.11		0.15		0.049		0.11		0.48		0.65		0.23		0.34		0.012		0.02		0.017		0.0034		0.012		0.01		0.029		0.009		0.017		0.0085		0.013		0.017		0.011		0.011		0.0041		0.015		0.013		0.019		0.012		0.027		0.017		0.03		0.0075				0.021		0.051												0.16		0.59						0.084		0.27		0.11		0.51		0.017		0.23		0.085		0.17		0.012		0.0016

		10		G491		LW2-G491								0.092		0.18		0.046		0.065		0.3		0.38		0.25		0.19		0.13		0.19		0.081		0.18		0.56		0.76		0.24		0.35		0.13		0.85		0.046		0.03		0.1		0.069		0.19		0.048		0.088		0.071		0.11		0.074		0.12		0.11		0.097		0.36		0.037		0.054		0.21		0.47		0.12		0.21		0.061				0.059		0.14												1.2		4.3						0.1		0.34		0.076		0.35		0.0092		0.12		0.053		0.1		0.01		0.0013

		10		G496		LW2-G496								0.059		0.11		0.021		0.029		0.17		0.22		0.12		0.087		0.065		0.091		0.019		0.041		0.41		0.55		0.15		0.22		0.0055		0.022		0.027		0.0097		0.033		0.02		0.055		0.017		0.031		0.019		0.028		0.021		0.011		0.011		0.0017		0.0065						0.0085		0.019		0.02		0.034		0.0092				0.037		0.091												0.63		2.3						0.068		0.22		0.014		0.063		0.016		0.22		0.068		0.13		0.0059		0.00076

		10		G499		LW2-G499								0.1		0.2		0.04		0.057		0.36		0.44		0.31		0.23		0.089		0.12		0.053		0.12		0.56		0.75		0.23		0.34		0.011		0.031		0.044		0.011		0.038		0.024		0.065		0.022		0.041		0.048		0.072		0.038		0.018		0.017		0.0058		0.022		0.012		0.018		0.019		0.043		0.03		0.051		0.016		0.047		0.046		0.11																				0.045		0.15		0.083		0.39						0.062		0.12		0.007		0.0009

		10		G501		LW2-G501								0.1		0.2		0.078		0.11		0.31		0.38		0.27		0.2		0.11		0.16		0.058		0.13		0.58		0.78		0.24		0.35		0.017		0.029		0.026		0.0049		0.017		0.012		0.034		0.01		0.019		0.014		0.021		0.019		0.018		0.017		0.0043		0.016		0.016		0.023		0.015		0.035		0.026		0.046		0.01				0.025		0.061																				0.1		0.34		0.086		0.4		0.016		0.21		0.066		0.13		0.012		0.0015

		10		G746		LW3-G746		0.67				0.38		0.11		0.21		0.039		0.054		0.27		0.33		0.25		0.19		0.078		0.11		0.049		0.11		0.51		0.69		0.18		0.27		0.008		0.017		0.013		0.0032		0.011		0.009		0.024		0.0063		0.012		0.012		0.019		0.011		0.013		0.013		0.0035		0.013		0.01		0.015		0.013		0.029		0.018		0.032		0.007				0.053		0.13																				0.05		0.16		0.058		0.27		0.065		0.86		0.085		0.17		0.013		0.0016

		10.1		G495		LW2-G495								0.11		0.22		0.048		0.067		0.36		0.45		0.28		0.21		0.11		0.15		0.063		0.14		0.64		0.87		0.24		0.35		0.041		0.31		0.038		0.031		0.11		0.12		0.34		0.11		0.2		0.16		0.23		0.19		0.17		0.16		0.039		0.15		0.023		0.033		0.13		0.29		0.18		0.32		0.088				0.034		0.083												1.9		6.9						0.059		0.19		0.1		0.46		0.012		0.16		0.042		0.083		0.0097		0.0012

		10.1		G498		LW2-G498								0.095		0.18		0.046		0.065		0.32		0.39		0.24		0.18		0.15		0.2		0.058		0.13		0.53		0.72		0.23		0.33		0.024		0.31		0.028		0.04		0.14		0.17		0.47		0.17		0.31		0.16		0.24		0.3		0.16		0.15		0.034		0.13		0.021		0.031		0.15		0.35		0.19		0.33		0.11				0.018		0.043												0.23		0.83						0.061		0.2		0.12		0.57		0.01		0.14		0.085		0.17		0.011		0.0014

		10.1		G747		LW3-G747		0.63				0.31		0.088		0.17		0.029		0.041		0.23		0.28		0.23		0.18		0.086		0.12		0.059		0.13		0.47		0.64		0.2		0.29		0.012		0.026		0.02		0.0049		0.017		0.014		0.039		0.012		0.022		0.016		0.024		0.02		0.015		0.014		0.0041		0.015		0.015		0.022		0.015		0.035		0.024		0.041		0.0096		0.021		0.031		0.076																				0.026		0.087		0.042		0.19		0.045		0.59		0.04		0.08		0.0084		0.0011

		10.1		G748		LW3-G748		0.57				0.27		0.09		0.18		0.043		0.061		0.25		0.31		0.33		0.25		0.12		0.17		0.046		0.1		0.5		0.68		0.21		0.31		0.011		0.025		0.016		0.0033		0.011		0.014		0.039		0.01		0.019		0.017		0.026		0.016		0.018		0.017		0.0037		0.014		0.015		0.022		0.012		0.027		0.026		0.045		0.0096				0.027		0.065																				0.031		0.1		0.028		0.13						0.042		0.083		0.0038		0.00049

		10.1		G750		LW3-G750		0.66				0.35		0.099		0.19		0.038		0.053		0.27		0.34		0.24		0.18		0.094		0.13		0.052		0.11		0.53		0.71		0.19		0.28		0.011		0.029		0.015		0.0067		0.023		0.014		0.039		0.011		0.02		0.017		0.026		0.017		0.018		0.017		0.0062		0.023		0.012		0.017		0.019		0.043		0.024		0.042		0.011		0.015		0.027		0.065																				0.043		0.14		0.051		0.24						0.063		0.12		0.0061		0.00079

		10.1		G751		LW3-G751		0.64				0.35		0.11		0.21		0.034		0.048		0.29		0.36		0.26		0.19		0.078		0.11		0.051		0.11		0.54		0.73		0.18		0.27		0.008		0.017		0.013		0.0036		0.012		0.01		0.029		0.0083		0.015		0.013		0.02		0.013		0.013		0.013		0.0037		0.014		0.011		0.015		0.012		0.027		0.018		0.031		0.0075		0.021		0.027		0.065																				0.054		0.18		0.054		0.25						0.063		0.12		0.0063		0.00081

		10.1		WR-PG-47		WLCDRD05PG047		0.98				0.47		0.089		0.17		0.048		0.067		0.21		0.26		0.23		0.17		0.1		0.14		0.066		0.14		0.45		0.61		0.15		0.23		0.01		0.19		0.048		0.022		0.078		0.11		0.31		0.083		0.15		0.13		0.2		0.16		0.15		0.14		0.017		0.063						0.063		0.14		0.16		0.29		0.07		0.023		0.037		0.09																								0.058		0.27						0.091		0.18		0.0056		0.00072

		10.2		G500		LW2-G500								0.091		0.18		0.036		0.051		0.23		0.28		0.19		0.14		0.13		0.18		0.042		0.093		0.47		0.64		0.19		0.28		0.1		0.51		0.27		0.14		0.49		0.43		1.2		0.42		0.78		0.53		0.79		0.63		0.45		0.42		0.06		0.22		0.08		0.12		0.56		1.3		0.79		1.4		0.3		0.073		0.071		0.17																				0.055		0.18		0.044		0.21						0.088		0.17		0.0071		0.00092

		10.2		G503		LW2-G503								0.29		0.56		0.057		0.08		0.56		0.69		1.8		1.4		0.84		1.2		0.092		0.2		0.81		1.1		0.55		0.8		0.008		0.065		0.037		0.019		0.065		0.058		0.16		0.034		0.063		0.063		0.094		0.05		0.067		0.064		0.015		0.056		0.0071		0.01		0.045		0.1		0.092		0.16		0.033		1.4		1.4		3.4												1.8		6.4						0.48		1.6		0.061		0.28		0.091		1.2		0.47		0.94		0.037		0.0047

		10.2		G752		LW3-G752		1.3				0.47		0.12		0.23		0.041		0.058		0.29		0.36		0.33		0.25		0.16		0.22		0.086		0.19		0.54		0.73		0.25		0.37		0.022		0.11		0.027		0.013		0.045		0.035		0.096		0.026		0.047		0.054		0.081		0.039		0.058		0.055		0.022		0.083		0.037		0.054		0.084		0.19		0.072		0.13		0.03		0.053		0.058		0.14								0.00038		0.0013										0.046		0.15		0.067		0.31		0.037		0.48		0.085		0.17		0.01		0.0013

		10.2		GCA10W		LW3-GCA10W								0.15		0.3		0.043		0.061		0.27		0.33		1.1		0.86		0.56		0.79		0.082		0.18		0.53		0.72		0.51		0.75		0.019		0.11		0.046		0.022		0.078		0.058		0.16		0.03		0.055		0.067		0.1		0.045		0.11		0.1		0.022		0.083		0.017		0.025		0.085		0.19		0.13		0.22		0.041		0.085		0.11		0.28																				0.13		0.42		0.08		0.37		0.07		0.92		0.13		0.25		0.017		0.0022

		10.2		GCR10W		LW3-GCR10W								0.42		0.81		0.051		0.071		0.35		0.44		2.1		1.6		1.8		2.6		0.12		0.26		0.91		1.2		1.7		2.4		0.18		0.4		0.2		0.089		0.31		0.26		0.7		0.15		0.28		0.33		0.49		0.27		0.67		0.64		0.12		0.43		0.14		0.2		0.5		1.1		0.61		1.1		0.22		0.35		0.36		0.87												0.22		0.8						0.071		0.24						0.15		1.9		0.18		0.35		0.021		0.0027

		10.2		PSY76		PSYSEA98PSY76								0.12		0.24		0.06		0.085		0.23		0.29		0.24		0.18		0.37		0.52		0.085		0.19		0.49		0.67		0.28		0.41		0.06						0.013		0.045		0.03		0.083		0.023		0.043		0.04		0.059				0.052		0.049						0.034		0.049		0.051		0.12		0.082		0.14		0.026		0.15		0.16		0.4																								0.064		0.3		0.048		0.63		0.23		0.45		0.01		0.0013

		10.2		WR-PG-106		WLCDRD05PG106		1.9				0.7		0.13		0.25		0.065		0.091		0.26		0.33		0.33		0.25		0.29		0.41		0.13		0.29		0.5		0.67		0.27		0.39		0.11		0.28		0.11		0.037		0.13		0.061		0.17		0.042		0.078		0.085		0.13		0.081		0.13		0.12		0.054		0.2		0.089		0.13		0.13		0.29		0.14		0.24		0.057		0.24		0.22		0.54																				0.28		0.92		0.089		0.41		0.097		1.3		0.29		0.57		0.03		0.0038

		10.3		G502		LW2-G502								0.093		0.18		0.018		0.025		0.091		0.11		0.11		0.081		0.16		0.23		0.0094		0.021		0.26		0.35		0.1		0.15		0.0065		0.0038		0.011		0.0015		0.0053		0.0037		0.01		0.005		0.0092		0.0075		0.011		0.018		0.0029		0.0027		0.00082		0.0031						0.0025		0.0056		0.0044		0.0077		0.0036		0.066		0.056		0.14

		10.3		G504		LW2-G504								0.12		0.23		0.062		0.087		0.32		0.4		0.28		0.21		0.17		0.24		0.15		0.32		0.51		0.69		0.42		0.62		0.013		0.016		0.022		0.0043		0.015		0.025		0.068		0.02		0.037		0.025		0.037		0.033		0.019		0.018		0.0037		0.014						0.013		0.029		0.029		0.05		0.013		0.27		0.26		0.64																				0.11		0.37		0.14		0.63		0.0086		0.11		0.14		0.28		0.014		0.0018

		10.3		G506		LW2-G506								0.13		0.26		0.045		0.064		0.37		0.45		1.2		0.91		0.33		0.46		0.09		0.2		0.52		0.7		0.3		0.43		0.037		0.2		0.094		0.018		0.061		0.047		0.13		0.046		0.084		0.05		0.075		0.064		0.058		0.055		0.015		0.057		0.046		0.066		0.069		0.16		0.092		0.16		0.037		0.076		0.11		0.26																				0.064		0.21		0.061		0.28										0.0075		0.00097

		10.3		G753		LW3-G753		0.96				0.42		0.076		0.15		0.046		0.065		0.24		0.29		0.24		0.18		0.11		0.15		0.058		0.13		0.47		0.64		0.24		0.35		0.0085		0.016		0.016		0.0056		0.019		0.019		0.052		0.012		0.022		0.019		0.029		0.027		0.02		0.019		0.0035		0.013		0.012		0.017		0.015		0.033		0.027		0.047		0.011				0.055		0.13																				0.034		0.11		0.038		0.18		0.038		0.5		0.074		0.15		0.008		0.001

		10.3		GSP10W		LW3-GSP10W								1.3		2.5		0.14		0.2		0.21		0.26		0.58		0.44		0.43		0.6		0.099		0.22		0.43		0.58		0.31		0.46		0.038		0.092		0.048		0.022		0.078		0.041		0.11		0.028		0.051		0.049		0.073		0.054		0.058		0.055		0.016		0.06		0.021		0.031		0.045		0.1		0.066		0.11		0.028				0.084		0.21												0.1		0.37						0.086		0.28		0.042		0.19		0.079		1		0.044		0.088		0.015		0.002

		10.3		WR-PG-108		WLCDRD05PG108		0.67				0.28		0.14		0.28		0.035		0.05		0.17		0.21		0.35		0.27		0.22		0.31		0.088		0.19		0.41		0.55		0.22		0.32		0.021		0.083		0.078		0.066		0.23		0.1		0.29		0.054		0.1		0.14		0.21		0.1		0.16		0.15		0.024		0.09						0.085		0.19		0.16		0.29		0.066		0.085		0.15		0.36																				0.14		0.45						0.13		1.7		0.15		0.29		0.023		0.0029

		10.4		G505		LW2-G505								0.038		0.075		0.075		0.11		0.11		0.14		0.21		0.16		0.24		0.33		0.14		0.3		0.26		0.35		0.44		0.64		0.024		0.036		0.055		0.012		0.041		0.042		0.11		0.034		0.064		0.031		0.046		0.13		0.041		0.039		0.0071		0.026		0.017		0.025		0.031		0.07		0.045		0.079		0.028		0.13		0.13		0.31																																1		2

		10.4		G508		LW2-G508								0.14		0.27		0.07		0.099		0.12		0.15		0.83		0.62		0.31		0.43		0.039		0.084		0.47		0.63		0.42		0.61		0.04		0.73		0.12		0.025		0.086		0.59		1.6		0.56		1		0.63		0.94		1.7		0.18		0.17		0.016		0.058						0.029		0.066		0.23		0.4		0.27		0.046		0.044		0.11

		10.4		G754		LW3-G754		0.89				0.42		0.086		0.17		0.046		0.065		0.23		0.29		0.23		0.18		0.1		0.14		0.077		0.17		0.44		0.6		0.21		0.31		0.012		0.025		0.024		0.0069		0.024		0.013		0.036		0.011		0.02		0.014		0.021		0.018		0.019		0.018		0.0047		0.017		0.02		0.028		0.019		0.043		0.03		0.053		0.011				0.025		0.061																				0.029		0.094		0.045		0.21										0.0052		0.00067

		10.4		G755		LW3-G755		1.1				0.51		0.12		0.22		0.037		0.052		0.32		0.4		0.65		0.49		0.2		0.27		0.077		0.17		0.5		0.68		0.27		0.4		0.024		0.063		0.23		0.024		0.082		0.21		0.57		0.2		0.37		0.19		0.28		0.27		0.15		0.14		0.01		0.038		0.037		0.054		0.065		0.15		0.22		0.39		0.11		0.032		0.04		0.097				0.0039		0.036														0.031		0.1		0.048		0.22						0.074		0.15		0.0059		0.00076

		10.4		G756		LW3-G756		0.94				0.44		0.094		0.18		0.045		0.064		0.27		0.33		0.22		0.17		0.16		0.22		0.16		0.36		0.49		0.67		0.2		0.29		0.013		0.02		0.019		0.0065		0.022		0.017		0.047		0.013		0.024		0.022		0.032		0.022		0.022		0.021		0.0052		0.019		0.012		0.017		0.02		0.045		0.032		0.056		0.012		0.079		0.083		0.2																								0.042		0.19		0.078		1		0.46		0.91		0.012		0.0016

		10.4		RC01-2		LW3-RC01-2		0.6		1.1		0.46		0.2		0.39		0.055		0.078		0.34		0.42		0.3		0.23		0.11		0.15		0.053		0.12		0.71		0.96		0.21		0.31				0.015		0.027		0.0037		0.013		0.0055		0.015		0.0043		0.0081		0.0074		0.011		0.0089		0.0067		0.0064		0.0043		0.016		0.025		0.036		0.01		0.023		0.013		0.022		0.0053																						0.18		1.1		0.031		0.1		0.045		0.21		0.015		0.2		0.08		0.16		0.0056		0.00072

		10.5		DM-C		WRD&M98DMC								0.14		0.27						0.36		0.45		0.22		0.17		0.16		0.22		1		2.2		0.72		0.97		0.22		0.32								0.013		0.045		0.039		0.11		0.047		0.088		0.048		0.071		0.081		0.043		0.041						0.015		0.021		0.04		0.091		0.077		0.13		0.032

		10.5		G507		LW2-G507								0.1		0.2		0.03		0.042		0.26		0.32		0.18		0.14		0.076		0.11		0.05		0.11		0.49		0.66		0.17		0.25				0.012		0.023		0.0038		0.013		0.01		0.029		0.0097		0.018		0.012		0.017		0.019		0.0099		0.0093		0.0028		0.01						0.0094		0.021		0.014		0.025		0.007				0.019		0.047																				0.036		0.12		0.029		0.13		0.0043		0.056		0.034		0.067		0.0038		0.00049

		10.5		G510		LW2-G510								0.12		0.23		0.041		0.058		0.34		0.42		0.26		0.2		0.094		0.13		0.086		0.19		0.57		0.77		0.22		0.32		0.009		0.025		0.042		0.0073		0.025		0.015		0.042		0.012		0.022		0.021		0.031		0.025		0.017		0.017		0.0056		0.021						0.015		0.035		0.027		0.047		0.011		0.025		0.024		0.058								0.00043		0.0014										0.064		0.21		0.098		0.45		0.012		0.16		0.074		0.15		0.0098		0.0013

		10.5		G758		LW3-G758		0.6				0.3		0.084		0.16		0.036		0.05		0.22		0.27		0.21		0.16		0.094		0.13		0.061		0.13		0.46		0.63		0.18		0.26		0.007		0.0082		0.0094		0.0034		0.012		0.014		0.039		0.0076		0.014		0.019		0.028		0.012		0.0099		0.0093		0.0028		0.01		0.0061		0.0087		0.0077		0.017		0.016		0.027		0.007		0.025		0.036		0.087				0.0024		0.022														0.024		0.079		0.031		0.14						0.043		0.084		0.0044		0.00056

		10.5		G7591		LW3-G759-1		0.68				0.26		0.069		0.13		0.047		0.066		0.23		0.29		0.21		0.16		0.13		0.19		0.057		0.12		0.48		0.65		0.21		0.31		0.018		0.37		0.11		0.034		0.12		0.056		0.15		0.053		0.098		0.045		0.067		0.07		0.09		0.085		0.022		0.083		0.018		0.026		0.15		0.33		0.16		0.29		0.053				0.033		0.079																				0.031		0.1		0.029		0.13		0.033		0.44		0.055		0.11		0.0068		0.00088

		10.5		G7592		LW3-G759-2		0.61				0.26		0.073		0.14		0.05		0.07		0.25		0.31		0.23		0.18		0.12		0.16		0.049		0.11		0.52		0.7		0.21		0.31		0.0085		0.013		0.02		0.01		0.035		0.02		0.055		0.014		0.027		0.02		0.03		0.023		0.017		0.016		0.0034		0.013		0.012		0.017		0.014		0.031		0.028		0.048		0.011				0.04		0.097																				0.032		0.11		0.035		0.16		0.049		0.65		0.068		0.13		0.0089		0.0011

		10.5		G760		LW3-G760		1.2				0.53		0.09		0.17		0.043		0.061		0.21		0.26		0.2		0.15		0.091		0.13		0.044		0.097		0.43		0.58		0.2		0.29		0.0047		0.016		0.0063		0.0028		0.0098		0.0093		0.025		0.0064		0.012		0.016		0.023				0.01		0.0098		0.0022		0.0083		0.0071		0.01		0.0094		0.021		0.015		0.026		0.0061																										0.029		0.096		0.061		0.28		0.075		0.99						0.013		0.0017

		10.5		G761		LW3-G761		1				0.47		0.09		0.17		0.047		0.066		0.24		0.29		0.23		0.17		0.095		0.13		0.056		0.12		0.45		0.61		0.24		0.35		0.012		0.015		0.022		0.0045		0.016		0.01		0.029		0.0066		0.012		0.0085		0.013		0.011		0.012		0.011		0.0034		0.013		0.02		0.028		0.014		0.031		0.018		0.032		0.0075																										0.029		0.094		0.045		0.21		0.033		0.44		0.053		0.1		0.0077		0.00099

		10.5		G763		LW3-G763		0.57				0.3		0.095		0.18		0.03		0.042		0.25		0.31		0.22		0.17		0.08		0.11		0.051		0.11		0.5		0.68		0.17		0.25		0.009		0.036		0.022		0.0097		0.033		0.057		0.16		0.035		0.065		0.042		0.063		0.044		0.039		0.037		0.0071		0.026		0.0071		0.01		0.023		0.052		0.059		0.1		0.024		0.022		0.028		0.069																				0.039		0.13		0.058		0.27		0.017		0.23		0.068		0.13		0.007		0.0009

		10.5		WR-PG-112		WLCDRD05PG112		1.1				0.59		0.1		0.2		0.043		0.06		0.22		0.27		0.22		0.16		0.091		0.13		0.053		0.12		0.42		0.56		0.15		0.22		0.008		0.017		0.018		0.0041		0.014		0.011		0.031		0.0097		0.018		0.012		0.019		0.016		0.0094		0.0089		0.0032		0.012						0.0094		0.021		0.013		0.023		0.007		0.028		0.083		0.2																				0.057		0.19		0.067		0.31		0.095		1.3		0.12		0.24		0.017		0.0022

		10.5		WR-PG-114		WLCDRD05PG114		1.3				0.77		0.1		0.19		0.042		0.059		0.22		0.27		0.2		0.15		0.091		0.13		0.059		0.13		0.43		0.58		0.15		0.22		0.0055		0.017		0.022		0.0046		0.016		0.0071		0.019		0.0057		0.011		0.0085		0.013		0.013		0.0085		0.0081		0.0034		0.013						0.0079		0.018		0.011		0.019		0.0057		0.029		0.04		0.097																				0.082		0.27		0.096		0.44		0.048		0.63		0.056		0.11		0.014		0.0018

		10.6		DM-B		WRD&M98DMB								0.18		0.34		0.43		0.6		0.38		0.47		0.29		0.22		0.22		0.31						0.67		0.91		0.26		0.38				0.29		0.4		0.14		0.48		0.45		1.2		0.65		1.2		0.49		0.74		1.1		0.54		0.51		0.063		0.24		0.14		0.2		0.47		1.1		1.2		2.1		0.39

		10.6		G509		LW2-G509								0.1		0.2		0.037		0.052		0.28		0.35		0.21		0.16		0.09		0.13		0.042		0.091		0.53		0.71		0.2		0.29				0.025		0.056		0.01		0.035		0.021		0.057		0.017		0.031		0.024		0.036		0.028		0.019		0.018		0.0088		0.033						0.021		0.049		0.026		0.045		0.014		0.046		0.056		0.14								0.00073		0.0024						0.033		0.19		0.042		0.14		0.071		0.33		0.0075		0.098		0.063		0.12		0.0067		0.00087

		10.6		G512		LW2-G512								0.094		0.18		0.028		0.039		0.28		0.35		0.16		0.12		0.089		0.12		0.035		0.076		0.55		0.74		0.19		0.28		0.0065		0.016		0.017		0.0033		0.011		0.0089		0.024		0.0076		0.014		0.0072		0.011		0.013		0.0099		0.0093		0.0024		0.009						0.01		0.023		0.013		0.023		0.0057																										0.033		0.11		0.027		0.12		0.0073		0.096		0.045		0.089		0.0039		0.0005

		10.6		G514		LW2-G514								0.1		0.2		0.036		0.051		0.33		0.41		0.26		0.2		0.082		0.12		0.062		0.14		0.54		0.73		0.22		0.32		0.006		0.016		0.027		0.0051		0.018		0.01		0.029		0.0097		0.018		0.01		0.015		0.016		0.0099		0.0093		0.0026		0.0097						0.0081		0.018		0.015		0.026		0.007		0.021		0.074		0.18																0.028		0.16		0.039		0.13		0.061		0.28						0.061		0.12		0.0058		0.00074

		10.6		G764		LW3-G764		0.39				0.17		0.069		0.13		0.026		0.036		0.16		0.2		0.15		0.11		0.078		0.11		0.038		0.082		0.37		0.5		0.17		0.25		0.0075		0.027		0.011		0.0025		0.0086		0.0084		0.023		0.0053		0.0098		0.0085		0.013		0.0081		0.0099		0.0093		0.0035		0.013		0.011		0.015		0.011		0.025		0.019		0.033		0.0061				0.038		0.094																				0.026		0.087		0.021		0.099		0.029		0.38		0.057		0.11		0.0056		0.00072

		10.6		G765		LW3-G765		0.63				0.28		0.063		0.12		0.037		0.052		0.21		0.26		0.21		0.16		0.086		0.12		0.045		0.099		0.44		0.59		0.2		0.3		0.01		0.03		0.024		0.0079		0.027		0.015		0.042		0.012		0.022		0.018		0.027		0.021		0.018		0.017		0.0062		0.023		0.015		0.022		0.021		0.049		0.026		0.046		0.011				0.019		0.047				0.0039		0.036														0.028		0.09		0.045		0.21						0.036		0.072		0.0045		0.00058

		10.6		G766		LW3-G766		0.64				0.29		0.087		0.17		0.03		0.042		0.18		0.23		0.16		0.12		0.078		0.11		0.053		0.12		0.42		0.56		0.18		0.26		0.0055		0.062		0.01		0.0034		0.012		0.0079		0.022		0.006		0.011		0.0085		0.013		0.0096		0.0094		0.0089		0.003		0.011		0.0098		0.014		0.01		0.023		0.016		0.027		0.0061		0.016		0.03		0.072																				0.028		0.09		0.042		0.19						0.046		0.091		0.0052		0.00067

		10.6		G767		LW3-G767		0.53				0.28		0.096		0.19		0.027		0.038		0.28		0.35		0.2		0.15		0.066		0.093		0.047		0.1		0.48		0.65		0.18		0.27		0.0075		0.01		0.013		0.0019		0.0065		0.0083		0.023		0.0067		0.012		0.0085		0.013		0.01		0.0081		0.0076		0.0021		0.0076		0.015		0.022		0.0076		0.017		0.013		0.022		0.0057		0.012		0.018		0.043																				0.021		0.069		0.032		0.15						0.041		0.082		0.0033		0.00043

		10.6		WR-PG-116		WLCDRD05PG116		0.94				0.52		0.12		0.23		0.048		0.068		0.25		0.31		0.24		0.18		0.1		0.15		0.066		0.14		0.48		0.65		0.17		0.25		0.0046		0.0096		0.015		0.0021		0.0073		0.0064		0.017		0.005		0.0092		0.0073		0.011		0.0089		0.0063		0.0059		0.0017		0.0063						0.0052		0.012		0.0092		0.016		0.0042		0.026		0.036		0.087																				0.05		0.16		0.073		0.34		0.027		0.36		0.068		0.13		0.0093		0.0012

		10.7		DM-A		WRD&M98DMA								0.13		0.26		0.22		0.31		0.33		0.4		0.23		0.17		0.15		0.22		0.2		0.44		0.63		0.85		0.22		0.31								0.014		0.048		0.039		0.11		0.031		0.057		0.047		0.071		0.081		0.037		0.035						0.012		0.017		0.037		0.083		0.056		0.098		0.025

		10.7		G511		LW2-G511								0.095		0.18		0.034		0.048		0.3		0.37		0.22		0.17		0.086		0.12		0.075		0.16		0.57		0.77		0.2		0.29		0.009		0.017		0.02		0.0032		0.011		0.01		0.029		0.0083		0.015		0.0093		0.014		0.013		0.011		0.01		0.003		0.011						0.0094		0.021		0.015		0.026		0.0066		0.027		0.031		0.076																				0.026		0.087		0.051		0.24						0.051		0.1		0.0042		0.00054

		10.7		G515		LW2-G515								0.11		0.21		0.041		0.058		0.28		0.35		0.26		0.19		0.1		0.14		0.064		0.14		0.52		0.7		0.22		0.31		0.011		0.02		0.036		0.0056		0.019		0.014		0.039		0.014		0.027		0.016		0.023		0.027		0.015		0.014		0.0045		0.017		0.013		0.018		0.013		0.029		0.026		0.046		0.011		0.014		0.028		0.069																				0.047		0.16		0.071		0.33		0.0077		0.1		0.072		0.14		0.007		0.0009

		10.7		G768		LW3-G768		0.46				0.23		0.13		0.25		0.032		0.045		0.26		0.33		0.23		0.17		0.13		0.18		0.05		0.11		0.51		0.69		0.21		0.31		0.0085		0.022		0.02		0.0033		0.011		0.01		0.029		0.0097		0.018		0.012		0.017				0.012		0.011		0.0032		0.012		0.012		0.017		0.014		0.031		0.018		0.032		0.0079		0.018		0.031		0.076				0.0073		0.067														0.02		0.066		0.038		0.18						0.085		0.17		0.0038		0.00049

		10.7		G769		LW3-G769		0.61				0.31		0.098		0.19		0.03		0.042		0.28		0.35		0.22		0.17		0.094		0.13		0.047		0.1		0.5		0.68		0.19		0.28		0.012		0.018		0.016		0.0031		0.011		0.011		0.031		0.009		0.017		0.012		0.019		0.013		0.011		0.01		0.0032		0.012		0.014		0.02		0.011		0.025		0.016		0.029		0.0075		0.026		0.03		0.072																				0.043		0.14		0.045		0.21		0.015		0.2		0.05		0.099		0.0063		0.00081

		10.7		PSY72		PSYSEA98PSY72								0.11		0.21		0.04		0.057		0.22		0.27		0.21		0.16		0.16		0.22		0.18		0.39		0.45		0.61		0.21		0.3				0.11				0.02		0.069		0.081		0.22		0.04		0.074		0.073		0.11		0.089		0.15		0.14		0.026		0.097						0.063		0.14		0.17		0.3		0.053		0.074		0.11		0.27																								0.096		0.44		0.079		1						0.016		0.002

		10.7		WR-PG-118		WLCDRD05PG118		0.95				0.52		0.11		0.21		0.045		0.063		0.22		0.27		0.22		0.17		0.099		0.14		0.064		0.14		0.45		0.6		0.16		0.24		0.0055		0.0082		0.0064		0.0015		0.0053		0.0045		0.012		0.0035		0.0065		0.0067		0.01		0.0073		0.0049		0.0047		0.0017		0.0065						0.0046		0.01		0.0066		0.011		0.0032		0.023		0.038		0.094																				0.029		0.095		0.048		0.22						0.055		0.11		0.0059		0.00076

		10.8		G513		LW2-G513								0.097		0.19		0.036		0.051		0.34		0.42		0.21		0.16		0.089		0.12		0.075		0.16		0.64		0.86		0.2		0.28		0.014		0.024		0.035		0.0056		0.019		0.023		0.062		0.027		0.05		0.02		0.03		0.051		0.015		0.014		0.0037		0.014		0.0093		0.013		0.013		0.029		0.024		0.041		0.015		0.025		0.021		0.051																				0.027		0.09		0.043		0.2		0.0096		0.13		0.055		0.11		0.0047		0.00061

		10.8		G517		LW2-G517								0.11		0.2		0.04		0.057		0.27		0.33		0.21		0.16		0.12		0.16		0.047		0.1		0.52		0.7		0.2		0.29		0.015		0.093		0.049		0.013		0.045		0.033		0.091		0.026		0.047		0.05		0.075		0.046		0.045		0.042		0.012		0.044		0.0098		0.014		0.042		0.095		0.058		0.1		0.025		0.054		0.059		0.14																				0.095		0.31		0.073		0.34		0.0048		0.063		0.086		0.17		0.0091		0.0012

		10.8		G770		LW3-G770		3.2				0.79		0.17		0.32		0.044		0.062		0.26		0.32		0.26		0.2		0.15		0.2		0.12		0.27		0.48		0.64		0.25		0.36		0.011		0.021		0.031		0.0049		0.017		0.015		0.042		0.012		0.022		0.016		0.024				0.018		0.017		0.0047		0.017		0.023		0.033		0.02		0.045		0.026		0.046		0.011		0.025		0.04		0.097				0.013		0.12														0.025		0.082		0.058		0.27		0.048		0.63		0.091		0.18		0.0098		0.0013

		10.8		WR-PG-120		WLCDRD05PG120		1.5				0.82		0.14		0.27		0.052		0.073		0.27		0.34		0.28		0.21		0.11		0.15		0.093		0.2		0.51		0.69		0.19		0.27		0.007		0.0093		0.0076		0.0031		0.011		0.0055		0.015		0.0042		0.0078		0.0065		0.0097		0.0081		0.0067		0.0064		0.003		0.011						0.007		0.016		0.0086		0.015		0.004		0.029		0.044		0.11																				0.11		0.35		0.11		0.52						0.1		0.2		0.014		0.0018

		10.8		WR-PG-61		WLCDRD05PG061		0.93				0.5		0.087		0.17		0.046		0.065		0.22		0.27		0.2		0.15		0.12		0.17		0.051		0.11		0.45		0.61		0.16		0.23		0.039		0.013		0.018		0.0083		0.029		0.032		0.088		0.017		0.032		0.044		0.066		0.03		0.019		0.018		0.006		0.022						0.019		0.043		0.026		0.045		0.015		0.024		0.038		0.094																				0.064		0.21		0.067		0.31		0.035		0.46						0.01		0.0013

		10.9		G518		LW2-G518								0.23		0.45		0.032		0.045		0.21		0.26		0.18		0.14		0.14		0.2		0.069		0.15		0.36		0.49		0.2		0.29		0.9		4.7		0.23		0.14		0.49		0.12		0.34		0.076		0.14		0.093		0.14		0.15		0.32		0.3		0.75		2.8		0.46		0.66		0.82		1.9		0.3		0.53		0.19		0.043		0.062		0.15								0.0074		0.025										0.28		0.93		0.12		0.54		0.052		0.69						0.026		0.0034

		10.9		G771		LW3-G771		1.7				0.57		0.099		0.19		0.039		0.055		0.19		0.23		0.19		0.14		0.27		0.38		0.089		0.19		0.43		0.58		0.22		0.33		0.021		0.055		0.026		0.012		0.04		0.044		0.12		0.024		0.045		0.048		0.072		0.041		0.043		0.041		0.012		0.044		0.027		0.038		0.045		0.1		0.055		0.095		0.024		0.085		0.14		0.34				0.0094		0.087														0.093		0.31		0.064		0.3		0.12		1.6						0.021		0.0027

		10.9		RC02-2		LW3-RC02-2		0.33				0.27		0.095		0.18		0.028		0.04		0.27		0.34		0.22		0.16		0.066		0.093		0.041		0.088		0.41		0.55		0.17		0.25				0.022		0.013		0.0033		0.011		0.0086		0.023		0.0069		0.013		0.01		0.015		0.0081		0.0094		0.0089		0.0045		0.017						0.021		0.047		0.017		0.03		0.0061																										0.024		0.08		0.035		0.16		0.024		0.31		0.074		0.15		0.0056		0.00072

		10.9		WR-PG-63		WLCDRD05PG063		0.65				0.42		0.078		0.15		0.043		0.061		0.18		0.22		0.17		0.13		0.1		0.15		0.053		0.12		0.41		0.56		0.16		0.23		0.027		0.084		0.071		0.031		0.11		0.12		0.34		0.061		0.11		0.15		0.22		0.1		0.094		0.089		0.022		0.083						0.068		0.15		0.12		0.21		0.057				0.3		0.72																				0.15		0.49		0.054		0.25		0.21		2.7						0.033		0.0043

		11		G001		RM11E-G001																																																																																								0.11		0.26

		11		G002		RM11E-G002																																																																																								0.03		0.072

		11		G516		LW2-G516								0.092		0.18		0.041		0.058		0.47		0.58		0.33		0.25		0.12		0.17		0.089		0.19		0.87		1.2		0.23		0.33		0.016		0.055		0.068		0.051		0.18		0.21		0.57		0.083		0.15		0.26		0.39		0.16		0.22		0.21		0.037		0.14						0.085		0.19		0.23		0.4		0.1		0.02		0.046		0.11																				0.15		0.5		0.051		0.24		0.049		0.65		0.12		0.24		0.016		0.002

		11		G772		LW3-G772		1.3				0.77		0.098		0.19		0.042		0.06		0.29		0.36		0.25		0.19		0.15		0.21		0.038		0.082		0.52		0.7		0.23		0.33		0.031		0.076		0.023		0.019		0.065		0.048		0.13		0.033		0.061		0.05		0.074		0.055		0.058		0.055		0.014		0.053		0.071		0.1		0.067		0.15		0.099		0.17		0.034		0.02		0.027		0.065																				0.071		0.24		0.061		0.28						0.097		0.19		0.008		0.001

		11		WR-PG-122		WLCDRD05PG122		1.4				0.65		0.12		0.23		0.05		0.071		0.24		0.3		0.23		0.17		0.12		0.17		0.082		0.18		0.47		0.63		0.18		0.27		0.027		0.079		0.033		0.021		0.073		0.034		0.094		0.023		0.042		0.044		0.066		0.04		0.034		0.032		0.016		0.06						0.05		0.11		0.045		0.079		0.021		0.05		0.061		0.15																				0.12		0.4		0.13		0.59		0.033		0.44		0.091		0.18		0.016		0.0021

		11.1		C010-R2		RM11E-C010-R2								0.082		0.16		0.046		0.065		0.21		0.26		0.2		0.15		1.3		1.9		0.066		0.14		0.43		0.58		0.35		0.51		0.17		1		0.1		0.022		0.078		0.078		0.21		0.044		0.082		0.057		0.086		0.089		0.11		0.1		0.21		0.76		0.045		0.064		0.32		0.74		0.19		0.33		0.07		0.12		0.15		0.36												0.1		0.36		0.0094		0.055		0.061		0.2		0.029		0.13						0.16		0.31		0.0063		0.00081

		11.1		G003		RM11E-G003																																																																																								0.011		0.026																				0.0075		0.025										0.016		0.031		0.00091		0.00012

		11.1		G004		RM11E-G004																																																																																								0.013		0.032

		11.1		G005		RM11E-G005								0.042		0.082		0.064		0.09		0.13		0.16		0.19		0.15		3.6		5.1		0.038		0.082		0.27		0.36		0.31		0.45		0.037		0.021		0.0078		0.0076		0.026		0.026		0.07		0.023		0.042		0.029		0.044		0.073		0.033		0.031		0.011		0.042		0.68		0.97		0.046		0.1		0.066		0.11		0.038				0.028		0.069												0.046		0.17						0.013		0.042		0.013		0.059		0.027		0.36		0.05		0.099		0.0042		0.00054

		11.1		G006		RM11E-G006																																																																																						0.12		0.33		0.79

		11.1		G008		RM11E-G008								0.15		0.29		0.054		0.077		0.18		0.23		0.35		0.27		0.43		0.6		0.067		0.15		0.45		0.61		0.24		0.34		0.13		0.65		0.12		0.057		0.2		0.078		0.21		0.063		0.12		0.093		0.14		0.12		0.12		0.11		0.078		0.29		0.2		0.28		0.22		0.5		0.22		0.39		0.079		0.044		0.05		0.12												0.096		0.35														0.03		0.4						0.004		0.00052

		11.1		G009		RM11E-G009																																																																																								4.3		10

		11.1		G010		RM11E-G010																																																																																								0.013		0.033

		11.1		G011		RM11E-G011																																																																																								0.018		0.043

		11.1		G012		RM11E-G012								0.085		0.16		0.034		0.047		0.22		0.27		0.2		0.15		0.084		0.12		0.041		0.088		0.46		0.62		0.16		0.23		0.01		0.025		0.013		0.0051		0.018		0.01		0.029		0.0083		0.015		0.014		0.021		0.019		0.012		0.011		0.0047		0.017		0.011		0.015		0.013		0.029		0.026		0.046		0.0083		0.024		0.022		0.054				0.00087		0.0081														0.014		0.045		0.012		0.056		0.029		0.38						0.0044		0.00056

		11.1		G013		RM11E-G013																																																																																						0.11		0.14		0.33

		11.1		G014		RM11E-G014																																																																																								0.016		0.04

		11.1		G774		LW3-G774		0.67				0.31		0.092		0.18		0.027		0.037		0.21		0.26		0.19		0.14		0.073		0.1		0.041		0.088		0.46		0.63		0.18		0.26		0.011		0.035		0.034		0.0053		0.018		0.015		0.042		0.014		0.026		0.017		0.026		0.018		0.019		0.018		0.0045		0.017		0.034		0.049		0.021		0.049		0.03		0.053		0.012		0.016		0.019		0.047																				0.02		0.066		0.048		0.22		0.025		0.34		0.08		0.16		0.0063		0.00081

		11.1		G775		LW3-G775		0.55				0.31		0.09		0.17		0.025		0.036		0.24		0.3		0.2		0.15		0.073		0.1		0.044		0.097		0.47		0.63		0.18		0.27		0.011		0.029		0.02		0.0062		0.021		0.012		0.034		0.01		0.019		0.013		0.02		0.016		0.013		0.013		0.0043		0.016		0.017		0.024		0.015		0.035		0.021		0.037		0.0088		0.017		0.024		0.058																				0.026		0.087		0.035		0.16						0.049		0.098		0.004		0.00052

		11.1		G776		LW3-G776		0.5				0.24		0.065		0.13		0.041		0.058		0.18		0.22		0.17		0.13		1.4		2		0.035		0.076		0.4		0.54		0.2		0.29		0.017		0.034		0.019		0.0062		0.021		0.024		0.065		0.022		0.041		0.026		0.038		0.036		0.024		0.023		0.006		0.022		0.023		0.033		0.024		0.054		0.036		0.062		0.016				0.74		1.8												0.02		0.072						0.25		0.81						0.83		11						0.1		0.013

		11.1		UG01		LW3-UG01		1.1				1.3		0.1		0.2		0.034		0.048		0.65		0.8		19		14		0.2		0.28		0.033		0.072		0.52		0.7		0.22		0.33		0.039		0.1		0.067		0.018		0.061		0.079		0.22		0.031		0.058		0.085		0.13		0.15		0.081		0.076		0.022		0.083		0.016		0.023		0.035		0.08		0.13		0.22		0.043		0.12		0.47		1.2																				0.22		0.73										0.47		0.93		0.031		0.004

		11.1		WR-PG-124		WLCDRD05PG124		0.79				0.43		0.1		0.2		0.041		0.058		0.22		0.28		0.21		0.16		0.1		0.15		0.051		0.11		0.46		0.63		0.16		0.24		0.0055		0.018		0.013		0.0043		0.015		0.0089		0.024		0.0065		0.012		0.0093		0.014		0.01		0.0099		0.0093		0.0028		0.01						0.012		0.027		0.014		0.025		0.0057		0.025		0.036		0.087																				0.046		0.15		0.064		0.3						0.063		0.12		0.0079		0.001

		11.1		WR-PG-126		WLCDRD05PG126		0.51				0.27		0.097		0.19		0.036		0.051		0.23		0.29		0.18		0.14		0.088		0.12		0.045		0.099		0.51		0.69		0.16		0.23		0.005		0.012		0.0094		0.0019		0.0065		0.0075		0.021		0.0055		0.01		0.0093		0.014		0.0096		0.012		0.011		0.0019		0.0069						0.014		0.031		0.014		0.024		0.0057		0.02		0.028		0.069																												0.033		0.44		0.051		0.1		0.0073		0.00094

		11.2		C012		RM11E-C012																																																																																						0.16		0.14		0.35

		11.2		G015		RM11E-G015								0.086		0.17		0.062		0.088		0.28		0.35		0.28		0.21		0.43		0.61		0.094		0.21		0.53		0.71		0.37		0.53		0.033		0.093		0.02		0.012		0.041		0.041		0.11		0.036		0.066		0.052		0.078		0.089		0.042		0.039		0.021		0.076		0.0073		0.01		0.052		0.12		0.079		0.14		0.028		0.16		0.18		0.43								0.00087		0.0029										0.35		1.2		0.089		0.41		0.64		8.4		0.26		0.52		0.093		0.012

		11.2		G016		RM11E-G016																																																																																								0.014		0.035

		11.2		G017		RM11E-G017																																																																																								0.61		1.5

		11.2		G018		RM11E-G018								0.082		0.16		0.034		0.048		0.22		0.27		0.2		0.15		0.11		0.15		0.04		0.086		0.49		0.66		0.17		0.25		0.009		0.04		0.024		0.01		0.035		0.021		0.057		0.019		0.036		0.026		0.039		0.039		0.019		0.018		0.006		0.022		0.021		0.031		0.02		0.045		0.032		0.055		0.014				0.031		0.076																				0.013		0.041		0.018		0.081		0.049		0.65						0.007		0.0009

		11.2		G019		RM11E-G019																																																																																						0.12		0.16		0.4

		11.2		G020		RM11E-G020																																																																																								0.13		0.32

		11.2		G021		RM11E-G021								0.073		0.14		0.016		0.022		0.096		0.12		0.099		0.075		0.13		0.18		0.012		0.027		0.3		0.41		0.11		0.17		0.0025		0.0034		0.0021		0.0011		0.0036		0.0062		0.017		0.0041		0.0077		0.0065		0.0097		0.0089		0.0076		0.0072						0.0023		0.0033		0.0032		0.0074		0.013		0.023		0.0039				0.012		0.03																				0.025		0.083		0.008		0.037		0.014		0.19		0.026		0.052		0.0033		0.00043

		11.2		G063		RM11E-G063																																																																																						0.0041		0.011		0.026

		11.2		G065		RM11E-G065																																																																																						0.21		0.25		0.61

		11.2		G777		LW3-G777		0.097				0.049		0.031		0.06		0.015		0.021		0.098		0.12		0.078		0.059		0.058		0.081		0.018		0.039		0.24		0.33		0.096		0.14				0.0037		0.0078		0.0014		0.0049		0.005		0.014		0.0043		0.0081		0.0049		0.0073				0.0039		0.0037						0.0014		0.0021		0.0028		0.0064		0.0066		0.011		0.0028		0.01		0.022		0.054																				0.011		0.035										0.053		0.1		0.0014		0.00018

		11.2		UG02		LW3-UG02		0.25				0.12		0.062		0.12		0.016		0.023		0.27		0.33		0.14		0.11		0.11		0.15		0.088		0.19		0.33		0.45		0.14		0.21				0.0084								0.0061		0.017		0.0048		0.009		0.0069		0.01				0.0067		0.0064						0.015		0.022		0.0094		0.021		0.014		0.024		0.0048		3.8		8.9		22																				3.1		10														0.45		0.058

		11.2		WR-PG-128		WLCDRD05PG128		0.86				0.47		0.11		0.21		0.041		0.058		0.26		0.32		0.21		0.16		0.095		0.13		0.065		0.14		0.5		0.67		0.16		0.24		0.012		0.025		0.02		0.0058		0.02		0.018		0.049		0.015		0.028		0.019		0.028		0.021		0.017		0.016		0.0037		0.014						0.017		0.039		0.026		0.046		0.011		0.028		0.037		0.09																								0.073		0.34						0.063		0.12		0.0084		0.0011

		11.3		G022		RM11E-G022								0.12		0.22		0.053		0.075		0.32		0.4		0.24		0.19		0.28		0.39		0.067		0.15		0.65		0.88		0.38		0.55		0.29		0.62		0.1		0.06		0.21		0.11		0.31		0.076		0.14		0.12		0.19		0.13		0.081		0.076		0.14		0.53		0.034		0.049		0.32		0.72		0.24		0.41		0.079		0.2		0.27		0.65								0.00092		0.003		0.062		0.22						0.16		0.53		0.064		0.3		0.15		2		0.2		0.39		0.028		0.0036

		11.3		G023		RM11E-G023																																																																																								1.5		3.6								0.0072		0.024						0.054		0.31		0.79		2.6						1.6		21		3.2		6.4		0.21		0.027

		11.3		G024		RM11E-G024								0.067		0.13		0.016		0.023		0.1		0.13		0.11		0.082		0.085		0.12		0.023		0.049		0.28		0.38		0.1		0.15		0.0055		0.015		0.013		0.0027		0.0094		0.0067		0.018		0.0059		0.011		0.0066		0.0099		0.013		0.009		0.0085		0.0024		0.009		0.0045		0.0064		0.0094		0.021		0.017		0.03		0.0053				0.11		0.27																				0.057		0.19														0.0082		0.0011

		11.3		G025		RM11E-G025																																																																																						0.15		0.14		0.34

		11.3		G026		RM11E-G026								0.13		0.26		0.064		0.09		1.7		2.1		0.31		0.23		0.32		0.45		0.092		0.2		1.5		2		0.36		0.52		0.15		1		0.068		0.044		0.15		0.093		0.25		0.069		0.13		0.12		0.19		0.13		0.27		0.26		0.12		0.44		0.2		0.28		0.36		0.82		0.41		0.72		0.12				2.1		5.1								0.0068		0.022		0.16		0.57						0.64		2.1														0.14		0.018

		11.3		G027		RM11E-G027																																																																																						0.14		0.21		0.51								0.0004		0.0013		0.16		0.59						0.057		0.19		0.0064		0.03		0.073		0.96		0.12		0.24		0.011		0.0014

		11.3		G028		RM11E-G028								0.097		0.19		0.065		0.092		0.2		0.24		0.2		0.15		0.39		0.55		0.072		0.16		0.41		0.56		0.44		0.64		0.1		0.24		0.043		0.02		0.069		0.056		0.15		0.042		0.078		0.052		0.078		0.096		0.045		0.042		0.026		0.097		0.048		0.069		0.051		0.12		0.099		0.17		0.035		0.41		0.56		1.4								0.0017		0.0056		0.06		0.22						0.27		0.89		0.083		0.39		0.21		2.7		0.38		0.75		0.04		0.0052

		11.3		G029		RM11E-G029								0.23		0.45		0.083		0.12		0.44		0.55		0.55		0.42		0.81		1.1		0.057		0.12		1.2		1.6		0.63		0.91		0.022		0.18		0.014		0.069		0.24		0.17		0.47		0.12		0.23		0.14		0.21		0.22		0.17		0.16		0.037		0.14		0.0089		0.013		0.18		0.41		0.26		0.46		0.096		0.94		3.3		7.9												0.12		0.42						0.34		1.1										0.46		0.91		0.054		0.007

		11.3		G030		RM11E-G030																																																																																								0.28		0.69

		11.3		G031		RM11E-G031																																																																																						0.041		0.025		0.061

		11.3		G032		RM11E-G032																																																																																						0.015		0.012		0.029

		11.3		G035		RM11E-G035																																																																																								0.0093		0.023

		11.3		G066		RM11E-G066								0.16		0.31		0.039		0.055		0.32		0.4		0.36		0.27		0.46		0.64		0.06		0.13		1		1.4		0.24		0.35		0.01		0.015		0.0065		0.0032		0.011		0.013		0.036		0.01		0.019		0.013		0.02		0.019		0.0094		0.0089		0.0045		0.017		0.0071		0.01		0.014		0.031		0.018		0.032		0.0075		0.15		0.5		1.2												0.1		0.36						0.31		1														0.044		0.0056

		11.3		G067		RM11E-G067								0.062		0.12		0.026		0.036		0.45		0.56		0.18		0.13		0.11		0.16		0.047		0.1		0.66		0.89		0.18		0.26		0.017		0.024		0.004		0.0019		0.0065		0.012		0.034		0.012		0.022		0.014		0.021		0.028		0.02		0.019		0.0037		0.014		0.0052		0.0074		0.0085		0.019		0.028		0.049		0.0096		0.065		0.08		0.19												0.017		0.062		0.0094		0.055		0.17		0.55		0.051		0.24										0.019		0.0025

		11.3		G778		LW3-G778		0.23				0.11		0.058		0.11		0.033		0.046		0.25		0.3		0.13		0.099		0.22		0.31		0.052		0.11		0.33		0.45		0.17		0.25		0.006		0.015		0.051		0.025		0.086		0.064		0.17		0.038		0.07		0.051		0.077		0.066		0.058		0.055		0.0086		0.032		0.0043		0.0061		0.05		0.11		0.065		0.11		0.031				1.9		4.7												0.04		0.14						0.82		2.7						2.1		27						0.26		0.034

		11.3		G779		LW3-G779		0.19				0.056		0.034		0.065		0.019		0.026		0.09		0.11		0.095		0.072		0.032		0.045		0.018		0.039		0.3		0.41		0.1		0.15		0.0055		0.0061		0.003		0.0013		0.0045																0.0024		0.0023		0.0014		0.0051		0.0029		0.0041		0.0044		0.01		0.004		0.007		0.0013		0.26		0.3		0.72												0.048		0.17						0.2		0.67		0.064		0.3		0.15		2		0.31		0.61		0.03		0.0038

		11.3		GCA11E		LW3-GCA11E								0.066		0.13		0.034		0.048		0.25		0.31		0.2		0.15		0.2		0.28		0.052		0.11		0.49		0.67		0.24		0.35		0.011		0.039		0.013		0.022		0.078		0.044		0.12		0.03		0.055		0.058		0.087		0.04		0.011		0.01		0.0073		0.027		0.0091		0.013		0.016		0.037		0.014		0.025		0.018				5.6		14																				2.4		8						6		80		11		21		0.8		0.1

		11.3		GCRSP11E		LW3-GCRSP11E								0.086		0.17		0.057		0.08		0.59		0.73		0.22		0.16		0.89		1.2		0.12		0.27		0.69		0.94		0.3		0.44		0.075		0.3		0.025		0.012		0.041		0.041		0.11		0.026		0.047		0.034		0.051		0.061		0.085		0.081		0.043		0.16		0.053		0.077		0.085		0.19		0.099		0.17		0.036				1.4		3.4												1.1		3.8						0.54		1.8						0.84		11		1.4		2.7		0.12		0.016

		11.3		UG03		LW3-UG03		0.92		0.098		0.4		0.098		0.19		0.046		0.065		0.52		0.64		0.18		0.13		0.21		0.3		0.056		0.12		0.56		0.75		0.25		0.37		0.05		0.11		0.049		0.024		0.082		0.057		0.16		0.025		0.046		0.15		0.22		0.33		0.049		0.047		0.028		0.1		0.02		0.028		0.05		0.11		0.072		0.13		0.042		0.91		1.6		4												0.9		3.3						0.36		1.2						0.22		2.9						0.045		0.0058

		11.3		WR-PG-130		WLCDRD05PG130		1.7				0.77		0.11		0.21		0.045		0.063		0.24		0.3		0.32		0.25		0.13		0.18		0.053		0.12		0.49		0.67		0.19		0.28		2.2		1.8		0.55		0.32		1.1		0.29		0.78		0.23		0.42		0.27		0.41		0.3		0.28		0.26		0.43		1.6		0.57		0.82		1.3		2.9		0.63		1.1		0.28		0.038		0.059		0.14				0.04		0.37														0.071		0.24		0.058		0.27		0.019		0.25		0.14		0.28		0.0087		0.0011

		11.4		C033		RM11E-C033																																																																																								0.4		0.97

		11.4		G033		RM11E-G033								0.064		0.12		0.072		0.1		0.15		0.19		0.15		0.12		0.1		0.14		0.032		0.07		0.41		0.55		0.25		0.36		0.0085		0.021		0.012		0.0078		0.027		0.015		0.042		0.012		0.022		0.014		0.021		0.026		0.017		0.016		0.006		0.022		0.012		0.017		0.02		0.045		0.024		0.041		0.011				3		7.2												0.056		0.2						0.46		1.5														0.086		0.011

		11.4		G036		RM11E-G036								0.071		0.14		0.028		0.039		0.17		0.21		0.14		0.11		0.3		0.42		0.036		0.078		0.43		0.58		0.2		0.3		0.026		0.21		0.031		0.038		0.13		0.056		0.15		0.039		0.073		0.051		0.077		0.074		0.067		0.064		0.045		0.17		0.037		0.054		0.15		0.35		0.11		0.18		0.042		2.6		1.9		4.7								0.015		0.05		0.032		0.12														2.9		38		4		7.9		0.35		0.045

		11.4		G037		RM11E-G037																																																																																								0.15		0.36

		11.4		G038		RM11E-G038																																																																																								0.0081		0.02

		11.4		G039		RM11E-G039								0.074		0.14		0.028		0.039		0.17		0.21		0.16		0.12		0.22		0.31		0.028		0.062		0.49		0.66		0.19		0.28		0.008		0.0078		0.01		0.0025		0.0086		0.0093		0.025		0.01		0.019		0.012		0.019		0.018		0.0094		0.0089		0.0024		0.009		0.0059		0.0084		0.013		0.029		0.02		0.034		0.0075		0.021		0.03		0.072																				0.022		0.072		0.0048		0.022		0.021		0.27		0.023		0.045		0.0037		0.00047

		11.4		G040		RM11E-G040																																																																																								0.0077		0.019

		11.4		G041		RM11E-G041																																																																																						0.091		0.05		0.12

		11.4		G043		RM11E-G043								0.082		0.16		0.033		0.047		0.21		0.26		0.19		0.15		0.096		0.13		0.03		0.066		0.47		0.64		0.17		0.24		0.029		0.03		0.024		0.0097		0.033		0.044		0.12		0.048		0.09		0.046		0.068		0.096		0.025		0.024		0.0056		0.021		0.023		0.033		0.017		0.039		0.04		0.07		0.025		0.013		0.022		0.054				0.0015		0.014														0.019		0.063		0.019		0.087		0.014		0.18						0.0035		0.00045

		11.4		G045		RM11E-G045																																																																																						0.018		0.013		0.032

		11.4		G064		RM11E-G064																																																																																								2.4		5.8

		11.4		WR-PG-132		WLCDRD05PG132		0.85				0.45		0.091		0.18		0.036		0.05		0.2		0.25		0.19		0.14		0.082		0.12		0.038		0.082		0.4		0.54		0.14		0.21		0.0075		0.01		0.017		0.0038		0.013		0.013		0.036		0.01		0.019		0.015		0.022		0.016		0.015		0.014		0.0028		0.01						0.014		0.031		0.021		0.037		0.0083		0.027		0.04		0.097																				0.021		0.069		0.045		0.21		0.027		0.36		0.1		0.2		0.0063		0.00081

		11.5		G044		RM11E-G044																																																																																						0.056		0.062		0.15

		11.5		G046		RM11E-G046																																																																																						0.027		0.036		0.087

		11.5		G047		RM11E-G047																																																																																								0.021		0.051

		11.5		G048		RM11E-G048								0.083		0.16		0.058		0.082		0.12		0.15		0.19		0.14		1.4		1.9		0.035		0.076		0.37		0.5		0.33		0.48		0.05		0.47				0.07		0.24		0.17		0.47		0.14		0.27		0.15		0.22		0.4		0.19		0.18		0.08		0.3		0.041		0.059		0.22		0.5		0.32		0.56		0.12		0.15		0.13		0.31												0.4		1.4						0.28		0.93		0.064		0.3		0.06		0.8		0.23		0.45		0.024		0.0031

		11.5		G049		RM11E-G049																																																																																						0.062		0.052		0.13

		11.5		WR-PG-134		WLCDRD05PG134		0.63				0.32		0.089		0.17		0.034		0.048		0.22		0.27		0.17		0.13		0.097		0.14						0.46		0.62		0.15		0.22		0.005		0.021		0.027		0.0045		0.016		0.015		0.042		0.012		0.023		0.017		0.026		0.021		0.014		0.013		0.0026		0.0097						0.0085		0.019		0.021		0.037		0.0092		0.027		0.036		0.087																								0.035		0.16		0.03		0.4		0.068		0.13		0.0065		0.00083

		11.6		G050		RM11E-G050																																																																																						0.011		0.019		0.047

		11.6		G051		RM11E-G051								0.067		0.13		0.025		0.036		0.12		0.15		0.5		0.37		0.5		0.7		0.023		0.049		0.34		0.46		0.19		0.27		0.013		0.0082		0.013		0.009		0.031		0.015		0.042		0.01		0.019		0.018		0.027		0.039		0.017		0.016		0.0043		0.016		0.0084		0.012		0.045		0.1		0.072		0.13		0.015		0.038		0.041		0.1								0.0004		0.0013										0.021		0.068		0.015		0.068		0.016		0.21		0.036		0.071		0.0037		0.00047
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